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C-PLACE1 0091 30 


13127 




PLACE1009158 


C-PLACE1009158 


13129 


13130 


PLACE1009166 


C-PLACE1 009166 


13131 


13132 


PLACE1009174 


C-PLACE1009174 


13133 


13134 


PUCE1009186 


C-PLACE1009186 


13135 


13136 
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PLACE1009190 


C-PLACE1009190 


13137 


13138 


PLACE1 009230 


C-PLACE 1009230 


13139 


13140 


PLACE1C0931.9 


C-PLACE 1009319 


13141 


13142 


PLACE1 009328 


C-PLACE 1009328 


13143 




PLACET 009335 


C-PLACE1 009335 


13144 




PLACE 1009338 


C-PLACE1 009338 


13145 


13146 




T-PI APFIfifKHfiS 
u rLMOu 1 UU?OQO 






PL ACE 1009375 


C-PLACE1 009375 


13149 


13150 


PLACE 1009388 


C-PLACE1 009388 


13151 




PLACE 1009404 


C-PLACE1 009404 


13152 


13153 


PLACE1 009434 


C-PLACE1 009434 


13154 


13155 


PLACE 1009443 


C-PLACE 1009443 


13156 


13157 


PLACE1 009444 


C-PLACE 1009444 


13158 


13159 


PLACE 1009459 


C-PLACE1 009459 


13160 


13161 


PLACE1 009468 


C-PLACE1 009468 


13162 


13163 


PLACET 009476 


C-PLACE1 009476 


13164 


13165 


PL ACE 1009524 


C-PLACE1 009524 


13166 


13167 


PLACE 1 009542 


C-PLACE1 009542 


13168 


13169 


PLACE1 009571 


C-PLACE1009571 


13170 


13171 


PLACE1 009581 


C-PLACE1 009581 


13172 


13173 


PLACE1 009596 


C-PLACE 1 009596 


13174 


13175 


PLACE1 009607 


C-PLACE 1 009607 


13176 




PLACE1 009621 


C-PLACE 1009621 


13177 




PLACE1 009622 


C-PLACE1 009622 


13178 


13179 


PLACE1 009659 


C-PLACE1 009659 


13180 




PLACE1 009665 


C-PLACE1 009665 


13181 


13182 


PLACE 1009670 


C~PL ACE 1009670 


13183 


13184 


PLACE1 009708 


C-PLACE1 009708 


13185 


13186 


PLACE1 009721 


C-PLACE1 009721 


13187 


13188 


PLACE1 009731 


C-PLACE1 009731 


13189 


13190 


PLACE1 009763 


C-PLACE1 009763 


13191 


13192 


PLACE1 009794 


C-PLACE1 009794 


13193 


13194 


PLACE 1009845 


C-PLACE1 009845 


13195 


13196 


PLACE1 009886 


C-PLACE1 009886 


13197 




PLACE1 009908 


C-PLACE 1 009908 


13198 


13199 


PLACE1 009971 


C-PLACE1 009971 


13200 




PLACE1 009992 


C-PLACE1 009992 


13201 


13202 


PLACET 009995 


C-PLACE 1009995 


13203 


13204 


PLACE1 009997 


C-PLACE1 009997 


13205 


13206 
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PLACE1010023 


C-PLACE1010023 


13207 


13208 


PLACE1010031 


C-PLACE1010031 


13209 


13210 


PLACE 101 0053 


C-PLACE1 010053 


13211 


13212 


PLACE1010074 


C-PLACE1010074 


13213 


13214 


PLACE1010076 


C-PLACE1010076 


13215 




PLAGE1010096 


C-PLACE1010O96 


13216 


13217 


rLAl/t lUiUlUz 


f— pi a^Pinm-tPi"? 

u rl-nl/C 1U 1 U 1 \J£. 






PLACE 101 01 05 


C-PLACE10101 05 


13219 


13220 


PLACE1010106 


C-PLACE1010106 


13221 




PLACE1010134 


C-PLACE1010134 


13222 


13223 


PLACE1010148 


C-PLACE1010148 


13224 


13225 


PLACE1010194 


C-PLACE10101&4 


13226 


13227 


PLACE1010202 


C-PLACE1Q10202 


13228 


13229 


PLACE101 0261 


C-PLACE1010261 


13230 


1 3231 


PLACE1010274 


C-PLACE 101 0274 


13232 


13233 


PLACE1010293 


C-PLACE1010293 


13234 




PLACE1010321 


C-PLACE1010321 


13235 


13236 




C-PLACE1010324 


13237 




PLACE1010329 


C-PLACE 101 0329 


13238 




PLACE1010362 


C-PLACE1 01 0362 


13239 


13240 


PLACET 01 0364 


C-PLACE101 0364 


13241 




PLACE1010383 


C-PLACE1010383 


13242 




PLACE1010481 


C-PLACE1010481 


13243 


13244 


PLACE1010491 


C-PLACE1010491 


13245 




PLACE 1 01 0492 


C-PLACE1010492 


13246 


13247 


PLACE1010522 


C-PLACE1010522 


13248 


13249 


PLACE1010529 


C-PLACE1010529 


13250 


13251 


PLACE1010547 


C-PLACE1010547 


13252 


13253 


PLACE1010599 


C-PLACE1010599 


13254 


13255 


PLACE1 01 061 6 


G-PLACE1010616 


13256 




PLACE1 01 0622 


C-PLACE1010622 


13257 


13258 


PLACE1010629 


C-PLACE1010629 


13259 




PLACE1010630 


C-PLACE1010630 


13260 




PLACE1010661 


C-PLACE1010661 


13261 


13262 


PLACE1010714 


C-PLACE1010714 


13263 




PLACE1010720 


C-PLACE1010720 


13264 


13265 


PLACE1010743 


C-PLACE1010743 


13266 


13267 


PLACE1010771 


C-PLACE1010771 


13268 


13269 


PLACE1010786 


C-PLACE1010786 


13270 
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PLACE1010800 
PLACE! 010811 
PLACEI010870 
PLACE1010877 
PLACE1 010900 
PLACE2000050 
PLACE4000522 
PLACE4000590 
PLACE4000638 
PLACE4000650 
Y79AA1001647 



C-PLACE1010800 
C-PLACE1010811 
C-PLACE 1010870 
C-PLACE1010877 
C-PLACE 101 0900 
C-PLACE2000050 
C-PLACE4000522 
C-PLACE4000590 
C-PLACE4000638 
C-PLACE4000650 
C-Y79AA1001647 



13271 13272 

13273 13274 
13275 

13276 13277 

13278 

13279 

13280 13281 

13282 13283 

13284 13285 

13286 13287 

13288 13289 
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Table 351 



clone name name of SEQ ID of SEQ ID of 
ful 1-1 ength f u 1 1 - 1 ength deduced 
nucleotide nucleotide amino acid 
sequence sequence sequence 



HEMBA1000012 
HEMBA1 000020 
HEMBA1000129 
HEMBA1 000201 
HEMBA1000216 
HEMBA1 000231 
HEMBA1 000264 
HEMBA1 000280 
HEMBA1 000282 
HEMBA1 000303 
HEMBA1 000333 
HEMBA1 000351 
HEMBA1 000356 
HEMBA1 000396 
HEMBA1 000411 
HEMBA1 000442 
HEMBA1 000456 
HEMBA1 000504 
HEMBA1000518 
HEMBA1000519 



C-HEMBA1000012 
G-HEMBA1 000020 
C-HEMBA1000129 
C-HEMBA1 000201 
C-HEMBA1 000216 
C-HEMBA1 000231 
C-HEMBA 1000264 
C-HEMBA1 000280 
G-HEMBA1 000282 
C-HEMBA1 000303 
C-HEMBA1 000333 
C-HEMBA1 000351 
C-HEMBA1 000356 
C-HEMBA1 000396 
C-HEMBA1 000411 
C-HEMBA1 000442 
C-HEMBA1 000456 
C-HEMBA1 000504 
C-HEMBA1000518 
C-HEMBA1000519 



13294 


13295 


13296 


13297 


13298 


13299 


13300 


13301 


13302 


13303 


13304 


13305 


13306 




13307 


13308 


13309 




13310 


13311 


13312 


13313 


13314 


13315 


13316 


13317 


13318 




13319 


13320 


13321 




13322 


13323 


13324 




13325 


13326 


13327 
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HEMBA1 000523 


C-HEMBA1 000523 


13328 


13329 




HEMBA1 000542 


C-HEMBA1 000542 


13330 


13331 


5 


HEMBA1000545 


C-HENIBA1 000545. ... 


13332 






HEMBA1 000557 


C-HEMBA1 000557 


13333 






HEMBA1 000592 


C-HEMBA1 000592 


13334 


13335 


10 


HEMBA1 000594 


C-HEMBA1 000594 


13336 




HEMBA1 000604 


C-HEMBA1 000604 


13337 






HEMBA1 000622 


C-HEMBA1 000622 


13338 






HEMBA1 000637 


C-HEMBA1000637 


13339 


13340 


15 


HEMBA 1000655 


C-HEMBA1 000655 


13341 






HEMBA 1000657 


C-HEMBA1 000657 


13342 


13343 




HEMBA1 000749 


C-HEMBA1 000749* 


13344 






HEMBA 1 000769 


C-HEMBA1 000769 


13345 




20 


HEMBA1 000773 


C-HEMBA1 000773 


13346 






HEMBA1 000774 


C-HEMBA1 000774 


13347 






HEHBA1 000822 


C-HEMBA1 000822 


13348 


13349 


25 


HEMBA1 000843 


C-HEMBA1 000843 


13350 






HEMBA1 000852 


C-HEMBA1 000852 


13351 






HEMBA1 000870 


C-HEMBA1 000870 


13352 


13353 




HEMBA1 000908 


C-HEMBA 1000908 


13354 


13355 


30 


HEMBA1 000934 


C-HEMBA1 000934 


13356 






HEMBA1000972 


C-HEMBA 1000972 


13357 


13358 




HEMBA1 000986 


C-HEMBA1 000986 


13359 






HEMBA1 000991 


C-HEMBA1 000991 


13360 


13361 


HEMBA1 001008 


C-HEMBA1001008 


13362 






HEMBA1001059 


C-HEMBA1001059 


13363 


13364 




HEMBA1001094 


C-HEMBA1001094 


13365 




40 


HEMBA1001302 


C-HEMBA1001302 


13366 


13367 




HEMBA1001330 


C-HEMBA1001330 


13368 






HEMBA1001497 


C-HEMBA1001497 


13369 






HEMBA1001569 


C-HEMBA1001569 


13370 




45 


HEMBA1001570 


C-HEMBA1001570 


13371 






HEMBA1001620 


C-HEMBA1001620 


13372 


13373 




HEMBA1001640 


C-HEMBA1001640 


13374 




50 


HEMBA1001655 


C-HEMBA1001655 


13375 




HEMBA1001672 


C-HEMBA1001672 


13376 


13377 




HEMBA1001711 


C-HEMBA1001711 


13378 






HEMBA1001723 


C-HEMBA1001723 


13379 


13380 


55 


HEMBA1001746 


C-HEMBA1001746 


13381 


13382 
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HEMBA1 001781 


C-HEMBA1 001 781 




13384 


HFMRA1 CtMkOA. 

nCWDn 1 UU 1 OU*fr 


v nCIYIDA 1 UU 1 oUH 


13385 




HFMRA1 Ofil 




3387 


13388 


ntMt>AlUUioz4 


1"*— t-irUR A 1 l\M OOA 




13390 


ncMDA 1 UU 1 ODO 


U nnmDA I UU I ooo 


13391 


13392 


L1C RID A 1 fl A1 0 1 A 


IrTltmBA I UU I y 1 U 


13393 




HEMBA1001913 


A— UCIIR A 1 AA1 Q1 1 

u ntHitJA i uu i y 1 o 


13394 


13395 


HEMBA1001921 


^—UCTUR A 1 AA1 Q01 

U-ntmtJAI UU 1 »<£ f 


13 96 


13 


HEMBA1001939 


C-HEMBA1 001 939 


13398 


13399 


HEMBA 1 001 950 


C-HEMBA1 001 950 


13400 


13401 


HEMBA1001967 


C-HEMBA1001967 


13402 


13403 


HEMBA1 002035 


C-HEMBA1 002035 


13404 


13405 


HEMBA1 002092 


C-HEMBA1 002092 


13406 


13407 


HEMBA1 0021 02 


C _ HEMBA1 0021 02 


13408 


13409 


HEMBA1 0021 50 


C-HEMBA1002150 


13410 


1341 1 


HEMBA 1 0021 51 


C-HEMBA1 002 151 


13412 


13413 


HEMBA 1 0021 89 


C-HEMBA1002189 


13414 




HEMBA1 00221 5 


C-HEHBA1002215 


13415 


13416 


HEMBA1 002229 


C-HEMBA1 002229 


13417 




HEMBA 1 002241 


C-HEMBA1 002241 


13418 


13419 


HEMBA1 002341 


C-HEMBA1 002341 


13420 




HEMBA1 00241 7 


C-HEMBA1002417 


13421 


13422 


HEMBA 1 002547 


C-HEMBA1 002 547 


13423 


13424 


HEMBA1 002703 


C-HEMBA1 002703 


13425 


13426 


HEMBA1 002779 


C-HEMBA1 002779 


13427 




HEMBA1002816 


C-HEMBA1 00281 6 


13428 


13429 


HEMBA1 002970 


C-HEMBA1 002970 


13430 




HEMBA 1 002999 


u ntBiDA i uuzyy y 


13431 


13432 


HEMBA1 003021 


C-HEMBA1 003021 


13433 




HEMBA1 003077 


C-HEMBA1 003077 


13434 


13435 


HEMBA 1 003079 


C-HEMBA1 003079 


13436 


13437 


HEMBA 1 003273 


C-HEMBA1 003273 


13438 




HEMBA 1003304 


C-HEMBA1 003304 


13439 




HEMBA1 003309 


C-HEMBA1 003309 


13440 




HEMBA1 003376 


C-HEMBA1 003376 






HEMBA1 003384 


C-HEMBA1 003384 


13442 




HEMBA1 003531 


C-HEMBA1 003531 


13443 




HEMBA 1003548 


C-HEMBA1 003548 


13444 




HEMBA1 003556 


C-HEMBA1 003556 


13445 


13446 
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HEMBA1 003571 


G-HEMBA1 003571 


13447 






HEMBA1 003579 


C-HEMBA1 003579 


13448 




5 


HEMBA1003684 


C-HEMBA1 003684... . 


13449 


13450 




HEMBA1 003692 


C-HEMBA1 003692 


13451 


13452 




HEMBA1 003720 


C-HEMBA1 003720 


13453 






HEMBA1 003725 


C-HEMBA1 003725 


13454 




10 


HEMBA1 003729 


C-HEMBA1 003729 


13455 


13456 




HEMBA1 003758 


C-HEMBA1 003758 


13457 






HEMBA1 003773 


C-HEMBA1 003773 


13458 


13459 


15 


HEMBA1 003783 


G-HEMBA1 003783 


13460 


13461 




HEMBA1 003799 


C-HEMBA1 003799 


13462 






HEMBA1 003804 


C-HEMBA1 003804* 


13463 


13464 




HEMBA1 003805 


C-HEMBA1 003805 


13465 


13466 


20 


HEMBA 1003836 


C-HEMBA1 003836 


13467 


13468 




HEMBA1 003856 


C-HEMBA1 003856 


13469 






HEMBA1 003866 


C-HEMBA 1003866 


13470 


13471 


25 


HEMBA1 003879 


C-HEMBA1 003879 


13472 






HEMBA1 003880 


C-HEMBA 1003880 


13473 






HEMBA1 003893 


C-HEMBA1 003893 


13474 


13475 




HEMBA1 003908 


C-HEMBA1 003908 


13476 




30 


HEMBA1 003937 


C-HEMBA1 003937 


13477 






HEMBA1 003942 


C-HEMBA1 003942 


13478 






HEMBA1 003958 


C-HEMBA1 003958 


13479 






HEMBA1 003976 


G-HEMBA1 003976 


13480 


13481 




HEMBA1 003978 


C-HEMBA1 003978 


13482 






HEMBA1 003985 


C-HEMBA1 003985 


13483 






HEMBA1 004011 


C-HEMBA1004011 


13484 




40 


HEMBA1 004024 


C-HEMBA1 004024 


13485 






HENIBA1 004038 


C-HEMBA1 004038 


13486 


13487 




HEMBA1 004045 


C-HEMBA1 004045 


13488 






HEMBA1 004048 


C-HEMBA1 004048 


13489 


13490 


45 


HEMBA1004111 


C-HEMBA1004111 


13491 






HEMBA1004131 


G-HEMBA1004131 


13492 


13493 




HEMBA1004138 


C-HEMBA1 004138 


13494 




50 


HEMBA1004143 


C-HEMBA1 004143 


13495 


13496 


HEMBA1004150 


C-HEMBA1004150 


13497 






HEMBA1004168 


C-HEMBA1004168 


13498 


13499 




HEMBA1 004200 


C-HEMBA1 004200 


13500 




55 


HEMBA1004202 


C-HEMBA1 004202 


13501 


13502 
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HEMBA1 004203 


C-HEMBA1 004203 


13503 


13504 


HEMBA1 004238 


C-HEMBA1 004238 


13505 




HEMBA1.004248 


C-HEMBA1 004248. - 


13506 




HEMBA1 004272 


C-HEMBA1 004272 


13507 




HEMBA1 004274 


C-HEHBA1 004274 


13508 


13509 


HEMBA1 004275 


C-HEMBA1 004275 


13510 


13511 


HEMBA1 004286 


G-HEMBA1 004286 


13512 


13513 


HEMBA1004312 


G-HEMBA1004312 


13514 




HEMBA1 004321 


C-HEMBA1 004321 


13515 


13516 


HEMBA1 004323 


C-HEMBA1 004323 


13517 




HEMBA1 004327 


G-HEMBA1 004327 


13518 




HEMBA1 004330 


C-HEMBA1 004330* 


13519 




HEMBA1 004341 


C-HEMBA1 004341 


13520 


13521 


HEMBA1 004366 


C-HEMBA1 004366 


13522 




HEMBA1004372 


C-HEMBA1 004372 


13523 




HEMBA1 004389 


C-HEMBA1 004389 


13524 


13525 


HEMBA1 004394 


C-HEMBA1 004394 


13526 




HEMBA1 004408 


C-HEMBA1 004408 


13527 


13528 


HEMBA1 004429 


C-HEMBA 1004429 


13529 


13530 


HEMBA1 004460 


C-HEMBA1 004460 


13531 




HEMBA1 004461 


C-HEMBA1 004461 


13532 


13533 


HEMBA1 004502 


C-HEMBA1 004502 


13534 




HEMBA1 004554 


C-HEMBA1 004554 


13535 




HEMBA1 004560 


C-HEMBA1 004560 


13536 


13537 


HEMBA1 004610 


C-HEMBA1 004610 


13538 




HEMBA1 004629 


C-HEMBA1 004629 


13539 




HEMBA1 004632 


C-HEMBA1 004632 


13540 


13541 


HEMBA1 004637 


G-HEMBA1 004637 


13542 


13543 


HEMBA1 004670 


C-HEMBA1 004670 


13544 


13545 


HEMBA1 004672 


C-HEHBA1 004672 


13546 




HEMBA1 004697 


C-HEHBA1 004697 


13547 


13548 


HEMBA1 004711 


C-HEMBA1 004711 


13549 


13550 


HEMBA1 004725 


C-HEMBA1 004725 


13551 


13552 


HEMBA1 004730 


C-HEMBA1 004730 


13553 




HEMBA1 004734 


C-HEHBA1 004734 


13554 


13555 


HEMBA 1004751 


C-HEMBA1 004751 


13556 




HEMBA1 004752 


C-HEHBA1 004752 


13557 


13558 


HEMBA1 004889 


G-HEMBA1 004889 


13559 


13560 


HEMBA1 004934 


C-HEMBA1 004934 


13561 
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HEMBA1 004944 


C-HEMB A 1004944 


13562 




HEMBA1 004973 


C-HEMBA 1 004973 


13563 


13564 


HEMBA1004977 


C-HEMBA100497X-. 


13565 




HEMBA1 005009 


C-HEMBA1 005009 


13566 


13567 


HEMBA1 005083 


C-HEMBA1 005083 


13568 


13569 


HEMBA1 0051 1 3 


C-HEMBA1005113 


13570 




HEMBA1005133 


C-HEMBA1005133 


13571 




ntmDA i wO 1 OS 


C-HEMBA1005185 


13572 


13573 


HFMRA1 nfiWI 0 
ntMDA 1 UUO£ 1 V 


C— HEMBA1 00521 9 


13574 


13575 


HEMBA1 005252 


C-HEMBA 1 005252 


13576 


13577 


HFMRAIflfmOQfi 
ntmDA l uiiuiso 


C-HEMBA1 005296 


13578 


13579 


HEMBA1005314 


C-HEMBA1 005314* 


13580 




ntmDA 1 


C-HEMBA1 005331 


13581 




HFMRA 1 00*5^04 

ntnnoA i uuooo** 


C-HEMBA1 005394 


13582 


13583 


hpmra innt;4m 

ntmDA t UUOnUO 


C-HEMBA 1 005403 


13584 


13585 


utun a 1 

ntfflDA t UUO*JZo 


C-HEMBA 1 005423 


13586 


13587 


HFMR A 1 fin CA fia 
ntmDA I UUO'HJO 


C-HEMBAi 005468 


13588 


13589 


UCUR A 1 f\r\G.A CO 


f-HFMR A 1 f)f)<i4fi Q 

O ntmDA 1 wUO*tO!7 


13590 




ntmDA i uuoh / *t 


C-HEMBA1 005474 


13591 




HFURA1 nnRR1 7 


r-HFUHRAmnmi? 

U ntmDA 1 UUuO I / 


13592 


13593 


ntmDA I UVJOO I 0 


C-HEMBA 1 00551 8 


13594 




ntmDA 1 uuoozo 


C-HEMBA1 005528 


13595 


13596 


HFiiR a 1 Anci;i;a 
ntmDA i uuoooo 


C-HEMBA 1 005558 


13597 


13598 


ntMDA I UUOD / D 


G-HEMBA1 005576 


13599 


13600 


HPMRA 1 ftnRRR9 


C-HEMBA 1 005582 


13601 


13602 
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13645 


13646 
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13650 
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13664 
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13703 




HEMBA1 006708 


C-HEMBA1 006708 
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C-HEMBA1 006993 
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13755 
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13783 


13784 
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HEMBB1001112 
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C-HEMBB1001527 


13802 




HEMB81001537 


C-HEMBB1001537 


13803 




HEMBB1002359 


G-HEMBB 1002359.- 


13804 




HEMBB1002415 


C-HEMBB1002415 


13805 




HEMBB1 002457 


C-HEMBB1 002457 


13806 


13807 


HEMBB1 002492 


C-HEMBB1 002492 


13808 




HEMBB1 002495 


C-HEMBB1 002495 


13809 




HEMBB1 002502 


C-HEMBB1 002502 


13810 


13811 


HEMBB1 002550 
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13812 


13813 


HEMBB1 002600 
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13814 


13815 
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13816 


13817 


HEMBB1 002684 
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13818 




HEMBB1 002692 
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13819 


13820 
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13870 


13871 




MAMMA1000612 
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C-MAMMA 1000734 
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C-MAMMA1 000746 


13891 
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13893 


13894 
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C-MAMMA1 000831 
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13896 


13897 
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C-MAMMA1 000842 


13898 


13899 
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C-MAMMA 1000843 


13900 
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C-MAMMA1 000856 


13901 
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MAMMA1 000865 


C-MAMMA1 000865 
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MAMMA1 000875 


C-MAMMA1 000875 


13904 
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C-MAMMA1001041 
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13932 
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13935 
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13936 
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13938 


13939 
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C-MAMMA1001215 


13940 
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C-MAMMA1001244 
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C-MAMMA1001259 


13942 


13943 
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G-MAMMA1001260 
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13946 
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13948 
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13951 


13952 
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13953 
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C-MAMMA1001522 
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13955 
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13960 
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13962 
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MAMMA1 003011 


C-MAMMA1 00301 1 


14067 


14068 


MAMMA1003013 


C-MAMMA1003013 


14069 


14070 


MAMMA1003O15 


C-MAMMA1003015 


14071 




MAMMA1003019 


C-MAMMA1003019 1 


14072 




MAMMA1 003035 


C-MAMMA1 003035 


14073 


14074 


MAMMA1 003039 


C-MAMMA 1 003039 


14075 




MAMMA1 003044 


C-MAMMA1 003044 


14076 




MAMMA1 003049 


C-MAMMA1 003049 


14077 


14078 


MAMMA1 003056 


C-MAMMA 1003056 


14079 


14080 


MAMMA1 003057 


C-MAMMA1 003057 


14081 


14082 


MAMMA1 003066 


C-MAMMA1 003066 


14083 




MAMMA1 003099 


C-MAMMA1 003099 


14084 




MAMMA1003104 


C-MAMMA1003104 


14085 




MAMMA1003113 


C-MAMMA1003113 


14086 


14087 


MAMMA1003127 


C-MAMMA1003127 


14088 


14089 


MAMMA1003135 


C-MAMMA1003135 


14090 


14091 


MAMMA1003146 


C-MAMMA1003146 


14092 


14093 


MAMMA1O03150 


C-MAMMA10O3150 


14094 


14095 


MAMMA1003166 


C-MAMMA1003166 


14096 


14097 


NT2RM1 000032 


C-NT2RM1 000032 


14098 


14099 


NT2RM1 000035 


C-MT2RM1 000035 


14100 


14101 


NT2RM1 000039 


C-NT2RM1 000039 


14102 


14103 


NT2RM1 000055 


C-NT2RM1 000055 


14104 


14105 


NT2RM1 000059 


C-NT2RM1 000059 


14106 


14107 


NT2RM1 000062 


C-NT2RM1 000062 


14108 


14109 


NT2RM1000118 


C-NT2RM1000118 


14110 


14111 


NT2RM1000119 


C-NT2RM1000119 


14112 


14113 


NT2RM1000127 


C-NT2RM1000127 


14114 


14115 


NT2RM1000131 


C-NT2RM1000131 


14116 


14117 


NT2RM1000132 


C-NT2RM1000132 


14118 


14119 


NT2RM1000153 


C-NT2RM1000153 


14120 


14121 
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NT2RM1000186 


C-NT2RM1000186 


14122 


14123 




NT2RM1000187 


C-NT2RM1000187 


14124 


14125 


5 


NT2RM10001 99 


C-NT2RM1 0001 99— 


14126 


14127 




NT2RM1 000244 


C-NT2RM1 000244 


14128 






NT2RM1 000252 


C-NT2RM1 000252 


14129 


141 30 




NT2RM1 000256 


C-NT2RM1 000256 


14131 


14132 




NT2RM1 000260 


C-NT2RM1 000260 


14133 


141 34 




NT2RM1 000271 


G-NT2RM1 000271 


14135 


14136 




NT2RM1 000300 


C-NT2RM1 000300 


14137 


14138 


15 


NT2RM1000314 


C-NT2RM1000314 


141 39 


14140 


NT2RM1 000354 


C-NT2RM1 000354 


14141 


14142 




NT2RM1 000355 


C-NT2RM1 000355 ' 


14143 


14144 




NT2RM1 000365 


C-NT2RM1 000365 


14145 




20 


NT2RM1 000377 


G-NT2RM1 000377 


14146 


14147 




NT2RM1 000388 


C-NT2RM1 000388 


14148 


14149 




NT2RM1 000399 


C-NT2RM1 000399 


14150 


14151 




NT2RM1 000430 


C-NT2RM1 000430 


14152 


14153 


25 


NT2RM1 000555 


C-NT2RM1 000555 


14154 


14155 




NT2RM1 000563 


C-NT2RM1 000563 


14156 


14157 




NT2RM1 000648 


C-NT2RM1 000648 


14158 


14159 


30 


NT2RM1 000661 


C-NT2RM1 000661 


14160 


14161 




NT2RM1 000666 


C-NT2RM1 000666 


14162 


141 63 




NT2RM1 000672 


C-MT2RM 1000672 


14164 






NT2RM1 000691 


C-NT2RM1 000691 


14165 


14166 


35 


NT2RM1 000699 


C-NT2RM1 000699 


14167 






NT2RM1 000741 


C-NT2RM1 000741 


14168 






NT2RM1 000742 


C-NT2RH1 000742 


14169 


14170 




NT2RM1 000746 


C-NT2RM1 000746 


14171 


14172 


40 


NT2RM1 000770 


C-NT2RM 1000770 


14173 


14174 




NT2RM1 000772 


C-NT2RM1 000772 


141 75 


14176 




NT2RM1 000780 


C-NT2RM1 000780 


14177 


14178 


45 


NT2RM1 000800 


C-NT2RM1 000800 


14179 


14180 




NT2RH1 000802 


C-NT2RM1 000802 


14181 


14182 




NT2RM1 000811 


C-NT2RM1 000811 


14183 


14184 




MTODU1 AftrtftOR 
N I /KMIUUUoZD 


C-NT2RM1 000826 


14185 


14186 


50 


NT2RH1 000829 


C-NT2RM1 000829 


14187 






NT2RM1 000850 


C-NT2RM1 000850 


14188 


14189 




NT2RM1 000852 


C-NT2RM1 000852 


14190 


14191 


55 


NT2RM1 000857 


C-NT2RM1 000857 


14192 


14193 
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NT2RM1 000874 


C-NT2RM1 000874 


14194 


14195 


NT2RM1 000882 


G-NT2RM1 000882 


14196 


14197 


NT2RM1-000885 


C-NT2RM1 000885 - 


14198 


14199 


NT2RM1 000894 


C-NT2RM1 000894 


14200 


14201 


NT2RM1 000898 


C-NT2RM1 000898 


14202 


14203 


MT2RM1 000905 


C-NT2RM1 000905 


14204 


14205 


NT2RM1 000924 


C-NT2RM1 000924 


14206 


14207 


NT2RM1 000927 


C-NT2RM1 000927 


14208 


14209 


NT 2RM1 000962 


C-NT2RM1 000962 


14210 


14211 


NT2RM1 000978 


C-NT2RM1 000978 


14212 


14213 


NT2RM1 001 003 


C-NT2RM1001003 


14214 


14215 


NT2RM1 001 043 


C-NT2RM1 001043* 


14216 




NT2RM1 001066 


C-NT2RM1 001066 


14217 


14218 


NT2RM1 001 072 


C-NT2RM1001072 


14219 


14220 


NT2RM1001 085 


C-NT2RM1001085 


14221 


14222 


NT2RM1 001 1 02 


C-NT2RM1001102 


14223 


14224 


NT2RM1001 105 


C-NT2RM1001105 


14225 


14226 


NT2RM1 001 1 39 


C-NT2RM1001139 


14227 


14228 


NT2RM2 000420 


C-NT2RM2000420 


14229 


14230 


NT2RM2 000566 


C-NT2RM2000566 


14231 


14232 


NT2RM2000609 


C-NT2RM2000609 


14233 


14234 


NT2RM2000612 


C-NT2RM2000612 


14235 


14236 


NT2RIKI2000735 


C-MT2RM2000735 


14237 


14238 


NT9RM90M ^ss 


C-NT2RM2001 588 


14239 


14240 


NT2RM2001605 


C-NT2RM2001605 


14241 


14242 


NT2RM20Q161 3 


C-MT2RM2001613 


14243 


14244 


NT2RM2001632 


G-MT2RM2001 632 


14245 


14246 


NT2RM2001 648 


C-NT2RM2001 648 


14247 


14248 


NT2RM2001 652 


C-NT2RM2001 652 


14249 


14250 


NT2RM2001 659 


C-NT2RM2001 659 


14251 


14252 


NT2RM20Q1 664 


C-NT2RM2001664 


14253 


14254 


NT2RM2001668 


C-NT2RM2001668 


14255 


14256 


NT2RM2001671 


G-MT2RM2001671 


14257 


14258 


NT2RM2001 675 


C-NT2RM2001675 


14259 


14260 


NT2RM2001681 


C-NT2RM2001 681 


14261 


14262 


NT2RM2001688 


C-NT2RM2001688 


14263 


14264 


NT2RM2001695 


C-NT2RM2001695 


14265 




NT2RM2001696 


G-NT2RM2001696 


14266 


14267 


NT2RM2001698 


C-NT2RM2001698 


14268 


14269 
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NT2RM2001700 


C-NT2RM2001700 


14270 


14271 


NT2RM2001716 


C-NT2RM2001716 


14272 


14273 


NT2RM2001723 


C-NT2RM20017-23- 


14274 


14275 


NT2RM2001730 


C-NT2RM2001730 


14276 


14277 


NT2RM2001743 


C-NT2RM2001743 


14278 


14279 


NT2RM2001753 


C-NT2RM2001753 


14280 


14281 


NT2RM2001760 


C-NT2RM2001760 


14282 


14283 


NT2RM2001768 


C-NT2RM2001768 


14284 


14285 


NT2RM2001771 


C-NT2RM2001771 


14286 




NT2RM2001782 


C-NT2RM2001782 


14287 


14288 


NT2RM2001784 


C-NT2RM2001784 


14289 


14290 


NT2RM2001785 


C-NT2RM2001785' 


14291 


14292 


NT2RM2001813 


C-NT2RM2001813 


14293 


14294 


NT2RM2001823 


C-NT2RM2001823 


14295 


14296 


NT2RM2001839 


C-NT2RM2001839 


14297 


14298 


NT2RM2001840 


C-NT2RM2001840 


14299 




NT2RM2001855 


C-NT2RM2001855 


14300 


14301 


NT2RM2001867 


C-NT2RM2001867 


14302 


14303 


NT2RM2001879 


C-NT2RM2001879 


14304 




NT2RM2001983 


C-NT2RM2001983 


14305 


14306 


NT2RM2002145 


C-NT2RM2002145 


14307 


14308 


NT2RM4000027 


C-NT2RM4000027 


14309 


14310 


NT2RM4000030 


C-NT2RM4000030 


14311 


14312 


NT2RM4000046 


C-NT2RM4000046 


14313 


14314 


NT2RM000155 


C-NT2RM4000155 


14315 


14316 


NT2RM4000156 


C-NT2RM4000156 


14317 


14318 


NT2RM4000167 


C-NT2RM4000167 


14319 


14320 


NT2RM4000199 


C-NT2RM4000199 


14321 


14322 


NT2RM4000200 


C-NT2RM4000200 


14323 


14324 


NT2RM4000202 


C-NT2RM4000202 


14325 


14326 


MT2RM4000233 


C-NT2RM4000233 


14327 


14328 


NT2RM4000244 


C-NT2RM400O244 


14329 




NT2RM4000251 


C-NT2RM4000251 


14330 


14331 


NT2RM4000265 


C-NT2RM4000265 


14332 




NT2RM4000324 


C-NT2RM4000324 


14333 


14334 


NT2RM4000327 


C-NT2RM4000327 


14335 




NT2RM4000356 


C-NT2RM4000356 


14336 


14337 


NT2RM4000425 


C-NT2RM4000425 


14338 




NT2RM4000433 


C-NT2RM4000433 


14339 


14340 
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NT2RM4000514 


C-NT2RM4000514 


14341 


14342 


NT2RIH4000531 


C-NT2RM4000531 


14343 




NT2RM4000S32 


C-NT2RM4000532-- 


14344 




NT2RM4000534 


C-NT2RM4000534 


14345 


14346 


NT2RM4000603 


C-NT2RM4000603 


14347 


14348 


NT2RM400061 1 


C-NT2RM400061 1 


14349 


14350 


NT2RM4000616 


C-NT2RM4000616 


14351 


14352 


NT2RM4000674 


C-NT2RRI4000674 


14353 


14354 


NT2RM4000689 


C-NT2RM4000689 


14355 


14356 


NT2RM4000698 


C-NT2RM4000698 


14357 


14358 


NT2RM4000700 


C-NT2RM4000700 


14359 


14360 


NT2RM4000712 


C-NT2RM4000712 1 


14361 


14362 


NT2RM4000717 


C-NT2RM4000717 


14363 


14364 


NT2RM4000733 


C-NT2RM4000733 


14365 


14366 


NT2RM4000734 


C-NT2RM4000734 


14367 


14368 


NT2RM4000741 


C-NT2RM4000741 


14369 


14370 


NT2RM4000751 


G-NT2RM4000751 


14371 


14372 


NT2RM4000764 


C-NT2RM4000764 


14373 


14374 


NT2RM4000778 


C-NT2RM4000778 


14375 


14376 


NT2RM4000787 


C-NT2RM4000787 


14377 




NT2RH4000790 


C-NT2RM4000790 


14378 


14379 


NT2RM400O795 


C-NT2RM4000795 


14380 


14381 


NT2RM4000796 


C-NT2RM4000796 


14382 


14383 


NT2RM4000798 


C-NT2RM40O0798 


14384 


14385 


NT2RM4000813 


C-NT2RM4000813 


14386 


14387 


NT2RM400O820 


C-NT2RM40O0820 


14388 


14389 


NT2RM4000833 


C-NT2RM4000833 


14390 


14391 


NT2RM4000848 


C-NT2RM4000848 


14392 


14393 


NT2RM4000852 


C-NT2RM4000852 


14394 




NT2RM4000855 


C-NT2RM4000855 


14395 


14396 


NT2RM4000887 


C-NT2RM4000887 


14397 


14398 


NT2RM4000895 


C-NT2RM4000895 


14399 




NT2RM4000950 


G-NT2RM4000950 


14400 


14401 


NT2RM4000979 


C-NT2RM4000979 


14402 




NT2RM4001002 


C-NT2RM4001002 


14403 


14404 


NT2RM4001032 


C-NT2RM4001032 


14405 


14406 


NT2RM4001047 


C-NT2RM4001047 


14407 


14408 


NT2RM4001054 


C-NT2RM4001054 


14409 


14410 


NT2RM4001084 


C-NT2RM4001084 


14411 


14412 
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MTODLMfl/M 11C 

N I 2KM4UU1 II o 


C— NT2RM4001 116 


14413 




NT2RM4001140 


C— NT2RM4001 1 40 




14416 


Nr2KM40014Ol 


Kj-H I ZKM4UU1 1 0 1 — 


14417 


14418 


NT2RM4001155 


Li-N 1 2KM40U1 1 00 


14419 


14420 


NT2RM4001 1 60 


A~.MTODM.4AA1 1 A A 

lr~N I ZKM4UU 1 1 oU 


1 




NT2RM4001187 


C-NT2RM4001187 


14422 




NT2RM4001191 


C-NT2RM4001191 


14424 


14 


NT2RM4001200 


C-NT2RM4001200 


14426 


14427 


NT2RM4001203 


C-NT2RM4001203 


14428 


14429 


NT2RM4001204 


C-NT2RM4001 204 


14430 


14431 


NT2RM4001217 


C-NT2RM4001217 


14432 


14433 


NT2RM4001 256 


C-NT2RM4001256 


14434 


14435 


NT2RM4001258 


C-NT2RM4001258 


14436 


14437 


NT2RM4001309 


C-NT2RM4001309 


14438 




NT2RM4Q01313 


C-NT2RM4001313 


14439 


14440 


NT2RM4001316 


C-NT2RM4001316 


14441 


14442 


NT2RM4001320 


G-NT2RM4001320 


14443 


14444 


NT2RM4001340 


C-NT2RM4001340 


14445 


14446 


NT2RM4001344 


C-NT2RM4001344 


14447 


14448 


NT2RM4001347 


C-NT2RM4001347 


14449 


14450 


NT2RM4001371 


C-NT2RM4001 371 


14451 


14452 


NT2RM4001382 


C-NT2RM4001 382 


14453 


14454 


NT2RM4001384 


C-NT2RM4001 384 


14455 


14456 


NT2RM4001410 


C-NT2RM4001410 


14457 


14458 


NT2RM4001411 


C-NT2RM4001411 


14459 


14460 


NT2RM4001412 


C-NT2RM4001412 


14461 


14462 


NT2RM4001414 


C-NT2RM4001414 


14463 




NT2RM4001437 


G-NT2RM4001437 


14464 




NT2RM4001444 


C-NT2RM4001 444 


14465 


14466 


NT2RM4001454 


C-NT2RM4001 454 


14467 


14468 


NT2RM4001455 


C-NT2RM4001455 


14469 


14470 


NT2RM4001483 


C-NT2RM4001 483 


14471 


14472 


NT2RM4001489 


G-NT2RM4001489 


14473 


14474 


NT2RM4001522 


C-NT2RM4001522 


14475 


14476 


NT2RM4001 557 


C-NT2RM4001557 






NT2RM4001565 


C-NT2RM4001565 


14479 


14480 


NT2RM4001566 


C-NT2RM4001566 


14481 


14482 


NT2RM4001582 


C-NT2RM4001582 


14483 


14484 


NT2RM4001592 


C-NT2RM4001592 


14485 


14486 
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NT2RM4001594 


C-NT2RM4001594 


14487 


14488 


NT2RM4001597 


C-NT2RM4001597 


14489 


14490 


NT2RM400161-1 


C-NT2RM4001611-- 


14491 


14492 


NT2RM4001629 


C-NT2RM4O01629 


14493 


14494 


NT2RM4001650 


C-NT2RM40016S0 


14495 


14496 


NT2RM4001662 


C-NT2RM4001662 


14497 


14498 


NT2RM4001666 


C-NT2RM4001666 


14499 


14500 


NT2RM4001682 


C-NT2RM4001682 


14501 


14502 


NT2RM400171Q 


C-NT2RM4001710 


14503 




NT2RM4001714 


C-NT2RM4001714 


14504 


14505 


NT2RM4001715 


C-NT2RM4001715 


14506 


14507 


NT2RM4001731 


C-NT2RM4001731 ' 


14508 


14509 


NT2RM4001746 


C-NT2RM4001746 


14510 


14511 


NT2RM4001754 


C-NT2RM4001754 


14512 




NT2RM4001758 


C-NT2RH4001758 


14513 


14514 


NT2RM4001783 


C-NT2RM4001783 


14515 


14516 


NT2RM4001810 


C-NT2RM4001810 


14517 


14518 


NT2RM4001813 


C-NT2RM4001813 


14519 


14520 


NT2RM4001823 


C-NT2RH4001823 


14521 


14522 


NT2RM4001828 


C-NT2RM4001828 


14523 


14524 


NT2RM4001836 


C-NT2RM4001836 


14525 


14526 


NT2RM4001841 


C-NT2RM4001841 


14527 




NT2RM4001842 


C-NT2RM4001842 


14528 




NT2RM4001856 


C-NT2RM4001856 


14529 


14530 


NT2RM4001858 


C-NT2RM4O01858 


14531 


14532 


NT2RM4001865 


C-NT2RM4001865 


14533 


14534 


NT2RM4001876 


G-NT2RH4O01876 


14535 


14536 


NT2RM4001880 


C-NT2RM4001880 


14537 


14538 


NT2RM4001922 


C-NT2RM4001922 


14539 




NT2RM4001930 


C-NT2RM4001930 


14540 


14541 


NT2RM4001940 


C-NT2RM4001940 


14542 


14543 


NT2RM4001953 


C-NT2RM4001953 


14544 




NT2RM4001965 


C-NT2RM4001965 


14545 


14546 


NT2RM4001969 


C-NT2RM4001969 


14547 


14548 


NT2RM4001979 


C-NT2RM4001979 


14549 


14550 


NT2RM4001984 


C-NT2RH4O01984 


14551 




NT2RM4001987 


C-NT2RM4001987 


14552 


14553 


NT2RM4002013 


G-NT2RB4002013 


14554 


14555 


NT2RM4002018 


C-NT2RM4O02018 


14556 


14557 
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NT2RM4002034 


C-NT2RM4002034 


14558 


14559 


NT2RM4002044 


C-NT2RM4002044 


14560 


14561 


NT2RM4002054 


C-NT2RM4002054.-- 


... 14562 


14563 


NT2RM4002063 


C-MT2RM4002063 


14564 


14565 


NT2RM4002066 


C-NT2RM4002066 


14566 


14567 


NT2RM4002075 


C-NT2RM4002075 


14568 


14569 


NT2RM4002128 


C-NT2RM4002128 


14570 


14571 


NT2RM4002140 


C-NT2RM4002140 


14572 


14573 


NT2RM4002145 


C-NT2RM4002145 


14574 


14575 


NT2RM4002161 


C-NT2RM4002161 


14576 


14577 


NT2RM4002174 


C-NT2RM4002174 


14578 


14579 


NT2RM4002189 


C-MT2RM4002189 ! 


14580 


14581 


NT2RM4002205 


C-NT2RM4002205 


14582 


14583 


NT2RM4002213 


C-NT2RM4002213 


14584 


14585 


NT2RM4002226 


C-NT2RM4002226 


14586 


14587 


NT2RM4002251 


C-NT2RM4002251 


14588 


14589 


NT2RM4002256 


C-NT2RM4002256 


14590 


14591 


NT2RM4002266 


C-MT2RM4002266 


14592 


14593 


NT2RM4002281 


C-MT2RM4002281 


14594 




NT2RM4002287 


C-NT2RM4002287 


14595 


14596 


NT2RM4002294 


C-NT2RM4002294 


14597 


14598 


NT2RM4002301 


C-NT2RM4002301 


14599 


14600 


NT2RM4002323 


C-NT2RM4002323 


14601 


14602 


NT2RM4002339 


C-NT2RM4002339 


14603 


14604 


NT2RM4002344 


C-NT2RM4002344 


14605 


14606 


NT2RM4002373 


C-NT2RM4002373 


14607 


14608 


NT2RM4002374 


C-NT2RM4002374 


14609 




NT2RM4002383 


C-NT2RM4002383 


14610 




NT2RM4002409 


C-NT2RM4002409 


14611 


14612 


NT2RM4002438 


C-NT2RM4002438 


14613 


14614 


NT2RM4002446 


C-NT2RM4002446 


14615 


14616 


NT2RM4002452 


C-NT2RH4002452 


14617 


14618 


NT2RM4002457 


C-NT2RM4002457 


14619 




NT2RM4002460 


C-NT2RH4002460 


14620 


14621 


NT2RM4002493 


C-NT2RM4002493 


14622 


14623 


NT2RM4002527 


C-NT2RM4002527 


14624 


14625 


NT2RW4002532 
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15162 


NT2RP3002671 


C-NT2RP3002671 


15163 


15164 


NT2RP3002763 


C-NT2RP3002763 


15165 


15166 


NT2RP3002861 


C-NT2RP3002861 


15167 




NT2RP300291 1 


C-NT2RP300291 1 


15168 




NT2RP3002948 


C-NT2RP3002948 


15169 


15170 


NT2RP3002953 


C-NT2RP3002953 


15171 


15172 


NT2RP3002988 


C-NT2RP3002988 


15173 




NT2RP3O03OO8 


C-NT2RP3003008 


15175 


15176 


NT2RP3003101 


C - NT2RP3003 101 






NT2RP3003204 


C-NT2RP3003204 


15179 


1 180 


NT2RP3003278 


C-NT2RP3003278 


15181 


1 


NT2RP3003282 


C _ NT2RP3003282 


15183 


15184 


NT2RP3003290 


C-NT2RP30032 90 


15185 




NT2RP3003302 


lix^DnoAnooAo 
C-NT2RP300J302 


15187 


15188 


NT2RP300331 3 


C-NT2RP300331 3 


15189 


1 1 


NT2RP3003327 


C-NT2RP3003327 






NT2RP3003344 


G _ N 1 2RP300iJo44 


15192 


15193 


NT2RP3003353 


C-NT2RP3003353 


15194 


15195 


NT2RP3003377 


C-NT2RP3003377 


15196 


15197 


NT2RP3003385 


C-NT2RP3003385 


15198 


15199 


NT2RP3003433 


C-NT2RP3003433 


15200 
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NT2RP3003490 


C-NT2RP3003490 


15201 




HlzKro00o4y 1 






15204 


N 1 zKrdUU4ZUb 




05 

152 


15206 


NT2RP30Q4207 


C-NT2RP3004207 


15207 


15208 


NT2RP3004209 


C-NT2RP3004209 


15209 


15210 


NT2RP3004242 


C-NT2RP3004242 


15211 


15212 


NT2RP3004246 


C-NT2RP3004246 


15213 


15214 


NT2RP3004258 


C-NT2RP3004258 


15215 


15216 


NT2RP3004262 


C-NT2RP3004262 


15217 


15218 


NT2RP3004341 


C-NT2RP3004341 


15219 




NT2RP3004378 


C-NT2RP3004378 


15220 


15221 


NT2RP3004424 


C-MT2RP3004424 


15222 


15223 


NT2RP3004428 


C-NT2RP3004428 


15224 


15225 


NT2RP3004451 


C-NT2RP3004451 


15226 


"15227 


NT2RP3004454 


C-NT2RP3004454 


15228 


15229 


NT2RP3004472 


C-NT2RP3004472 


15230 


15231 


NT2RP3004498 


C-NT2RP3004498 


15232 


15233 


NT2RP3004504 


C-NT2RP3004504 


15234 


1 5235 


NT2RP3004507 


C-NT2RP3004507 


15236 


15237 


NT2RP3004534 


C-NT2RP3004534 


15238 


15239 


NT2RP4000528 


C-NT2RP4000528 


15240 


15241 


NT2RP4000907 


C-NT2RP4000907 


15242 


15243 


NT2RP4001029 


C-NT2RP4001029 


15244 


15245 


NT2RP4001336 


C-NT2RP4001 336 


15246 


15247 


NT2RP4001389 


C-NT2RP4001 389 


15248 


15249 


NT2RP4001442 


C-NT2RP4001 442 


15250 


15251 


NT2RP4001529 


C-NT2RP4001 529 


15252 


15253 


NT2RP4001656 


G-NT2RP4001 656 


15254 


15255 


OVARC1000106 


C-0VARC1 000106 


15256 


15257 


0VARC1000198 


C-0VARC1 000198 


15258 




0VARG1 000682 


C-0VARC1 000682 


15259 


15260 


0V ARC 1000703 


C-0VARC1 000703 


15261 


15262 


OVARC 1000722 


C-0VARC1 000722 


15263 


15264 


OVARC 1000730 


C-0VARC1 000730 


15265 


15266 


0VARC1 000746 


C-0VARC1 000746 


15267 


15268 


0VARC1 000781 


C-0VARC1 000781 


15269 


15270 


0VARC1 000787 


C-0VARC1 000787 


15271 




0VARC1 000834 


C-0VARC1 000834 


15272 


15273 


0VARC1 000846 


C-0VARC1 000846 


15274 


15275 
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0VARG1 000850 


C-0VARC1 000850 


15276 


15277 


0VARC1 000862 


C-0VARC1 000862 


15278 


1 5279 


0VARC1000876 


C-0VARC1 0008.76, .. . 


15280 


15281 


0VARC1 000883 


C-0VARC1 000883 


15282 




0VARC1 000886 


C-0VARC1 000886 


15283 


15284 


0VARC1000912 


C-OVARC1000912 


15285 


15286 


OVARC1000915 


C-0VARC1000915 


15287 


15288 


0VARC1 000924 


C-0VARC1 000924 


15289 


15290 


0VARC1 000964 


C-0VARC1 000964 


15291 




0VARC1 000984 


C-OVARG 1000984 


15292 


15293 


OVARG1001004 


C-0VARC1001004 


15294 




0VARG10O101O 


C-0VARC1001010* 


15295 


15296 


OVARC1001011 


C-0VARC1001011 


15297 




OVARC1001032 


C-0VARC1001032 


15298 


15299 


OVARC1001044 


C-0VARC1001044 


15300 




OVARC1001055 


G-OVARC1001055 


15301 




0VARC1 001068 


C-OVARC1001068 


15302 


15303 


0VARC1 001074 


C-OVARC1001074 


15304 




OVARC1001092 


C-OVARC1001092 


15305 


15306 


0VARC1001107 


C-OVARC1001107 


15307 


15308 


OVARC1001154 


C-0VARC1001154 


15309 


15310 


OVARC1001161 


C-OVARC1001161 


15311 


15312 


0VARC1001167 


C-OVARC1001167 


15313 


15314 


OVARC1001170 


C-OVARC1001170 


15315 




OVARC1001171 


C-0VARC1001171 


15316 


15317 


0VARC1001173 


C-OVARG1001173 


15318 




OVARC1001176 


C-0VARC1001176 


15319 


15320 


0VARC1001180 


C-0VARC1001180 


15321 


15322 


OVARC1001188 


C-0VARC1001188 


15323 


15324 


0VARG1001232 


C-0VARC1001232 


15325 


15326 


0VARC1001270 


C-OVARC1001270 


15327 


15328 


0VARC10O1271 


G-OVARC1001271 


15329 


15330 


0VARC1001306 


G-OVARC1001306 


15331 


15332 


0VARC1001344 


C-0VARG1001344 


15333 




0VARC1001369 


C-0VARC1001369 


15334 


15335 


0VARC1001372 


C-0VARC1001372 


15336 


15337 


0VARC1001391 


C-0VARC1001391 


15338 


15339 


0VARC1001399 


C-0VARC1001399 


15340 


15341 


0VARC1001417 


C-0VARC1001417 


15342 


15343 
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0VARC1001419 


C-OVARC1O01419 


15344 


15345 


0VARC1001436 


C-OVARG1001436 


15346 


15347' 


0VARC1.0014S3 


C-OVARC1001453- .... 


1 5348 


15349 


0VARC1 001476 


C-0VARC1001476 


15350 


15351 


OVARC1001480 


C-OVARC1001480 


15352 


15353 


0VARC1001489 


C-0VARC1001489 


15354 




OVARC1001506 


C-0VARC1001506 


15355 


15356 


0VARC1001525 


G-0VARC1001525 


15357 


15358 


OVARC1001555 


C-OVARC 100 1555 


15359 


15360 


0VARC1001577 


C-OVARC1001577 


15361 


15362 


0VARC1001600 


C-OVARC1001600 


15363 




OVARC1001610 


C-OVARC1001610 1 


15364 


15365 


0VARC1001702 


C-OVARC1001702 


15366 


15367 


0VARG1001703 


C-OVARC1001703 


15368 


15369 


OVARC1001711 


C-OVARC1001711 


15370 


15371 


OVARC1001713 


C-0VARC1001713 


15372 


15373 


0VARC1001726 


C-OVARC1001726 


15374 


15375 


0VARG1001731 


C-OVARC1001731 


15376 


15377 


0VARC1001745 


C-0VARC1001745 


15378 


15379 


0VARC1001762 


C-0VARC1001762 


15380 


15381 


0VARC1001766 


C-0VARG1001766 


15382 


15383 


0VARC1001767 


C-0VARC1001767 


15384 


15385 


OVARC1001768 


C-OVARC1001 768 


15386 


15387 


0VARC1001791 


C-0VARC1001791 


15388 


15389 


0VARC1001795 


C-OVARC1001795 


15390 




OVARC1001802 


C-0VARC1001802 


15391 


15392 


OVARC1001809 


G-0VARC1001809 


15393 


15394 


0VARC1001828 


C-0VARC1001828 


15395 




0VARC1001846 


C-0VARG1001846 


15396 




0VARC1001861 


G-0VARC1001861 


15397 


15398 


0VARC1001879 


G-OVARC1001879 


15399 


15400 


0VARC100188O 


C-OVARC1001880 


15401 


15402 


0VARC1001883 


G-0VARC1001883 


15403 




0VARC1001916 


C-0VARC1001916 


15404 


15405 


0VARG1001928 


C-0VARC1001928 


15406 




0VARG1001942 


C-OVARC1001942 


15407 


15408 


OVARC1O01943 


C-OVARC1001943 


15409 


15410 


0VARC1001950 


C-OVARC1001950 


15411 




0VARC1001987 


C-OVARG1001987 


15412 


15413 
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OVARC1 002050 


C-0VARC1 002050 


15414 


15415 


0VARC1 002082 


C-0VARC1 002082 


15416 




OVARC1J0021O7 


C-0VARC1 0021 07— 


.. 15417 


15418 


0VARC1002127 


C-0VARC1002127 


15419 


15420 


0VARC1002138 


C-OVARC1002138 


15421 


15422 


0VARC1002156 


C-OVARC1002156 


15423 


15424 


0VARC1002158 


C-OVARC1002158 


15425 


15426 


PLACE1 000004 


C-PLACE 1000004 


15427 


15428 


PLACE1 000040 


C-PLACE1 000040 


15429 


15430 


PLACE1 000048 


C-PLACE 1000048 


15431 


15432 


PLACE 1000050 


C-PLACE1 000050 


15433 


15434 


PLACE1 000061 


C-PLACE1 000061 ' 


15435 




PLACE1 000081 


C-PLACE1 000081 


15436 


15437 


PLACE1 000094 


C-PLACE1 000094 


15438 




PLAGE1000133 


C-PLACE100O133 


15439 


15440 


PLACE1000214 


C-PLACE1000214 


15441 




PLAGE1 000236 


C-PLACE1 000236 


15442 




PLACE1 000246 


C-PLACE1 000246 


15443 


15444 


PLACE1 000292 


C-PLACE 1000292 


15445 




PLACE1 000308 


C-PLACE1 000308 


15446 




PLACE1 000332 


C-PLAGE1 000332 


15447 




PLACE1 000453 


C-PLACE1 000453 


15448 




PLACE 1000583 


C-PLACE1 000583 


15449 




PLACE 1000599 


C-PLACE1 000599 


15450 




PLACE1 000610 


C-PLACE1 000610 


15451 


15452 


PLACE1 000653 


C-PLACE 1000653 


15453 


15454 


PLACE1 000656 


C-PLACE1 000656 


15455 


15456 


PLACE1 000706 


C-PLACE 1000706 


15457 


15458 


PLACE1 000712 


C-PLACE 10007 12 


15459 


15460 


PLACE1 000749 


C-PLACE 1000749 


15461 


15462 


PLACE1 000769 


C-PLACE 1000769 


15463 


15464 


PLACE1 000786 


C-PLACE 1000786 


15465 


15466 


PLACE1 000849 


C-PLACE1 000849 


15467 


15468 


PLACE1 000856 


C-PLACE 1000856 


15469 


15470 


PLACE1 000931 


C-PLACE1 000931 


15471 


15472 


PLACE1 000987 


C-PLACE1 000987 


15473 


15474 


PLACE1001010 


C-PLACE1001010 


15475 


15476 


PLACE1001015 


C-PLACE1001015 


15477 




PLACE1001024 


C-PLACE1 001024 


15478 


15479 
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PLACE1001062 


C-PLACE1001062 


15480 




PLACE1001104 


C-PLACE1001 1 04 


15482 


15483 


PLACE1001168 


C-PLACE1001 1j68 — 


15484 




PLACE1001 171 


C— PLACE1 001 1 71 


15485 


1 486 


PLACE 1001 185 


C-PLACE1 001 1 85 


15487 


15488 


PLACE1001 238 


C-PLACE1001238 


15489 


15490 


PLACE1001280 


C-PLACE1001280 


15491 




PLACE1001294 


C-PLACE1001294 


15492 


15493 


PLACE1001304 


C-PLACE1001304 


15494 


15495 


PLACE1001311 


C-PLACE1001311 


15496 




PLACE1001323 


C-PLACE1001323 


15497 




PLACE1001351 


C-PLACE1001351 1 


15498 


15499 


PLACE1001414 


C-PLACE1001414 


15500 




PLACE1001440 


C-PLACE1001440 


15501 




PLACE1001456 


C-PLACE1001456 


15502 




PLACE1001517 


C-PLACE1 001517 


15503 


15504 


PLACE1001602 


C-PLACE1001602 


15505 


15506 


PLACE1001632 


C-PLACE1001632 


15507 


15508 


PLAGE1001634 


C-PLACE1001634 


15509 




PLACE1001640 


C-PLACE1001640 


15510 




PLACE1001672 


C-PLACE1001672 


15511 


15512 


PLACE1001705 


C-PLACE1001705 


15513 




PLACE1001716 


C-PLACE1001716 


15514 


15515 


PLAGE 1001 720 


C-PLACE1001720 


15516 


15517 


PLACE1001745 


C-PLACE1001745 


15518 


15519 


PLACE1001748 


C-PLACE1001748 


15520 


15521 


PLACE1001771 


C-PLACE1001771 


15522 


15523 


PLACE1001799 


C-PLACE1001799 


15524 




PLACE1001845 


C-PLACE1001845 


15525 


15526 


PLACE1001897 


C-PLACE1 001897 


15527 




PLACE 1002090 


C-PLACE1 002090 


15528 




PLACE1002157 


C-PLACE1002157 


15529 


15530 


PLACE1002171 


C-PLACE1002171 


15531 


15532 


PLACE1 002227 


C-PLACE1 002227 


15533 




PLACE1 002259 


C-PLACE1 002259 


15534 




PLACE1002319 


C-PLACE1002319 


15535 


15536 


PLACE1 002395 


C-PLACE1 002395 


15537 


15538 


PLACE1 002477 


C-PLACE1 002477 


15539 




PLACE1 002493 


C-PLACE1 002493 


15540 


15541 
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PLACE 1002500 


C-PLACE1 002500 


15542 


15543 


PLACE1 00251 4 


C-PLACE1002514 


15544 




PLACE 1D02532 


C-PLACE1 002532-_ 


15545 


15546 


PLACE 1002537 


C-PLACE1 002537 


15547 




PLACE1 002571 


C-PLACE1 002571 


15548 


15549 


PLACE1 002583 


C-PLACE 1002583 


15550 




PLACE 1002598 


C-PLACE1 002598 


15551 




PLACE1 002625 


C-PLACE 1002625 


15552 


15553 


PLACE1 002655 


C-PLACE1 002655 


15554 


15555 


PLACE1 002768 


C-PLACE1 002768 


15556 




PLACE1 002782 


C-PLACE1 002782 


15557 




PLACE1002816 


C-PLACE 1 002816* 


15558 


15559 


PLACE1 002853 


C-PLACE 1002853 


15560 




PLACE1 002908 


C-PLACE1 002908 


15561 


' 15562 


PLACE1 002962 


C-PLACE1 002962 


15563 




PLACE1 002968 


C-PLACE1 002968 


15564 




PLACE1 002991 


C-PLACE1 002991 


15565 


15566 


PLACE1 003025 


C-PLACE1 003025 


15567 


15568 


PLACE1 003027 


C-PLACE1 003027 


15569 


15570 


PLACE1 003044 


C-PLACE1 003044 


15571 


15572 


PLACE1003176 


C-PLACE1003176 


15573 


15574 


PLACE1 003238 


C-PLACE1 003238 


15575 


15576 


PLACE1 003256 


C-PLACE 1003256 


15577 




PLACE1 003258 


C-PLACE1 003258 


15578 


15579 


PLACE1 003343 


C-PLACE1 003343 


15580 




PLACE1 003361 


C-PLACE1 003361 


15581 




PLACE1 003366 


C-PLACE1 003366 


15582 


15583 


PLACE1 003373 


C-PLACE1 003373 


15584 




PLACE1 003375 


C-PLACE 1003375 


15585 


15586 


PLACE1 003394 


C-PLAGE 1003394 


15587 


15588 


PLACE1 003420 


C-PLACE1 003420 


15589 


15590 


PLACE1 003454 


C-PLACE1 003454 


15591 




PLACE1 003478 


C-PLACE 1003478 


15592 




PLACE1003516 


C-PLACE1003516 


15593 




PLACE1003519 


G-PLACE1003519 


15594 


15595 


PLACE1 003521 


C-PLACE 1003521 


15596 


15597 


PLACE1 003528 


C-PLACE1 003528 


15598 




PLACE 1003537 


C-PLACE1 003537 


15599 


15600 


PLACE! 003566 


C-PLACE1 003566 


15601 
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di ACcmnQcaA 


a_di aaciaaoeqa 






di acpi aaocqo 
rLAvt i uuooyo 




15603 




rLAOtlJUUoDuO 


p— di aaciaa'scac 


15604 


15605 


DI APC1 flAQd Q 

rLAOtlUUJDlB 


p— di AACiAA^fi-ia 


15606 




DI A/"*C*1 AAOCOQ 


U rLAOt I Uuoooo 


15607 




PLACE1 003738 


A— DI AAE1 AA07QQ 


15608 


15609 


PLACE1 003760 


C-PLACE1 003760 






PLACE1 003768 


C-PLACE1 003768 


1 


15612 


PLACE1 003795 


C-PLACE1 003795 




5614 


PLACE1 003886 


C-PLACE1 003886 


15615 


16 


PLACE1 003888 


C-PLACE 1 003888 


15617 




PLAGE1 003903 


C-PLACE1 003903 


15619 


15620 


PLACE1 00391 5 


C-PLACE1003915 


15621 


15622 


PLACE1 0041 1 8 


C-PLACE1004118 


15623 


15624 


PLACE1 004256 


C-PLACE1 004256 


15625 


15626 


PLACE1 004274 


C-PLACE1 004274 


15627 


15628 


PLACE1 004284 


C-PLACE1 004284 


15629 




PLACE1 005331 


C-PLACE1 005331 


15630 


15631 


PLACE1 005739 


C-PLACE 1005739 


15632 


15633 


PLACE1 005828 


C-PLACE1 005828 


15634 


15635 


PLACE1 005876 


C-PLACE 1005876 


15636 


15637 


PLACE! 005890 


C-PLACE 1005890 


15638 


15639 


PLACE1006157 


C-PLACE1006157 


15640 


15641 


PLACE1 007053 


C-PLACE 1007053 


15642 


15643 


PLACE1 007068 


C-PLACE 1007068 


15644 


15645 


PLACET 008368 


C-PLACE 1008368 


15646 


15647 


PLACE1 009921 


C-PLACE1 009921 


15648 




PLACE1010401 


C-PLACE1010401 


15649 




PLACE1010856 


C-PLACE1010856 


15650 




PLACE1010857 


C-PLACE1 01 0857 


15651 


1 6 2 


PLACE1010917 


C-PLACE1010917 


15653 


15654 


PLACE1010925 


C-PLACE1010925 


15655 




PLACE1010926 


C-PLACE1010926 


15656 


15657 


PLACE1010942 


C-PLACE1010942 


1 5658 


15659 


PLACE1010944 


C-PLACE1010944 






PLACE1010954 


C-PLACE1010954 


15661 


15662 


PUCE1010960 


C-PLACE1010960 


15663 


15664 


PLACE1011026 


C-PLACE1011026 


15665 


15666 


PLACE1011046 


C-PLACE1011046 


15667 


15668 
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PLACE1011054 


C-PLACE 1 01 1 054 


1 




PLACE1 01 1 057 


C PLAGtlOl 1Uo/ 


156 




PLACE1j01 1 109 


C-PLACE1 01 1 1 09 — 


15671 




PLACE101 1114 


C— PLACE1 01 1 1 14 


15672 


15673 


PLACE1011 133 


C-PLACE1 01 1 1 33 


15674 




PLACE1011143 


C-PLACE1011143 


15675 




PLAGE101 1 165 


C-PLAGE1011165 


15676 




PLACE1011185 


C-PLACE1011185 


15677 


15678 


PLACE1 011219 


C-PLACE1 01 1 21 9 


15679 


15680 


PLACE1011221 


C-PLACE1011221 


15681 


15682 


PLACE1 01 1 263 


C-PLACE1011263 


15683 


15684 


PLACE1 01 1 325 


C-PLACE1011325 ' 


15685 


15686 


PLACE1011332 


C-PLACE1011332 


15687 


15688 


PLACE1011340 


C-PLACE1011340 


15689 




PLACE1011399 


C-PLACE1011399 


15690 


15691 


PLAGE1011433 


C-PLACE1011433 


15692 


1 5693 


PLACE1011452 


C-PLACE1011452 


15694 




PLACE1011465 


C-PLACE1011465 


15695 


15696 


PLACE1011472 


C-PLACE1011472 


15697 


15698 


PLACE1011477 


C-PLACE1011477 


15699 


15700 


PLACE1011492 


C-PLACE1011492 


15701 


15702 


PLACE1011520 


C-PLACE1011520 


15703 




PLACE1011563 


C-PLACE 101 1563 


15704 


15705 


PLACET 01 1567 


C-PLACE1011567 


15706 




PLACE101T576 


C-PLACE 101 1576 


15707 


15708 


PLACET 01 1586 


C-PLACE1011586 


15709 


15710 


PLACE1011643 


C-PLACE 101 1643 


15711 


15712 


PLACE1011649 


C-PLACE1011649 


15713 


15714 


PLACE1011664 


G-PLACE1011664 


15715 


15716 


PLACE1 01 1 682 


C-PLACE101 1682 


15717 




PLACE1011719 


G-PLACE1011719 


15718 




PLAGE1011729 


G-PLACE1011729 


15719 




PLAGE1011858 


C-PLACE1011858 


15720 


15721 


PLACE1011874 


C-PLACE1011874 


15722 




PLACE1011875 


C-PLACE1011875 


15723 




PLACE1011923 


C-PLACE1011923 


15725 


15726 


PLACE1011982 


C-PLACE1011982 


15727 




PLACE2000014 


C-PLACE2000014 


15728 




PLACE2000015 


C-PLACE2000015 


15729 


15730 
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PLACE200001 7 


C-PLACE200001 7 


15731 




PLACE2000021 


C-PLACE2000021 


15732 


15733 


PLACE2000047 


C-PLACE2000047- - 


15734 




PLACE2000062 


G-PLACE2000062 


15735 


15736 


PLACE2000100 


C-PLACE20001 00 


15737 




PLACE20001 1 1 


C-PLACE20001 1 1 


15738 


15739 


PLACE2000172 


C-PLACE2000172 


15740 


15741 


PLACE2000187 


C-PLACE20O0187 


15742 


15743 


PLACE2000216 


C-PLACE2000216 


15744 


15745 


PLACE2000246 


C-PLACE2000246 


15746 


15747 


PLACE2000317 


C-PLACE200031 7 


15748 




PLACE2000341 


C-PLACE2000341 


15749 


15750 


PLACE2000366 


C-PLACE2000366 


15751 




PLACE2000373 


C-PLACE2000373 


15752 


15753 


PLACE2000394 


C-PLACE2000394 


15754 


15755 


PLACE2000398 


C-PLACE2000398 


15756 


15757 


PLACE200041 1 


C-PLACE200041 1 


15758 


15759 


PLACE2000425 


C-PLACE2000425 


15760 


15761 


PLACE2000427 


C-PLACE200O427 


15762 


15763 


PLACE2000433 


C-PLACE2O00433 


15764 




PLACE20OO438 


C-PLACE2000438 


15765 


15766 


PLACE2000458 


C-PLACE2000458 


15767 


15768 


PLACE2000477 


C-PLACE2000477 


15769 


15770 


PLACE3000009 


C-PLACE3000009 


15771 


15772 


PLACE3000020 


C-PLACE3000020 


15773 


15774 


PLACE30OO103 


C-PLACE3000103 


15775 


15776 


PLACE3000142 


C-PLACE3000142 


15777 




PLACE300O145 


C-PLACE30001 45 


15778 


15779 


PLACE3000156 


C-PLACE30001 56 


15780 




PLACE3000157 


C-PLACE30001 57 


15781 


15782 


PLACE3000197 


C-PLACE3000197 


15783 


15784 


PLACE3000208 


C-PLACE3000208 


15785 


15786 


PLACE3000226 


C-PLACE3000226 


15787 


15788 


PLACE3000242 


C-PLACE3000242 


15789 


15790 


PLACE3000363 


C-PLACE3000363 


15791 


15792 


PLACE3000405 


C-PLACE3000405 


15793 


15794 


PLACE3000416 


C-PLACE3000416 


15795 


15796 


PLACE30OO477 


C-PLACE3000477 


15797 


15798 


PLACE4000106 


C-PLACE4000106 


15799 


15800 
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PLACE4000323 


C~PLACE4000323 


15801 






PLACE 4000326 


0 rLAlifc400uj/!o 




15803 


5 


PLACE4000369 


G-FLAGt40G0 <ibik - 


15804 


15805 




PLACE4000445 


G _ rLA(jt4UUU44o 




15807 




PLACE4000558 


C~rLA0t40UUC>bo 


15808 






PLACE40O0581 


C-PLACE4000581 


158 0 


15811 




PLACE4000593 


C-PLACE4000593 


15812 






PLACE4000612 


C-PLACE400061 2 


15814 


15815 




PLACE4000670 


C-PLACE4000670 


15816 


15817 


15 


THYR01 000026 


C-THYR01 000026 


15818 




THYR01 000085 


C-THYR01 000085 


15819 






THYR01000107 


C-THYR01000107' 


15820 






THYR01000111 


C-THYR01 0001 1 1 


15821 


15822 


20 


THYR01 0001 32 


C-THYR01 0001 32 


15823 


15824 




THYR01000156 


C-THYR01000156 


15825 


15826 




THYR01000173 


C-THYR01000173 


15827 


15828 




THYR01000186 


C-THYR01000186 


15829 




25 


THYR01000187 


C-THYR01000187 


15830 






THYR01 000241 


C-THYR01 000241 


15831 






THYR01 000279 


C-THYR01 000279 


15832 




30 


THYR01 000327 


C-THYR01 000327 


15833 


15834 




THYR01 000452 


C-THYR01 000452 


15835 






THYR01 000471 


C-THYR01 000471 


15836 






THYR01 000484 


C-THYR01 000484 


15837 


15838 


35 


THYR01 000502 


G-THYR01 000502 


15839 


15840 




THYR01 000505 


C-THYR01 000505 


15841 


15842 




THYR01 000585 


C-THYR01 000585 


15843 


15844 




THYR01 000596 


C-THYR01 000596 


15845 




40 


THYR01 000662 


G-THYR01 000662 


15846 


15847 




THYR01 000666 


C-THYR01 000666 


15848 


15849 




THYRO 10007 15 


C-THYR01000715 


15850 


15851 


45 


THYR01 000734 


C-THYR01 000734 


15852 






THYR01 000748 


C-THYR01 000748 


15853 






THYR01 000756 


C-THYR01 000756 


15855 


15856 




TUVDA1 t\C\t\~}~77 

inYKUIuOU// / 


\j I ninU i uuu / / / 


15857 


15858 


50 


THYR01 000783 


C-THYR01 000783 


15859 


15860 




THYR01 000787 


0-THYR01 000787 


15861 


15862 




THYR01 000793 


C-THYR01 000793 


15863 


15864 


55 


THYR01 000796 


C-THYR01 000796 


15865 
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THYR01 000843 


C-THYR01 000843 


15866 






THYROl 000852 


C-THYR01 000852 


15867 


15868 


5 


THYRG1.000865 


C-THYR01 000865 ~ 


15869 






THYR01 000895 


C-THYR01 000895 


15870 


15871 




THYR01 000926 


C-THYR01 000926 


15872 


15873 




THYR01 000951 


C-THYR01 000951 


15874 


15875 




THYR01 000952 


C-THYR01 000952 


15876 


15877 




THYR01 000983 


C-THYR01 000983 


15878 


15879 




THYR01001003 


C-THYR01001003 


15880 




15 


THYRO1001031 


C-THYR01001031 


15881 




THYRO1001062 


C-THYR01001062 


15882 






THYR01001100 


C-THYR01001100 ! 


15883 


15884 




THYR01001133 


C-THYR01001133 


15885 


15886 


20 


THYROl 001134 


C-THYR01001134 


15887 


15888 




THYR01001173 


C-THYR01001173 


15889 


15890 




THYR01001213 


C-THYR01001213 


15891 






THYR01001321 


G-THYR01001321 


15892 




25 


THYRO1001322 


C-THYR01001322 


15893 


15894 




THYR01001365 


C-THYR01001365 


15895 


15896 




THYR01001401 


C-THYR01001401 


15897 


15898 


30 


THYROl 001 411 


C-THYR01001411 


15899 






THYR01001434 


C-THYR01001434 


15900 






THYR01001534 


C-THYR01001534 


15901 


15902 




THYR01001541 


C-THYR01001541 


15903 


15904 




THYR01001559 


C-THYR01001559 


15905 






THYR01001570 


C-THYRO1001570 


15906 


15907 




THYR01001595 


C-THYR01001595 


15908 






THYR01001605 


C-THYR01001605 


15909 




40 


THYRO1001617 


C-THYR01001617 


15910 


15911 




THYR01001656 


C-THYR01001656 


15912 


15913 




THYR01001671 


C-THYR01001671 


15914 


15915 


45 


THYR01001673 


C-THYR01001673 


15916 






THYR01001703 


C-THYRO1001703 


15917 


15918 




THYR01001706 


C-THYR01001706 


15919 






TUVDA1 (\t\-\ "70Q 

InYKUlOUi Ho 


f— THVOA1 nm TiR 

\f i n t t\u t uu i / oo 




15921 


50 


THYR01001745 


0-THYR01001745 


15922 


15923 




THYR01001793 


C-THYR01001793 


15924 


15925 




THYR01001809 


C-THYR01001809 


15926 


15927 


55 


THYR01001895 


C-THYR01001895 


15928 
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THYR01 001 907 


C-THYR01 001 907 


15929 




VESEN1 0001 22 


C-VESEN1000122 


15930 


15931 


Y79AA1X)000a7 


C-Y79AA1 000037- . 


1 5932 


15933 


Y79AA1 000059 


C-Y79AA1 000059 


15934 


15935 


Y79AA1 000065 


C-Y79AA1 000065 


15936 


15937 


Y79AA1000131 


C-Y79AA1000131 


15938 


15939 


Y79AA1000181 


C-Y79AA1000181 


15940 


15941 


Y79AA1 000202 


C-Y79AA1 000202 


15942 


15943 


Y79AA1 000214 


C-Y79AA1000214 


15944 


15945 


Y79AA1 000230 


C-Y79AA1 000230 


15946 


15947 


Y79AA1 000258 


C-Y79AA1 000258 


15948 


15949 


Y79AA1 000268 


C-Y79AA1 000268' 


15950 


15951 


Y79AA1000313 


C-Y79AA1000313 


15952 


15953 


Y79AA1 000328 


C-Y79AA1 000328 


15954 


15955 


Y79AA1 000355 


C-Y79AA1 000355 


15956 


15957 


Y79AA1 000368 


C-Y79AA1 000368 


15958 


15959 


Y79AA1 000420 


C-Y79AA1 000420 


15960 


15961 


Y79AA1 000469 


C-Y79AA1 000469 


15962 


15963 


Y79AA1 000480 


C-Y79AA1 000480 


15964 


15965 


Y79AA1 000540 


C-Y79AA1 000540 


15966 


15967 


Y79AA1 000560 


C-Y79AA1 000560 


15968 


15969 


Y79AA1 000574 


C-Y79AA1 000574 


15970 


15971 


Y79AA1 000627 


C-Y79AA1 000627 


15972 


15973 


Y79AA1 000705 


C-Y79AA1 000705 


15974 


15975 


Y79AA1 000734 


G-Y79AA1 000734 


15976 


15977 


Y79M1 000748 


C-Y79AA1 000748 


15978 


15979 


Y79AA1 000752 


C-Y79AA1 000752 


15980 


15981 


Y79AA1 000774 


C-Y79AA1 000774 


15982 


15983 


Y79AA1 000782 


C-Y79AA1 000782 


15984 


15985 


Y79AA1 000784 


C-Y79AA1 000784 


15986 


15987 


Y79AA1 000794 


C-Y79AA1 000794 


15988 


15989 


Y79AA1 000800 


C-Y79AA1 000800 


15990 


15991 


Y79AA1 000805 


C-Y79AA1 000805 


15992 




Y79AA1 000824 


G-Y79AA1 000824 


15993 


15994 


Y79AA1 000833 


G-Y79AA1 000833 


15995 


15996 


Y79AA1 000850 


C-Y79AA1 000850 


15997 


15998 


Y79AA1 000962 


C-Y79AA1 000962 


15999 


16000 


Y79AA1 000968 


C-Y79AA1 000968 


16001 


16002 


Y79AA1 000976 


C-Y79AA1 000976 


16003 


16004 
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Y79AA1001023 


G-Y79AA1001023 


16005 


16006 


Y79AA1001041 


C-Y79AA1001041 


16007 


1 6008 ' 


Y79AAU>01048 


C-Y79AA100104a- 


16009 


16010 


Y79AA1001077 


C-Y79AA1001077 


16011 


16012 


Y79AA1001078 


C-Y79AA1001078 


16013 


16014 


Y79AA1001145 


C-Y79AA1001145 


16015 


16016 


Y79AA1001177 


C-Y79AA1001177 


16017 


16018 


Y79AA1001185 


C-Y79AA1001185 


16019 


16020 


Y79AA1001211 


C-Y79AA1001211 


16021 


16022 


Y79AA1001228 


C-Y79AA1001228 


16023 


16024 


Y79M1001233 


C-Y79AA1001233 


16025 


16026 


Y79AA1001236 


C-Y79AA1 001236* 


16027 


16028 


Y79AA1001281 


C-Y79AA1001281 


16029 


16030 


Y79AA1001312 


G-Y79AA1001312 


16031 


16032 


Y79M1001323 


G-Y79AA1001323 


16033 


16034 


Y79AA10O1391 


C-Y79AA1001391 


16035 


16036 


Y79AA1001394 


C-Y79AA1001394 


16037 


16038 


Y79AA1001402 


C-Y79AA1001402 


16039 


16040 


Y79AA1001493 


C-Y79AA1001493 


16041 


16042 


Y79AA1001533 


C-Y79AA1001533 


16043 


16044 


Y79AA1001541 


C-Y79AA1001541 


16045 


16046 


Y79AA1001548 


C-Y79AA1001548 


16047 




Y79AA1001555 


C-Y79AA1001555 


16048 




Y79AA1001581 


C-Y79AA1001581 


16049 


16050 


Y79AA1001585 


C-Y79AA1001585 


16051 




Y79AA1001603 


C-Y79AA1001603 


16052 


16053 


Y79AA1 001613 


C-Y79AA1001613 


16054 


16055 


Y79AA1001665 


C-Y79AA1001665 


16056 




Y79AA1001679 


C-Y79AA1001679 


16057 


16058 


Y79AA1001696 


C-Y79AA1001696 


16059 


16060 


Y79AA1001705 


C-Y79AA1001705 


16061 


16062 


Y79AA1001711 


C-Y79AA1001711 


16063 


16064 


Y79AA1001781 


C-Y79AA1001781 


16065 


16066 


Y79AA1001805 


G-Y79AA1001805 


16067 


16068 


Y79AA1001827 


C-Y79AA1001827 


16069 


16070 


Y79AA1001846 


C-Y79AA1001846 


16071 


16072 


Y79AA1001923 


C-Y79AA1001923 


16073 


16074 


Y79AA1001963 


C-Y79AA1001963 


16075 


16076 


Y79AA1 002027 


C-Y79AA1 002027 


16077 


16078 
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Y79AA1 002083 


C-Y79AA1 002083 


16079 


16080 


Y79AA1 002089 


C-Y79M1 002089 


16081 


16082 


Y79AAW02U5 


C-Y79AA10021-15- 


16083 


16084 


Y79AA1002125 


C-Y79AA1002125 


16085 


16086 


Y79AA1 002204 


C-Y79AA1 002204 


16087 


16088 


Y79AA1 002208 


C-Y79AA1 002208 


16089 


16090 


Y79AA1 002209 


C-Y79AA1 002209 


16091 


16092 


Y79AA1 002229 


C-Y79AA1 002229 


16093 


16094 


Y79AA1 002246 


C-Y79AA1 002246 


16095 


16096 


Y79AA1 002298 


C-Y79AA1 002298 


16097 


16098 


Y79AA1 002307 


C-Y79AA1 002307 


16099 


16100 


Y79AA1002311 


C-Y79AA1002311* 


16101 


16102 


Y79AA1 002351 


C-Y79AA1 002351 


16103 


16104 


Y79AA1 002407 


G-Y79AA1 002407 


16105 


16106 


Y79AA1 002433 


C-Y79AA1 002433 


16107 


16108 


Y79AA1 002472 


C-Y79AA1 002472 


16109 


16110 


HEMBA1 000042 


C-HEMBA1 000042 


16219 




HEMBA1000141 


C-HEMBA1000141 


16220 


16221 


HEMBA1000150 


C-HEMBA1000150 


16222 


16223 


HEMBA1000213 


C-HEMBA1000213 


16224 




HENIBA1 000243 


C-HEMBA1 000243 


16225 




HEMBA1 000244 


C-HEMBA1 000244 


16226 


16227 


HEMBA1 000251 


C-HEHBA1 000251 


16228 




HEMBA1 000338 


C-HEMBA1 000338 


16229 




HEMBA1 000357 


C-HEMBA1 000357 


16230 


16231 


HEMBA1 000376 


C-HEMBA1 000376 


16232 




HEMBA1 000428 


C-HEMBA1 000428 


16233 


16234 


HEMBA1 000469 


C-HEMBA1 000469 


16235 




HEMBA1 000497 


C-HEMBA1 000497 


16236 


16237 


HEMBA1 000561 


C-HEMBA1 000561 


16238 


16239 


HEMBA1 000569 


C-HEMBA1 000569 


16240 


16241 


HEMBA1 000575 


C-HEMBA1 000575 


16242 




HEMBA1 000591 


C-HEMBA1 000591 


16243 


16244 


HEMBA1 000673 


C-HEMBA1 000673 


16245 




HEMBA1 000702 


C-HEMBA1 000702 


16246 




HENBA1 000722 


C-HEMBA1 000722 


16247 




HEMBA1 000726 


G-HEMBA1 000726 


16248 




HEMBA1 000876 


C-HEMBA1 000876 


16249 




HEMBA1 000942 


C-HEMBA1 000942 


16250 
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HEMBA1 000943 C-HEMBA1 000943 

HEMBA1 000960 C-HEMBA1 000960 

HEMBA1O00985 C-HEMBA1 00098& 

HEMBA1001019 C-HEMBA1 001 01 9 

HEMBA1001020 C-HEMBA1 001 020 

HEMBA1001024 C-HEMBA1 001 024 

HEMBA1001026 C-HEMBA1 001 026 

HEMBA1001051 C-HEMBA1001051 

HEMBA1001060 C-HEMBA1001060 

HEMBA1001071 C-HEMBA1001071 

HEMBA1001077 G-HEMBA1001077 

HEMBA1 001 099 C-HEMBA1 00 1 099 ' 

HEMBA1 001 1 21 C-HEMBA1 001 1 21 

HEMBA1001123 C-HEMBA1001 123 

HEMBA1001208 C-HEMBA1 001 208 

HEMBA1001213 C-HEMBA1001213 

HEMBA1 001 226 C-HEMBA1 001 226 

HEMBA1 001 247 C-HEMBA1 001 247 

HEMBA1001299 C-HEMBA1001299 

HEMBA1001319 C-HEMBA1001319 

HEMBA1001323 G-HEMBA1001323 

HEMBA1001327 C-HEMBA1001327 

HEMBA1001361 C-HEMBA1001361 

HEMBA1 001 375 C-HEMBA1 001 375 

HEMBA1001377 C-HEMBA1001377 

HEMBA1001383 C-HEMBA1001383 

HEMBA1001391 C-HEMBA1001391 

HEMBA1 001 41 1 C-HEMBA1 001 41 1 

HEMBA1001432 C-HEMBA1001432 

HEMBA10O1433 C-HEMBA1001433 

HEMBA1001435 C-HEMBA1001435 

HEMBA1 001442 C-HEMBA1001442 

HEMBA1001463 C-HEMBA1O01463 

HEMBA1001515 C-HEMBA1001515 

HEMBA1001522 C-HEMBA1001522 

HEMBA1001557 C-HEMBA1 001 557 

HEMBA1001566 C-HEMBA1 001 566 

HEMBA1001589 C-HEMBA1 001 589 

HEMBA1001608 C-HEMBA1001608 



16251 




16252 




16253 




16254 




16255 


16256 


16257 




16258 




16259 




16260 




16261 




16262 


16263 


16264 




16265 




16266 




16267 




16268 




16269 
16270 


16271 


16272 




16273 




16274 




16275 




16276 




16277 




16278 




16279 




16280 




16281 
16282 




16283 




16284 




16285 




16286 




16287 


16288 


16289 


16290 


16291 


16292 


16293 




16294 




16295 


16296 
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HEMBA1001636 


C-HEMBA1 001 636 


16297 


16298 


HEMBA1001647 


C-HEMBA1 001 647 


16299 


16300 


HEMBA1O01 651 


C-HEMBA1001651 -- 


.- 16301 


16302 


HEMBA1001658 


C-HEMBA1001658 


16303 




HEMBA1001675 


C-HEMBA1001675 


16304 


16305 


HEMBA1001712 


C-HEMBA1001712 


16306 




HEMBA1001734 


G-HEMBA1001734 


16307 




HEHBA1 001 745 


C-HEMBA1 001 745 


16308 




HEMBA1001750 


C-HEMBA1001750 


16309 




HEMBA1001784 


C-HEMBA1001784 


16310 


16311 


HEMBA1001791 


C-HEMBA1001791 


16312 


16313 


HEMBA1001803 


C-HEMBA1001803 1 


16314 




HEMBA1001820 


C-HEMBA1001820 


16315 




HEMBA1001835 


C-HEMBA1001835 


16316 




HEMBA1001888 


C-HEMBA1001888 


16317 




HEMBA1001912 


C-HEMBA1001912 


16318 




HEMBA1001915 


G-HEMBA1001915 


16319 




HEMBA1001918 


C-HEMBA1001918 


16320 




HEMBA1001940 


C-HEMBA1001940 


16321 




HEMBA1001942 


C-HEHBA1001942 


16322 




HEMBA1001964 


C-HEMBA1001964 


16323 




HEMBA1 002022 


C-HEMBA1 002022 


16324 




HEMBA1 002039 


C-HEWBA1 002039 


16325 


16326 


HEMBA1002100 


C-HEMBA1002100 


16327 




HEMBA1002113 


C-HEMBA1002113 


16328 


16329 


HEMBA1002119 


C-HEMBA1002119 


16330 




HEMBA1002139 


C-HEMBA1002139 


16331 




HEMBA1002160 


C-HEMBA1002160 


16332 




HEMBA1002162 


C-HEMBA1002162 


16333 




HEMBA1002166 


C-HEMBA1002166 


16334 


16335 
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C-NT2RP2005980 


18663 






NT2RP2006184 


C-NT2RP2006184 


18664 


18665 




NT2RP2006534 


C-NT2RP2006534 


18666 






NT2RP2006554 


C-NT2RP2006554 


18667 


18668 
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NT2RP3001 1 1 5 




18670 




NT2RP3001 723 


P-NT^RP^flfH 791. 


18671 


18672 


MT9RP°.nni Q^s 

N 1 /KroUU 1 soo 




18673 


18674 


MTODDOAAOOOA 




18675 


18676 




P-MT^RPIAAoaao 




18678 
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A-MTODOAAOvl QA 
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a—utoodoaaoc 1 *> 

UN I ^KrOUUiO I / 


18681 
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18683 
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ON 1 zKr ouw / 99 
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NT2RP300281 0 


O N I ZKroOO^olO 


18685 


18686 


NT2RP3002818 


O N I iRP30w»l o 


18687 




N72RP3002955 


A—MTODDOAAOQCE 

ON 1 zKr JUUZaoo 


18689 




NT2RP3002985 


C~NT2RP3002985 


18690 


18691 


NT2RP3003059 


C-NT2RP3003059 


18692 




NT2RP3003121 


C-NT2RP30031 21 


18694 


18695 


NT2RP3003133 


C-N 1 iRrouuo I So 


18696 


1869 


NT2RP30031 55 


C-NT2RP30031 55 


18698 


18699 


NT2RP3003157 


C-NT2RP30031 57 


18700 


18701 


NT2RP30031 85 


C-NT2RP30031 85 


18702 


18703 


NT2RP3003264 


C-NT2RP3003264 


18704 


18705 


N72RP3003346 


C-NT2RP3003346 


18706 




NT2RP3003403 


C - NT2RP3003403 


18707 




NT2RP300341 1 


C-NT2RP300341 1 


18708 


18709 


NT2RP30035OO 


A—UTODDO AAO EAA 

0 - N 1 /KroOOoouO 


1 


18 1 


NT2RP3003572 


A—IITODOOAAOETO 

ON 1 /RroOOoo / 1 


18712 


18713 


NT2RP3003576 


C _ NT2RP3003576 


18714 


18715 


NT2RP3003665 


C-NT2RP3003665 


18716 


18717 


NT2RP3003672 


C-NT2RP3003672 


18718 




NT2RP3003680 


C-NT2RP3003680 


1 8721 




NT2RP3U03799 


A-JUTODD0AA07GQ 




18722 


MTODDOAAOQAA 


f— MTODDOAAOfiAA 


1 


18724 


NT2RP3003828 


C— NT2RP3003828 


18725 


1 


NT2RP3003932 


C-NT2RP3003932 






NT2RP3003992 


C-NT2RP3003992 


18728 




NT2RP3004013 


C-NT2RP3004013 


18730 


18731 


NT2RP3004028 


C-NT2RP3004028 


18732 


18733 


NT2RP3004041 


C-NT2RP3004041 


18734 


18735 


NT2RP3004051 


G-NT2RP3004051 


18736 


18737 
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n i zttroUvJ4U / o 


A_MT9RP9AAAA,7Q 
O PI i £I\r oUU4U / O 


18738 


18739 


MT9PD9AAAA.Q9 


0 PI t <£t\rOUv*fUyo 


18740 


18741 


MTODCJAAAAQK 


0~NT9RP^f>fl4flQ'i 




18743 


PI 1 ZI\r OUU4 1 ZO 


C-NT2RP30041 25 


18744 


18745 


MT0DD9AAA1 AS 
N I inr <5UU4 1 40 


f-MT^RPIftflAI Aft 
UN 1 ZF\r OUU4 1 40 


18746 


1 8747 


MT9DD9AAA1 


C-NT2RP30041 55 


18748 


18749 


Nl2Kro0041oy 


A— MT9RP"}AAA1 ftQ 
U N I Zi\roUU4 1 0!? 




18751 


N 1 zKro004oo/ 


a_mt9RP9aaa'?'}9 


18752 


18753 


NT2RP3004349 


A— UTODDO-AAAQAG 






NT2RP4000035 


A— MT9DPAAAAA9R 


18755 




NT2RP4000049 


A_AfTODDyl AAAAA Q 

ON 1 zrcr4000049 






NT2RP40001 02 


A—MTODDA AAA1 AO^ 

ON I zrcr400Ul 0/ 


18757 




NT2RP40001 67 


A— MTODDAAAA1 A7 


18758 


18759 


NT2RP4000515 


A— MTODDAAAAK1 K 

ON I ZKr4UUUO I D 


760 




NT2RP4000517 


C-NT2RP400051 7 


18761 




NT2RP4000519 


A— MTODD4AAAC1 Q 

0— N I 2Rr4000o 1 a 


18 62 




NT2RP5003512 


C-NT2RP500351 2 


18764 


18765 


0VARC1 000092 


G-0VARC 1 000092 


18766 




0VARC1 000533 


C-0VARC1 000533 






0VARC1 000678 


A—AWADA1 AAA£"7Q 

Lr-0 V AKO 1 OOUO / o 


18768 




0VARC1 000689 


C-0VARC1 000689 


18769 


18770 


0VARC1 000802 


C-0VARC1 000802 


18771 




0VARG1 000890 


C~0V ARC1 000890 


18772 


18773 


0VARC1 000945 


C-0VARC1 000945 


18774 


18 ? 77 


0VARC1001072 


A_Al/ ADA1 AA1 A"70 






0VARC1O01 1 1 7 


A At/ ADA 1 AA1 117 

O^JYAKO I UU ill/ 




9 


0VARC1001200 


A AX/ADA1 AA1 OAA 

G-OVAKOl 001 200 


18780 


18781 


0VARC1001244 


C-0VARC1 001 244 






0VARC1001329 


A-_A\/ADA1 AA1 900 

C-OVAKul 00 1 i/M 


8784 




0VARC1O01341 


A_A\/ADA1 AA1 9A1 

0-OVAKl/lOOl j4l 


1 788 


18 


0VARC1001376 


A AWADA1 AA1 *3~7G 

0 OVAKO 1 001 o / o 






OVARC1001496 


A—AI/ADA1 AA1 AOfi 

O^JV Arto l uu 1 4yo 


18 


790 

18 


0VARC1001873 


C-GVARG1 001 873 


18791 




PLAGE1 000007 


C-PLACE1 000007 






PLACE1 000547 


A—QI AACIAAAKA? 
0 rLAOt 1 UUU04 / 


18794 


18795 


PLACE1001036 


C-PUCE1001036 


18796 


18797 


PLACE1001076 


C-PLACE1OO1076 


18798 




PLACE 1001 11 8 


C-PLACE1001118 


18799 


18800 


PLACE1001366 


C-PLACE1001366 


18801 


18802 
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PI APFIflfll fifift 

rLMLiC. l w 1 DUO 


L» rLAUt 1 UU 1 Duo 








PI APF1flft9f)flA 




18805 


18806 


5 


DI AfClftftOOCfi 




18807 






rLALfC 1 UU/. «K5 / 




18808 


18809 






p-pi A^Finn^^Qi 


18810 


1881 1 




PLAOtl OUzooo 


p— di Apcinnofifi*; 




18813 




PLACE1 003864 


Li rLAl/t I UUOO04 


18814 


18815 




PLACE1 004793 


Li rLAUfc I UU4 / »o 




1881 7 




PLACE1004913 


C-PLACE1004913 


18818 


18819 


15 


PLACE 1004979 


C-PLACE1 004979 


18820 




PLACE 1005052 


C-PLACE1 005052 


18821 


18822 




PLACE1 005055 


C-PLACE1 005055 


18823 






PLACE1005128 


C-PLACE1005128 


18825 




20 


PLACE1005162 


C — PLACE1 0051 62 


18827 






PLACE! 0051 76 


C-PLACE1 0051 76 


18829 






PLACE1 005467 


C-PLACE 1 005467 


18831 


1 ftft<? 2 




PLACE1 005584 


G-PLACEl 00ob»4 


18833 


- 


25 


PLACE1 005611 


C-PLACE 100561 1 


18835 


18836 




PLACE1 005802 


C-PLACE 1 005802 


18837 






PLACET 005850 


C-PLACE1 005850 


18838 




30 


PLACE1 005898 


C-PLACE 1005898 


18839 


18840 


PLACE1 005932 


C-PLACE1 005932 


18841 






PLACE1 0061 29 


C-PLACE 1006 129 


18842 


18843 




PLACE1 006360 


C-PLACE 1006360 


18844 




35 


PLACE1 006795 


C-PLACE 1006795 


18845 






PLAGE1 006878 


C-PLACE 1006878 


18846 


18847 




PLACE1 007557 


C-PLACE1 007557 


18848 






PLACE1 007807 


C-PLACE 1007807 


18849 


18850 


40 


PLACE1008181 


C rLAlibl OU8 I o I 


18851 






PLACE1 008426 


C-PLACE1 008426 


188 2 


18853 




PLACE1 008941 


G-PLAOcl 008941 


188 4 


18855 


45 


PLACE 1009935 


r> DI AAC1 AAflftOC 

(j-rLAOh I 0099.30 


18856 






PLACE1010310 


C-PLACE1010310 


18858 


18859 




PLACE1011891 


C-PLACE1011891 


18861* 






PLACE 101 1896 


C-PLACE1011896 






50 


PLACE2000003 


C-PLACE2000003 


18863 






PLACE2000132 


C-PLACE2000132 


18864 


18865 




PLACE2000170 


C-PLACE2000170 


18866 






PLACE2O00335 


C-PLACE2000335 


18867 


18868 
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PLACE3000124 
PLACE3000158 
PLACE3000207 
PLACE3000221 
PLACE3000271 
PLACE3000304 
PLACE3000322 
PLACE3000341 
PLACE3000373 
PLACE300O399 
PLACE3000401 
PLAGE3000402 
PLACE3000406 
PLACE3000475 
PLAGE4000063 
PLACE4000093 
PLAGE4000100 
PLACE4000247 
PLACE400025O 
PLACE4000252 
PLACE4000259 
PLAGE4000320 
PLACE4000344 
PLACE4000367 
PUCE4000401 
PLACE4000411 
PLACE4000487 
PLACE4000494 
PLACE4000521 
PLACE4000548 
SKNMC1000013 
SKNMC1 000091 
THYR01 000343 
THYR01 000569 
THYR01001142 
THYR01001189 
THYR01001320 
THYR01001537 
THYR01001721 



C-PUCE3000124 
C-PLACE3000158 
C-PLACE3000207 
C-PLACE3000221 
C-PLACE3000271 
C-PLACE3000304 
C-PLACE3000322 
C-PLACE3000341 
C-PLACE3000373 
C-PLACE3000399 
C-PLACE3000401 
C-PLACE3000402 1 
C-PLACE3000406 
C-PLACE3000475 
C-PLACE4000063 
C-PLACE4000093 
C-PLACE4000100 
C-PLACE4000247 
C-PLACE4000250 
C-PLACE4000252 
C-PLACE4000259 
C-PLACE4000320 
C-PLACE4000344 
C-PLACE4000367 
C-PLACE4000401 
C-PLACE4000411 
C-PLACE4000487 
C-PLACE4000494 
C-PLACE4000521 
C-PLACE4000548 
C-SKNMC1000013 
C-SKNMC1 000091 
C-THYR01 000343 
C-THYR01 000569 
C-THYR01001142 
C-THYR01001189 
C-THYRO1001320 
C-THYR01001537 
C-THYRO10O1721 
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18903 
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18925 


18926 


18927 
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18929 


18930 
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18931 
18933 


18934 


18935 
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C-PLACE1 004491 

C-PLACE1 004686 

C-PLACE1 005574 

G-PLACE1 006382 

C-PLAGE1 006792 
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C-PLACE4000156 

C-THYR01001637 

C-MAMMA1002215 

C-MAMMA1 002721 

C-NT2RP2002070 



18992 




18993 


18994 


18995 
18997 
18998 


18996 


18999 
19000 




19001 




19002 


19003 


19004 


19005 


19006 
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1 901 7 
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Table 352 

Expression of each cDNA in synovial cells or in the synovial cells in the presence of TNF 
(This table also contains clones without description in Examples) 

In the table, Synoviocyte and Synoviocyte_TNF represent synovial cells and TNF-treated 
synovial cells, respectively. The assay was performed in triplicate (n=3), and each result is 
shown in the column of exp.l, exp.2, or exp.3. In addition, "t-test vs TNF" represents a result of 
test for significance of difference between the untreated synovial cells and the TNF-treated 
synovial cells. The increase and decrease in the expression level of a particular gene in response 
to TNF are represented by + and -, respectively. The results of test for significance of difference 
are shown in the columns of *:p<0.05 and **:p<0.01. 



Clone Synoviocyte Synoviocute_TNF t test INC. 

vs and 

exp. 1 exp. 2 exp. 3 exp. 1 exp. 2 exp. 3 TNF DEC. 
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GAPDH(Crl) 


0.4 


0.8 


0. 89 


0.9 


1 


1. 15 






i8actin(er2) i 


585. 94 262. 23 582. 98 443. 28 422. 61 


573. 47 






ADRSL 1-000005 


2. 72 


2. 97- 


-.4.46 


7. 27 


7. 45 


3. 51 






ADRGL 1000007 


4. 36 


5. 19 


9. 58 


20. 78 


19. 59 


18. 29 


** 




ADRGL1 000009 


0. 99 


1. 25 


1. 64 


2. 16 


4. 08 


2. 02 






ADRGL1 000011 


1.98 


3. 56 


5. 24 


22. 22 


23. 49 


19. 81 






ADRGL1 000027 


0. 79 


1. 22 


1. 66 


2. 82 


4. 99 


1 . 9 






ADRGL1 000058 


4. 12 


7. 08 


26. 9 


62. 55 


67. 32 


49. 15 






ADRGL 1000069 


1.91 


1.68 


2. 47 


14. 19 


14. 54 


13. 74 


** 




ADRGL1 000077 


1.98 


2 


2. 54 


5.5 


2. 9 


4. 16 






ADRGL1 000092 


2. 99 


4. 79 


12. 53 


21.46 


22. 09 


26. 19 


** 




ADRGL 1000099 


2. 77 


4. 79 


12. 85 


23. 61 


24. 02 


25. 56 


** 


+ 


ADRGL1000136 


20. 49 


27. 18 


31.85 


62.44 


40. 69 


48. 29 


* 


+ 


ADRGLT000147 


2.09 


2. 58 


5.47 


5. 69 


7. 52 


3. 85 






ADRGL1000159 


1.51 


1.77 


3. 07 


3.4 


4. 71 


2. 59 






ADRGL1000160 


2. 42 


4. 34 


6. 89 


8. 08 


7. 24 


7. 06 






ADRGL1000171 


0. 95 


1.11 


1.64 


1.89 


2. 69 


1. 87 






ADRGL1000181 


0. 64 


1.37 


1. 74 


3.99 


4. 27 


3. 89 


** 


+ 


BGG I 1100001 5 


2.13 


3. 89 


5. 02 


10. 49 


11.35 


9. 14 


** 


+ 


BGG 1 1100001 6 


27.77 


35.71 


52. 17 


57. 18 


48.51 


63. 57 






BGG 1 1100001 7 


1.29 


3.19 


3. 14 


3. 24 


3. 65 


2. 34 






BGG 1 11000022 


4. 72 


4. 45 


6. 75 


10. 71 


5. 56 


8. 27 






BGG 1 11000031 


4. 47 


6.58 


8. 77 


14. 79 


11.63 


10. 04 


* 




BGG 1 1 1 000042 


9.55 


11.29 


20.54 


23. 39 


18. 75 


20. 23 






BGG I 11000046 


8. 56 


9. 77 


17. 04 


34. 24 


30. 76 


25. 79 


** 


+ 


BNGH41 000020 


246.16 


211.77 


380. 83 


658. 32 


647. 37 


559. 16 


** 


+ 


BNGH41 000025 


4. 31 


3.12 


6. 92 


11.4 


13. 1 


15. 01 


** 


+ 


BNGH41 000026 


2.71 


4. 77 


7.53 


4.45 


7.17 


6. 23 






BNGH41 000027 


11.52 


13.5 


12.69 


20. 62 


12.48 


24. 91 






BNGH41 000035 


23. 02 


25.91 


36.46 


51.05 


31. 83 


41. 67 






BN6H41 000037 


2.7 


5.21 


6. 72 


12. 95 


8. 98 


8. 59 


* 




BNGH41 000042 


14. 55 


16. 06 


22. 84 


49. 62 


37. 57 


36. 25 


** 


+ 


BNGH41 000048 


3. 92 


6. 27 


25. 68 


66. 19 


74.4 


66. 21 


** 


+ 


BNGH41 000056 


0. 74 


1.75 


3.26 


5. 28 


7. 34 


3. 75 


* 


+ 


BNGH41 000087 


3. 36 


4. 08 


5.19 


5.59 


8.15 


3.01 






BNGH41 000091 


0.18 


1.45 


2.47 


2.72 


3.4 


2.14 






BNGH41000157 


6. 93 


7.99 


6.23 


13. 37 


10. 28 


9.98 


* 


+ 


BNGH41000169 


1.09 


1.53 


2.99 


2. 77 


4. 23 


2. 59 






BNGH41000181 


3.5 


4. 06 


7.5 


5. 71 


6. 81 


6. 09 
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BNGH41000198 


1.32 


2.3 


4. 35 


2. 06 


2. 55 


2. 22 




BNGH41000219 


2. 29 


3.91 


5.61 


12. 4 


13.73 


10. 76 


** 


BNGH4 1-000229 


9. 65 


9. 99- 


-12.99 


18. 34 


18.92 


18. 94 


** 


BNGH41 000237 


8.4 


12. 99 


12. 61 


27. 63 


11.26 


13.45 




BNGH41 000238 


1.56 


2.59 


6.77 


3. 45 


4. 55 


3.32 




BNGH41 000243 


5. 56 


8. 95 


6. 71 


15. 03 


12.55 


16. 36 


** 


BNGH41 000270 


2. 94 


2. 77 


2. 88 


3. 67 


3.99 


3. 74 


** 


BRAWH 1000004 


1 


2.19 


6. 99 


6.45 


8. 36 


6 




BRAWH1000018 


1.8 


2. 24 


5. 06 


4.43 


6.95 


5. 24 




BRAWH1 000021 


1.33 


2. 73 


4. 81 


4.16 


5. 85 


5.21 




BRAWH1 000027 


0. 58 


1.7 


1.62 


2. 39 


3.65 


2. 63 




BRAWH1 000029 


2. 32 


3. 63 


! 6.21 


6. 03 


6. 73 


4. 81 




BRAWH1 000040 


4. 68 


4. 98 


8. 01 


7. 28 


7.2 


8. 67 




BRAWH 1000050 


11.04 


10. 47 


43.79 


51.7 


73.7 


60. 92 


* 


BRAWH1000051 


2.14 


0. 63 


2. 71 


2. 25 


4.43 


1.04 




BRAWH1 000060 


7. 84 


8. 07 


48. 26 


59.16 


66.12 


63.86 


* 


BRAWH1 000075 


1.85 


1.86 


2. 98 


2. 07 


4.4 


2. 34 




BRAWH1 000081 


1.88 


2. 78 


7.19 


5.9 


10. 82 


7.4 




BRAWH1 000084 


30. 23 


30. 57 


65.21 


235. 81 


180. 86 


211.35 


** 


BRAWH1 000095 


1.38 


2.47 


4.51 


3 


4. 78 


2. 67 




BRAWH1 000096 


1.37 


2. 89 


4.71 


3.7 


4.8 


5.17 




BRAWH1 000097 


3. 32 


3. 27 


10. 74 


9. 24 


10. 62 


7.75 




BRAWH1000100 


4. 77 


5.19 


7.69 


6. 98 


7.06 


7. 28 




BRAWH1000101 


12 


12.04 


36. 52 


46.19 


41.09 


50. 21 


* 


BRAWH1000104 


1.37 


0. 92 


4. 33 


1.47 


4. 47 


2. 41 




BRAWH1000107 


0. 62 


1.88 


2. 48 


2. 43 


5. 03 


3. 15 




BRAWH1000110 


4.4 


4. 06 


16. 81 


13.87 


11. 1 


15. 74 




BRAWH1000111 


3. 98 


6. 14 


6.05 


8. 85 


8. 95 


10. 64 


* 


BRAWH1000135 


4. 95 


4.91 


7.7 


7. 37 


9.42 


9.98 




BRAWH1000190 


2. 22 


3. 84 


5.07 


4. 66 


7.16 


4. 99 




HEMBA1 000005 


5.91 


6.44 


11.97 


17. 55 


22. 88 


18. 65 


* 


HEMBA1 000006 


2.61 


3.17 


4. 64 


3. 08 


8:49 


4. 75 




HEMBA1000012 


10. 97 


11.75 


51.07 


71.4 


106. 82 


74. 8 


* 


HEMBA1 000020 


50.65 


49.12 


113.3 


197.41 


293. 79 


216.89 


* 


HEMBA1 000030 


1.93 


3.08 


4.67 


5.72 


3.62 


6.43 




HEMBA1 000034 


3.27 


3.21 


5.35 


4. 62 


10. 29 


6.85 




HEMBA1 000042 


1.64 


3.17 


6 


4. 72 


6. 92 


8.12 




HEMBA1 000045 


7.13 


9.44 


11.07 


9. 55 


14.43 


10.44 




HEMBA1 000046 


1.14 


2. 24 


2. 77 


3. 73 


5.3 


4. 34 


* 
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HEMBA1 000047 


1. 17 


1.99 


3.83 


2. 98 


4. 47 


3. 78 








HEMBA1 000048 


3. 76 


4.75 


3. 64 


8. 73 


12. 38 


5. 48 






5 


HEMBA1000050 


0. 48 


1.77- 


1.78 


1.4 


3.39 


1.46 








HEMBA1 000053 


1.64 


1.28 


2. 57 


4. 68 


4. 03 


3. 99 


** 






HEMBA1 000060 


1.88 


2. 71 


4.51 


7.29 


7. 94 


9. 74 


** 




10 


HEMBA1 000072 


52. 79 


53.46 135.73 165.97 221.75 


230. 97 


* 




HEMBA1 000073 


16. 54 


11.43 


27. 32 


22.4 


36. 09 


33. 78 








HEMBA1 000076 


5. 06 


5.33 


9.77 


12.16 


10.46 


11.15 


* 






HEMBA1 000084 


4. 75 


4. 46 


20. 71 


30.15 


43.67 


33. 92 


* 




15 


HEMBA 1000087 


0.51 


1 


3. 32 


0. 65 


2.82 


1.61 








HEMBA1 000088 


1.98 


2. 97 


4.6 


6.2 


9. 87 


8. 46 


* 


+ 




HEMBA 1 000091 


6. 36 


5.4 


17.56 


30.15 


44. 04 


35.43 


** 


+ 




HEMBA1000111 


1.52 


1.77 


3. 63 


5.29 


6. 65 


6. 4 


** 


+ 


20 


HEMBA1000121 


0. 86 


1. 17 


3. 58 


3. 52 


4. 47 


5.83 








HEMBA1000128 


1.52 


2. 99 


6.04 


4. 28 


6. 05 


5. 93 








HEMBA1000129 


2.04 


1.81 


3. 95 


2. 66 


3. 26 


3. 32 






25 


HEMBA1000141 


2.31 


3.45 


5.98 


3. 56 


6.67 


5. 6 








HEMBA1000146 


0.84 


1.29 


2. 96 


1.93 


4. 98 


3. 52 








HEMBA1000150 


3.34 


3.29 


10. 65 


8.27 


11.97 


9.46 








HEMBA1000154 


25.17 


29.21 


82. 33 


128.3 134.42 


139.59 


** 


+ 


30 


HEMBA1000156 


3.28 


4 


5. 87 


8. 69 


6.19 


6. 13 








HEMBA1000158 


7. 98 


10. 04 


12.52 


16. 99 


15.47 


12. 88 








HEMBA1000168 


1.21 


2.2 


4.11 


5.7 


7.3 


5. 21 


* 


+ 


35 


HEMBA1000180 


0.4 


2. 04 


2. 87 


2. 86 


4.06 


2. 05 






HEMBA1000185 


1.65 


3. 84 


4. 88 


7.5 


9.46 


9.07 


** 


+ 




HEMBA1000188 


1.37 


1.64 


3. 31 


4. 94 


4.19 


3. 35 








HEMBA1000193 


1.53 


0. 66 


3. 16 


2. 68 


4. 33 


2. 5 






40 


HEMBA1000194 


2.18 


2. 95 


5. 68 


9.11 


8. 74 


8. 83 


** 


+ 




HEMBA1 000201 


2.6 


4. 47 


9. 74 


13.45 


14.8 


14. 65 


# 


+ 




HEMBA1 000213 


1.33 


1.95 


2. 76 


2. 08 


4. 49 


3. 7 








HEMBA1000216 


1.26 


1.82 


3. 27 


2. 92 


5.2 


3. 47 






45 


HEMBA1 000227 


0. 99 


2. 27 


2. 38 


3.28 


4.21 


1. 83 








HEMBA1 000231 


1.5 


1.97 


5 


7. 56 


7.19 


6. 16 


* 


+ 




HEMBA1 000237 


4.5 


6. 13 


9.14 


14. 79 


18.3 


14. 71 


** 




50 


HEMBA 1 000243 


0.6 


1.89 


3.01 


4.3 


4. 34 


3. 67 


* 






HEMBA 1 000244 


1.54 


2.45 


3. 78 


6. 08 


5. 58 


3. 36 








HEMBA1 000251 


1.15 


1.92 


2. 97 


2. 26 


4. 59 


3.22 








HEMBA1 000254 


0. 69 


1.8 


4.81 


3.57 


4. 97 


3. 58 






55 


HEMBA1 000264 


0. 84 


2. 28 


3. 01 


2. 84 


3. 23 


3.12 
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UCUR A 1 ftflftOAO 

MLfflpA 1 UUUjcdM 








4. 41 


4. 09 


2. 51 






HPUR A 1 AArt97tC 
ntrnDA 1 UUUi / o 


5^1 


4 29 


8 03 


7. 96 


12. 04 


8. 54 




5 


ucuDAinnnocr> 
ntnUDA i-uuu<dov 


1 43 


0 83 


2 19 


3. 3 


4. 08 




** 




UCUP. A 1 fifiAOQO 
nfcWIDn I UUUZOZ 




101 


4 23 


6. 29 


7. 01 


5. 46 


* 




HEMBA1 000287 


2. 86 


3 19 


4 45 




6. 04 


6. 37 


** 




HEMBAl UOuzoe 


1.37 


2. 23 


6 13 


3" 51 


6. 02 


3 85 




10 


HEMBA1 000290 


1. 01 


2. 17 


4.11 


2. 46 










HEMBA1 000296 


2. 4 


3.66 






6 55 


5. 84 






HEMBA1 000300 


1. 22 


2.73 


6 6 


7 64 


8 88 






15 


HEMBA1 000302 


0. 93 


2.17 


2. 86 


3. 04 


3. 4 


1 97 






HEMBA1 000303 


1. 36 


2. 15 


3. 57 


4. 13 


4.43 








HEMBA1 000304 


1. 06 


1. 99 


4. 26 


5. 51 


7. 28 


4. 87 






HEMBA1 000307 


1. 21 


1. 73 


2. 65 


4. 4 


5.64 


2. 99 




20 


HEMBA1000312 


6 


8. 7 


10. 77 


13.2 


9.18 








HEMBA1000318 


1. 5 


4. 22 


3. 25 


5. 39 


6.05 


4. 49 






HEMBA1 000327 


2. 18 


3. 7 


3. 34 


10. 58 


6. 06 


6. 02 




25 


HEMBAl 000333 


0. 68 


2. 75 


4. 33 


3.12 


4. 74 


2. 98 






HEMBAl 000338 


1. 61 


2. 84 


5. 33 


5. 8 


5. 78 


4. 32 






HEMBA1 000343 


1. 79 


3. 5 


3. 69 


5. 55 


6. 7 


3. 99 






HEMBA 1000349 


0. 97 


1. 52 


3. 24 


3. 9 


5. 37 


4. 09 




30 


HEMBA 1000351 


1.6 


2. 06 


5. 75 


4. 8 


6. 22 


5. 24 






HEMBA1 000355 


1. 52 


3. 09 


4. 09 


3. 78 


5. 14 


3. 59 






HEMBA1 000356 


9. 3 


10. 42 


14. 39 


26. 93 


22. 26 


24. 97 




35 


HEMBA1 000357 


1. 88 


2. 11 


4. 76 


3. 81 


5. 7 


4. 62 




HEMBA1 000366 


1. 67 


1. 94 


3. 83 


3.14 


4. 75 


3. 28 






HEMBA1 000369 


1. 87 


2. 94 


5.17 


2. 82 


5.2 








HEMBA1 000370 


2. 45 


3. 4 


4. 63 


3. 75 


5.34 






40 


HEMBA1 000376 


3. 64 


4. 55 


14. 48 


26. 69 


29. 98 


28. 36 






HEMBAl 000387 


2. 95 


3. 19 


6. 2 


7.85 


7. 62 








HEMBA1 000389 


2. 88 


3. 74 


8. 83 


14.4 


10. 9 


1 " 






HEMBA1 000390 


1. 86 


2. 27 


3. 5 


4. 28 


4. 98 


3.95 




45 


HEMBA1 000392 


1. 49 


1 . 4 


3. 06 


2. 58 


3.78 


1.94 






HEMBAl 000396 


1. 82 


2. 16 


3. 45 


3. 43 


4. 93 


3. 34 






HEMBA1 00041 1 


1. 01 


1. 41 


4. 49 


1. 94 


4. 41 


2.21 




50 


HEMBA1000418 


2. 85 


3. 21 


4. 41 


7. 75 


6, 81 


5. 17 






HEMBA1 000422 


0. 99 


1.89 


2. 14 


2. 64 


4. 03 


2. 89 






HEMBA1 000428 


0. 36 


2.43 


3.09 


2. 58 


3.31 


2. 75 






HEMBAl 000434 


0.54 


2.19 


2. 93 


2. 11 


3.6 


2. 69 




55 


HEMBA1 000442 


0. 82 


2.2 


3. 37 


2.13 


3.8 


2.28 
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HEMBA1 000443 


1.19 


1.9 


3.12 


2. 99 


6. 28 


3.59 








HEMBA1 000446 


38. 48 


43.56 


75. 05 


56. 34 


60. 86 


69. 87 






5 


HEMBAt00O456 


5. 19 


4. 4V 


• -6.5 


7. 45 


5. 62 


8. 77 








HEMBA1 000459 


1.95 


2.11 


4. 24 


3. 46 


6.17 


5.55 








HEMBA1 000460 


7. 46 


7.84 


8. 87 


13. 59 


12. 54 


18. 45 


* 


+ 




HEMBA1 000462 


2.11 


3.51 


5.04 


6. 05 


5.16 


7. 49 






10 


HEMBA1 000464 


1.33 


0.96 


1.73 


1.69 


2. 74 


2. 53 








HEMBA1 000468 


1.25 


1.44 


2. 43 


1.69 


3.48 


2. 22 








HEMBA1 000469 


2. 89 


3. 37 


8.1 


5. 42 


8.81 


8.01 






15 


HEMBA1 000477 


2. 87 


3. 03 


7.4 


5. 41 


9.68 


6. 83 








HEMBA1 000481 


29. 67 


31.97 


31.95 


42. 76 


52. 75 


25. 82 








HEMBA1 000488 


1.75 


2. 43 


*2. 96 


3.11 


5.9 


3 








HEMBA1 000490 


1.34 


2 


3. 49 


4. 41 


3.7 


2. 88 






HEMBA1 000491 


1.21 


1.71 


2. 85 


4. 24 


4. 99 


5.97 


* 


+ 




HEMBA1 000498 


2.12 


3.21 


4. 55 


4. 39 


7. 76 


5. 94 








HE1MBA1 000501 


2. 22 


3.36 


6. 25 


6.44 


8.93 


9. 74 


* 


+ 


25 


HEMBA1 000504 


2. 93 


3.18 


4. 82 


3.63 


5.37 


3. 83 








HEMBA1 000505 


0. 81 


1.97 


3. 33 


2. 72 


5.1 " 


3.58 








HEMBA 1000507 


1.02 


2. 24 


5.29 


4. 17 


8. 62 


7 








HEMBA1 000508 


2. 25 


2.3 


7.65 


4. 84 


8.57 


6. 64 






30 


HEMBA1000518 


1.38 


0.96 


0. 98 


1.89 


2. 97 


1.8 


* 


+ 




HEMBA1000519 


9.5 


7. 28 


15.97 


19. 28 


20. 99 


19. 72 


* 


+ 




HEMBA1 000520 


0.45 


1.12 


1.18 


1.94 


4.83 


4.3 


* 


+ 


35 


HEMBA 1 000523 


2.32 


1.88 


3.22 


3.48 


5. 33 


3. 65 






HEMBA1 000531 


1.39 


1.46 


2.44 


2. 67 


5.34 


4. 63 


* 


+ 




HEMBA1 000534 


0. 55 


0. 95 


2. 97 


6. 63 


11.62 


10. 39 


** 


+ 




HEMBA1 000538 


0.51 


1.08 


2.31 


12. 58 


21.02 


13.18 


** 


+ 


40 


HEMBA1 000540 


2.8 


3.11 


6.06 


5. 82 


10. 38 


6.39 








HEMBA1 000542 


9.16 


7. 79 


43. 94 


62. 25 


95.7 


81. 15 




+ 




HEMBA1 000545 


1.51 


2.31 


1.65 


3.19 


4. 29 


3.7 


** 


+ 




HEMBA1 000547 


2. 99 


3.12 


4. 94 


4. 94 


5.3 


4. 97 








HEMBA1 000551 


2.32 


1.99 


9. 54 


4. 68 


7. 33 


9. 81 








HEMBA 1000555 


3.81 


3. 23 


6. 39 


5. 03 


6.43 


8. 08 








HEMBA1 000557 


2.16 


2. 06 


6. 07 


3. 98 


6. 46 


5.06 






50 


HEMBA1 000561 


1.71 


2.9 


4.9 


1.63 


4. 39 


3.67 








HEMBA1 000563 


1.73 


1.85 


4. 09 


2. 72 


3.94 


2. 83 








HEMBA1 000567 


1.02 


1.01 


1.67 


1.21 


2.59 


1.92 








HEMBA1 000568 


2.19 


2.5 


6. 09 


7.62 


6. 65 


6.84 






55 


HEMBA1 000569 


1.3 


2.8 


3.02 


2.18 


6. 47 


2.3 
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HEMBA1 000575 


3. 73 


4.91 


10. 84 


10. 19 


15. 17 


13. 08 








HEMBA1 000588 


1. 75 


2. 49 


4. 16 


3. 12 


5. 5 


3. 83 






5 


HEMBA1000590 


0. 59 


1.02 


-2.06 


2. 24 


2. 53 


1. 35 








HEMBA1 000591 


3. 17 


3. 3 


5. 18 


10. 84 


12. 16 


9. 8 


** 


+ 




HEMBA1 000592 


4. 2 


5.19 


7. 77 


13.85 


14. 94 


11. 78 


** 


+ 


10 


HEMBA1 000594 


1. 95 


1.97 


3. 16 


4 


5. 86 


4. 94 


* 


+ 


HEMBA1 000604 


1. 19 


3. 37 


3. 48 


5. 41 


10.91 


5. 29 








HEMBA1 000607 


2. 83 


5. 09 


12.7 


15.52 


18.13 


20. 66 


* 


+ 




HEMBA1 000608 


0.9 


2.34 


2. 46 


2.6 


5.5 


2. 31 






15 


HEMBA1 000622 


0.96 


2.19 


3.55 


3.61 


5. 24 


3.8 








HEMBA1 000634 


17. 56 


22. 96 


30. 36 


71.62 


60. 59 


51.59 


** 


+ 




HEMBA1 000636 


4. 59 


3.95 


! 6. 78 


15.48 


12. 35 


12. 73 


** 


+ 




HEMBA1 000637 


0.93 


0. 48 


2. 58 


2.42 


3. 19 


2. 21 








HEMBA1 000655 


1.33 


2.11 


4.84 


6. 91 


5. 57 


6.31 


* 


+ 




HEMBA1 000657 


1.35 


1.78 


3.24 


4. 89 


5. 28 


3. 26 


* 


+ 




HEMBA 1000662 


1.3 


2. 42 


2. 73 


2. 52 


3.78 


2.72 






25 


HEMBA1 000664 


0. 94 


1.6 


2. 87 


3.11 


4.63 


2.94 








HEMBA1 000671 


2. 96 


3. 84 


11.68 


21.25 


18.69 


15. 76 


* 


+ 




HEMBA1 000673 


1.46 


2. 23 


4. 76 


7. 44 


7.49 


5.51 


* 


+ 




HEMBA1 000675 


4.18 


3.09 


4. 54 


8.18 


7.19 


8.04 


** 


+ 


30 


HEMBA1 000678 


2. 23 


2.7 


4. 47 


5.03 


7.16 


5. 16 








HEMBA 1000682 


3.4 


4. 64 


8. 41 


13.76 


13.69 


14. 29 


** 


+ 




HEMBA1 000686 


2.73 


3.88 


4. 83 


6.23 


6.6 


5. 32 


* 


+ 


35 


HEMBA1 000702 


1.56 


2.07 


5.25 


4.15 


5.78 


4. 32 






HEMBA1 000705 


0. 65 


1.71 


3.43 


2.34 


3.21 


1.64 








HEMBA1000713 


3.31 


5.6 


6.12 


6. 94 


5. 86 


5. 47 








HEMBA1000718 


2.14 


2.7 


5. 25 


6.11 


5. 09 


5. 95 






40 


HEMBA1000719 


9.64 


12. 27 


17. 77 


16. 64 


15. 52 


15. 64 








HEMBA1 000722 


1.97 


1.7 


3.6 


6. 55 


6.45 


5.02 


** 


+ 




HEMBA1 000726 


2.2 


2. 23 


5.12 


9.4 


8. 77 


9. 36 


** 


+ 




HEMBA1 000727 


4. 09 


5.35 


6. 41 


5. 13 


9. 08 


8. 37 








HEMBA1 000732 


1.22 


2. 74 


4.21 


4. 93 


5.58 


4.42 








HEMBA1 000736 


1.56 


2.15 


3. 24 


4.11 


5.19 


4. 62 


* 


+ 




HEMBA1 000743 


1.25 


2. 72 


3. 41 


5.05 


4. 88 


4.16 


* 


+ 


50 


HEMBA1 000745 


1.59 


2. 47 


3. 64 


4. 88 


5. 33 


3. 49 








HEMBA1 000747 


1.19 


1.59 


2. 56 


2. 35 


3.12 


1.49 








HEMBA1 000748 


1.67 


1.51 


4. 85 


5.11 


6.08 


4.81 








HEMBA1 000749 


1. 14 


2. 04 


5. 69 


5. 98 


5. 91 


5. 96 






55 


HEMBA 1 000752 


1.4 


2.3 


4. 38 


3. 69 


4. 53 


3. 85 







1112 



EP 1 074 617 A2 





HEMBA1 000753 


2. 56 


4. 21 


6. 53 


7. 98 


8. 59 


4. 93 






HEMBA1 000757 


1.95 


2. 95 


3. 27 


6. 33 


6. 68 


5.94 " 


** 


5 
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3.71 


3.81- 


-6.62 


6. 96 
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6. 89 
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2. 36 


5.17 


3.48 


5. 87 


2. 85 
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1 
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3.07 


2. 17 
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1.4 
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2. 69 


2. 76 


6. 37 


6. 29 


7. 77 
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1.12 


2. 33 
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4. 78 
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2. 39 
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7.84 
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* 
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* 
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4. 49 
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HEMBA1 000835 
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2.7 


5.61 


2. 74 
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1.95 


1.83 
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3.52 


5. 49 


3. 83 
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2. 79 
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2. 77 


5. 39 
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1.29 


2.51 


2. 84 


3.97 


2. 38 






HEMBA1 000870 


2. 56 


2. 97 


2. 59 


3. 39 


5.16 


5.49 


* 


35 
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1.44 


2. 87 


4.01 


4.31 


4.14 


4. 34 




HEMBA1 000875 


1.89 
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5 


3.8 


4. 38 


3. 77 






HEMBA1 000876 


1.75 


3. 36 


4. 64 


3.9 


6.21 


4.9 






HEMBA1 000907 


1.99 


2. 47 


3. 81 


3.21 


7.15 


5. 53 




40 


HEMBA1 000908 


0. 81 


2. 06 


3. 85 


2 


5. 43 


1.98 






HEMBA1 000910 


1.97 


1.61 


3.71 


3. 35 


5.25 


2.98 






HEMBA1000918 


0. 76 


1.34 


4.37 


4. 93 


6. 54 


6. 95 


* 




HEMBA1000919 


0. 86 


1.97 


2.19 


2. 49 


3. 07 


3. 07 






HEMBA1 000934 


2.5 


2. 56 


1.16 


2.14 


3.51 


2.5 






HEMBA1 000935 


1.46 


1.62 


4.21 


2. 08 


5.15 


3.64 






HEMBA1 000940 


1.98 


3. 08 


3. 1 


2. 52 


9. 96 


5.72 
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HEJUBA1 000942 


2.31 


2. 27 


4. 77 


4.81 


7. 75 


6.69 






HEMBA1 000943 


0. 58 


1.25 


2. 28 


1.83 


3. 38 


2.18 






HEMBA1 000946 


3. 63 


4.04 


4.54 


6.87 


14.9 


8.4 






HEMBA1 000960 


2. 63 


3.48 


9. 97 
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1.99 


2.18 
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4. 43 
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** 



1113 



EP 1 074 617 A2 





HEMBA1 000968 


1.73 


1.86 


4. 7 


4. 1 


4. 83 


4. 66 








HEMBA1 000971 


1.75 


2. 51 


2.9 


4.18 


5. 27 


5. 71 


** 


+ 


5 


HEMBA1000972 


1.45 


1.57- 


- 3. 83 


2. 63 


4.44 


3.49 








HEIUBA1 000974 


1.69 


2. 69 


6. 33 


7.39 


9. 35 


8. 82 


* 
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0. 9 


1.83 


4. 17 


3.31 


5. 54 


5. 12 
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1.45 


1.69 


3. 98 


2. 55 


6. 12 


3. 93 
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HEMBA1000981 


4.21 


6.9 


9.5 


11.75 


13. 27 


14. 72 
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HEMBA1 000983 


1.94 


1.45 


3.01 


3.89 


4. 53 


4. 15 


* 
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HEMBA1 000985 


1.58 


0. 92 


2. 75 


1.73 


3. 28 


2. 79 
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HEMBA1 000986 


1.2 


1.48 


2. 47 


3.61 


4. 91 


4. 26 


** 


+ 




HEMBA1 000991 


1.56 


1.86 


3.8 


3.11 


5. 05 


5. 96 








HEMBA1001007 


0.89 


1.08 


*4. 08 


1.84 


3. 89 


2.71 








HEMBA1001008 


3.64 


3. 41 


5. 86 


3. 89 


7. 89 


4. 95 








HEMBA1001009 


0. 89 


1.3 


3. 07 


1.58 


3. 83 


1.81 








HEMBA1001014 


3.54 


4.39 


9.91 


11.82 


15, 38 


14. 12 


* 


+ 




HEMBA10O1017 


4. 21 


2. 82 


5.6 


6.04 


5. 41 


8. 55 






25 


HEMBA1001019 


1.92 


2.81 


3. 97 


8.71 


7. 74 


8. 29 


** 


+ 




HEMBA1001020 


1.23 


2.71 


2.3 


2.84 


5. 05 


3. 6 








HEMBA1001021 


1.07 


1.62 


2. 89 


3.13 


5. 24 


2. 63 








HEMBA1001022 


2. 29 


2. 25 


4. 35 


6. 33 


8. 57 


3.81 






30 


HEMBA1001024 


0.31 


1.14 


2. 16 


2. 87 


3.97 


1.26 








HEMBA1001026 


0.42 


1.52 


1.86 


2 


3. 22 


2 








HEMBA1001043 


1.43 


2. 46 


2. 38 


4. 63 


5. 28 


4. 25 


** 


+ 


35 


HEMBA1001051 


3. 36 


2. 79 


11.52 


13. 26 


18. 17 


18.47 


* 


+ 


HEMBA1001052 


0. 86 


2.15 


2.18 


1.75 


3.58 


2.48 








HEMBA1001059 


5.62 


9.28 


26. 25 


40. 62 


56.12 


43.49 


* 


+ 




HEKIBA1001060 


2. 66 


3.67 


6.45 


10. 78 


8. 35 


9. 62 


* 


+ 


40 


HEMBA1001064 


2. 12 


2. 87 


3.3 


6.04 


6.48 


4.69 


** 


+ 




HEMBA1001071 


29.39 


41.54 


55. 57 


143.9 


102.43 


121.71 


** 


+ 




HEMBA1001077 


2.37 


1.77 


5. 21 


5. 36 


6. 66 


3.96 








HEMBA1001078 


2. 18 


2.6 


5.91 


13.3 


13.21 


11.09 


** 


+ 




HEMBA1001080 


4. 03 


3. 46 


11.86 


24.15 


26. 66 


26. 65 


** 


+ 




HEMBA1001084 


1.27 


2. 37 


2.9 


5. 07 


5.88 


5.13 


** 


+ 




HEMBA1001085 


1.24 


2. 87 


4.04 


4. 34 


5.41 


4. 56 






50 


HEMBA1001088 


6. 62 


6 


8.04 


3. 79 


4. 34 


5.81 






HEMBA1001093 


0. 61 


1.76 


2. 72 


3.09 


3. 02 


2. 99 








HEMBA1001094 


0. 64 


0. 78 


2. 07 


2.08 


2. 99 


1.99 








HEMBA1001099 


1.01 


1.72 


3 


2.5 


2. 95 


2. 26 






55 


HEMBA1001104 


1.2 


1.75 


2. 63 


3. 64 


8. 04 


3.3 
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HEMBA1001109 


4. 87 


3. 77 


8. 57 


11.32 


14. 48 


11. 73 


* 




HEMBA1 001 1 1 4 


44. 68 


41. 2 


93.35 141.87 


145. 19 


167.76 


** 


5 


HEMBA1001121 


2. 14 


2. 03 


- -3. 87 


2. 41 


6 


3.25 
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9. 79 


10 


14. 12 


7. 73 


11.5 


22. 69 






ntmoA i uu i i £o 






5. 2 


5. 81 


6. 02 


4. 95 






hcurai nm im 

ntmDA I UU I I oo 


0. 97 


1. 69 


2 65 




3. 84 


1. 21 




10 






1. 73 




3 74 


3. 36 


2. 54 






HEMBA1001140 


0 23 
* 


2.75 




3 2 




4. 34 


* 




HEImJAlOOl 144 


4.12 






14 3 


14. 12 


13. 96 


** 


15 


HEMBA1001145 


47. 87 


43. 87 


5 7 


98 4 










HEMBA1 001 1 58 


7. 55 




11.62 


13.0 


7. 58 


12. 5 






UCM0A1 AA1 1 lO 

nhMDAl 001 1 / 2 




2 85 


4.37 


5.32 


5. 77 


5 u 


* 




UCUDA1 AA1 1 Ik 

nhMDAl 001 1/4 


0. 95 


.0 


2.83 


3. 88 


6. 31 


3. 25 






HEMBA1001 175 


6.93 


8.56 


10.73 


14.17 


145 4 36 








HEMBA1001 182 


16. 93 


19.89 


82. 44 


135. 93 




122 22 






HEMBA1001 184 


1.41 


1.24 


2.45 


1.85 


3 03 


1 47 




25 


HEMBA1001192 


1.72 


1.75 


4. 01 


5.65 


5 17 


3 98 






ntlfltSAl 00 1 1 yo 


2.31 


3.63 


7. 61 


9. 43 


10. 51 


8. 97 


* 




HEMBA1 001 1 97 


31.18 


35. 89 


86. 14 


95. 35 


83. 09 


93. 59 






HEHBA1 001 208 


1. 83 


2.59 


3 










30 


HEMBA1 001 21 3 


12. 99 


16.12 


69.9 


102.88 


119 96 


113 72 






HEMBA1 001 21 4 


1. 39 


3.11 


4. 36 


5.14 


04 


4 62 






HEMBA1001221 


1.63 


1.62 


3.66 


2. 06 


4 19 


1 89 






HEMBA1 001 225 


1.06 




3.53 


1.44 


3 43 


1 52 




35 


nhMDAlUUI22o 






11.94 


13.58 


15 58 


14 92 


* 




UCUDA1 AA1 lOO 

n£MtJA1001228 


4^76 


75 


102.4 


38. 23 


64 63 


78 89 






UCAAC A -1 AIM OOfl 

ntmDAIOOl/iiiJ 


72 *18 


21 39 


82.05 115.91 


145 39 


128 91 


* 


40 


HhMtSAl 001 1 Jo 




4 11 


6. 48 


7.31 


6. 7 


10. 2 






WPUR A 1 Afl 1 01ft 


2 46 


2 49 


7. 23 


4.6 


6. 94 


4. 74 






MCURA1 AA1 OA 1 ? 
ntmDA 1 UU 1 


15 36 


14 03 


91.45 


92.81 


94. 02 


90. 34 






UCIWA1 AA1 Oil "7 

nhMBAl 00124/ 


4. 41 


4 36 


12.46 


12.48 


14. 07 


15. 62 






UCUDA1 AA1 OCO 

ntMDAI 001 2oo 


8. 79 


1 4 


61.56 


77.17 


10 4 29 


94. 81 


* 




UCUR A i AA1 OCT 

nfcl»DA10012o/ 


1. 98 


2.71 


3. 78 


3. 52 




3. 17 






HEMBA1001261 


3. 01 


3. 18 


4.56 


4.54 


75 






50 


HEMBA1001262 


1. 48 




2.81 


2. 42 


4*34 


4 59 




HEMBA1001265 


2. 76 


3.21 


6. 85 


5.5 


7. 32 


5. 1 






HEMBA1001266 


3. 97 


3.17 


6. 31 


7.8 


10.5 


8. 38 


* 




HEMBA1001269 


15. 98 


10.36 


12. 79 


22. 69 


24. 71 


25. 21 


** 


55 


HEMBA1001272 


1.31 


2.04 


4.3 


1.62 


5.12 


2. 07 
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HEMBA1001279 


2. 54 


3. 52 


13. 6 


18. 68 


23. 45 


18. 99 


* 




HEMBA1001281 


16. 58 


20. 99 


40.84 


47. 71 


59. 04 


45. 72 


* 


5 


HEMBA1001286 


3.25 


4. 71- 


40. 71 


11. 24 


10. 65 


12. 38 






HEMBA1001289 


0.41 


1.57 


1.64 


1.3 


3. 57 


2. 41 






HEMBA1001291 


3. 52 


4. 58 


9. 53 


10. 91 


18. 3 


18. 8 


* 




HEMBA1001294 


2.01 


1. 81 


4.6 


4. 04 


7. 73 


5. 12 




10 


HEMBA1001296 


3.4 


3.52 


4. 37 


3. 77 


5. 94 


5. 22 






HEMBA1001297 


2.88 


3.61 


5.51 


4. 81 


6.88 


5. 38 






HEMBA1001299 


2. 49 


2.9 


6.21 


6.45 


8. 84 


7.74 


* 


15 


HEMBA1001302 


9.42 


11.94 


15.5 


23.25 


35. 12 


25.74 


* 




HEMBA1001303 


1.8 


1.99 


2. 61 


3.57 


3.8 


3.3 


** 




HEMBA1001306 


1.4 


1.15 


i 

2. 85 


5.01 


4.46 


4. 82 


** 




HEMBA1001308 


3.43 


4. 37 


16.7 


16.31 


18. 28 


21.75 






HEMBA1001310 


1.93 


1.71 


4.17 


2. 38 


6. 26 


3.28 " 






HEMBA1001312 


10. 09 


10. 35 


17. 42 


20.51 


24.71 


21.67 


* 




HEMBA1001319 


1.23 


1.41 


3. 85 


2. 23 


4. 27 


4. 01 




25 


HEMBA1001322 


1.81 


2. 29 


4.17 


2. 83 


4. 74 


3.78 






HEMBA1001323 


4. 04 


3. 65 


8.44 


14. 68 


23.44 


18. 68 


* 




HEMBA1001326 


8. 79 


7. 35 


10.15 


12. 24 


13. 62 


15.04 


* 




HEMBA1001327 


0.94 


1.65 


3.18 


3. 55 


5.18 


4. 56 


* 


30 


HEMBA1001330 


1.59 


2. 22 


6. 96 


7. 36 


9. 28 


9. 64 


* 




HEMBA1001348 


1.68 


3. 99 


3.89 


6.33 


9. 84 


7.47 


* 




HEMBA1001350 


5.28 


4.16 


6. 34 


7. 24 


13. 17 


10. 12 




35 


HEMBA1001351 


15. 37 


14. 99 


17. 64 


37. 37 


49.52 


25. 96 


* 


HEMBA1001352 


3. 25 


3.62 


5. 97 


8. 16 


13. 65 


5. 75 






HEMBA1001353 


30. 24 


37. 73 


49.4 


76. 74 


96. 09 


96. 34 


** 




HEMBA1001358 


13. 98 


9.73 


17. 96 


30. 89 


27. 69 


30.6 


** 


40 


HEMBA1001361 


1.7 


3. 24 


4. 96 


4. 18 


6. 08 


6.06 






HEMBA1001364 


0.8 


1.71 


2.4 


1.47 


4. 11 


2. 95 






HEMBA1001375 


3.45 


2. 77 


5. 75 


5. 71 


5.83 


6. 32 






HEMBA1001377 


2.81 


3. 16 


7.36 


5. 37 


7.98 


7. 89 






HEMBA10013S3 


0. 25 


1.64 


2.61 


1. 26 


2. 47 


1.84 






HEMBA1001387 


1.81 


2.15 


3.66 


1.94 


5. 14 


2.47 






HEMBA1001388 


1.52 


1.78 


5. 07 


2.01 


4.61 


3.49 




50 


HEMBA1001390 


34. 61 
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66. 57 


67. 03 


50 


56.4 
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1.65 


2. 77 


4.83 


4. 32 


7. 98 


3.82 
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1.98 


2. 87 


7. 47 


7. 24 


10.42 


8. 29 
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1.17 


2 


3. 87 


2. 99 


5.3 


2.61 




55 
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2. 01 


3.27 


3. 75 


5. 35 


6.62 


4. 33 


* 
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1. 13 
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3. 73 


6. 39 
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4.44 
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2. 81 
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6. 35 


6.04 


5 
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1.84 


1.58 
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3.61 


3. 75 


3.76 
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1.47 


2. 34 
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5.33 


7. 22 


5. 47 
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1.91 


2. 36 
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5. 86 


4. 29 


10 
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4. 73 


4. 85 


9. 54 


8. 87 


11.06 


9.4 
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1.23 


1.27 


4. 43 


4. 27 


6. 64 


3.59 
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1.96 


2. 93 
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4. 33 


8. 66 


3. 64 
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2.17 


2. 27 


6. 39 


7. 02 


10. 35 


5.88 
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0. 99 


0. 68 


2.02 


2. 36 


3. 12 


1.81 
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1.87 


1.84 


5. 82 


9. 71 


8. 93 


11.01 
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2. 35 


2. 32 


11.22 


8. 61 


10. 08 


6.34 
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3. 08 


4. 25 


9. 69 


13. 64 


10. 73 


11.82 
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2. 28 
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3.11 


2. 69 


5.54 


2.8 




HEMBA1 001459 


2. 74 


3.37 


6.03 


5. 07 


7. 38 


5. 52 




HEMBA1001461 


3.34 


4.47 


6.96 


6.8 


9. 85 


7. 47 


25 


HEMBA1001462 


1.07 


1.47 


2.79 


2. 67 


4.5 


2. 54 




HEMBA1001463 


1.38 


1.61 


5. 25 


4. 95 


5. 46 


5.51 




HEMBA1001469 


3.9 


4. 51 


7. 32 


10. 63 


9. 83 


7. 76 
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4. 56 


3. 49 


8.25 


7. 52 


10. 34 


6.53 


30 


HEMBA1001477 


2.14 


1.59 


4. 64 


3.41 


5. 75 


2.59 
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2. 46 
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2. 95 


3. 73 
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35 
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1.64 
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8. 22 


7.23 
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4. 52 


4. 65 
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3. 99 
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13.7 


14. 56 
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4. 02 
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6.11 


3.04 
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1.6 
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5.26 


5.4 
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6. 37 
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4. 05 


4. 38 


3. 59 
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6. 83 


7. 76 
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HEMBA1001547 
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5. 37 


13. 69 


5 


7. 96 


6.19 


50 


HEMBA1001552 


7.12 
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16.12 


16.3 
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2. 24 
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8.33 


4. 59 
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4. 56 


3. 66 


6. 99 


4. 76 


55 


HEMBA1001566 


1.42 


3. 27 


8. 29 


5. 94 


9. 04 


5.84 
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HEMBA1001569 


11.15 


11.91 


26.6 


30.2 


31.14 


32. 61 


* 




HEMBA1001570 


3.25 


4. 61 


10.2 


9.19 


10. 25 


9. 53 




5 


HEMBA 1001 579 


3. 63 


4.4 


--7. 77 


9. 26 


7.4 


9. 93 






HEMBA1001581 


2. 79 


3.33 


10. 95 


8.81 


12. 09 


9.08 






HEMBA1001582 


3.22 


3.18 


6. 68 


6.35 


6.84 


4. 03 






HEMBA1001585 


2.7 


3.07 


4. 52 


4.4 


5.6 


3.5 




10 


HEMBA1001589 


1.82 


2.31 


3.63 


4. 39 


6.19 


3. 78 






HEMBA1001595 


13. 06 


15. 57 


19.7 


13. 25 


13.29 


14. 02 






HEMBA1001604 


1.96 


2.67 


3.64 


3.76 


6.53 


2. 82 




15 


HEMBA1001608 


5. 58 


7.09 


16.17 


14.14 


16.46 


14. 43 






HEMBA1001615 


113.28 


90. 33 


205. 41 


240. 97 


118. 65 


165. 59 






HEMBA1001620 


3.71 


5.56 


10. 54 


12. 22 


12. 24 


11.46 






HEMBA1001621 


0. 76 


2.13 


3.42 


1.76 


3.44 


2. 97 






HEMBA1001635 


2. 32 


2.13 


3.41 


3. 55 


4.9 


2. 85 






HEMBA1001636 


1.9 


1.93 


4.01 


3.34 


5.33 


2. 97 






HEMBA10Q1640 


3.07 


3.31 


13. 65 


10. 96 


15.01 


10. 74 




25 


HEMBA1001647 


8. 92 


8.44 


57. 38 


88. 92 


112.42 


87. 46 


* 




HEMBA1001651 


2. 53 


3.54 


7. 85 


6.62 


9.07 


8. 73 






HEMBA1001655 


2. 09 


2.66 


4. 78 


3. 35 


6.75 


4. 09 






HEMBA1001658 


4. 33 


4.5 


9.27 


7.26 


11.15 


8.6 




30 


HEMBA1001661 


0. 75 


1.78 


2.8 


1.98 


3.22 


1.77 






HEMBA1001665 


1.52 


1.85 


3. 47 


2. 63 


6.63 


1. 73 






HEMBA1001670 


5.32 


6.54 


8.82 


12.45 


15. 21 


12. 42 


** 


35 


HEMBA1001672 


2. 49 


3.06 


5.9 


4. 28 


7. 62 


3. 39 




HEMBA1001673 


8. 23 


10.76 


13.22 


20.04 


19.39 


15. 65 


* 




HEMBA1001675 


2.4 


2.01 


2.53 


3. 21 


5.79 


3. 36 






HEMBA1001676 


54.19 


46. 09 


107. 65 


245. 72 


212. 81 


275. 65 


** 


40 


HEMBA1001678 


9. 46 


10.2 


21.87 


23. 65 


19. 51 


27. 88 






HEMBA1001680 


4. 58 


4.89 


12. 32 


9. 39 


10.95 


11.65 






HEMBA1001681 


1.71 


2.44 


5.75 


6. 25 


9.11 


6. 36 






HEMBA1001684 


1.89 


2.74 


6. 26 


4. 32 


7.57 


6. 98 






HEMBA1001695 


1.48 


2.08 


3.42 


2.3 


4. 76 


3. 15 






HEMBA1001702 


1.54 


2. 96 


3.55 


2, 36 


7. 57 


3. 09 






HEMBA1001709 


1.23 


1.8 


3.51 


3.21 


4. 87 


3.5 




50 


HEMBA1001711 


1.29 


1.98 


2. 83 


2.99 


2. 45 


3.18 






HEMBA1001712 


0. 92 


1.55 


2.56 


2.13 


3.02 


2. 24 






HEMBA1001714 


10. 37 


10. 82 


19.06 


23. 54 


22 


23.8 


* 




HEMBA1001717 


79.4 


71.16 


124.25 152.62 


195. 81 


173. 65 


* 


55 


HEMBA1001718 


1.95 


2.12 


7. 32 


5. 99 


6. 59 


5. 26 
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HEMBA1001723 
HEMBA1001731 
HEMBAI001734 
HEMBA1001736 
HEMBA1001741 
HEMBA1001744 
HEMBA1001745 
HEMBA1001746 
HEMBA1001761 
HEMBA1001762 
HEMBA1001781 
HEMBA1001784 
HEMBA10O1791 
HEMBA1001794 
HEMBA1001800 
HEMBA10018O3 
HEMBA1001804 
HEMBA1001808 
HEMBA1001809 
HEMBA1001811 
HEMBA1001815 
HEMBA1 001816 
HEMBA1001819 
HEMBA1001820 
HEMBA1001822 
HEMBA1001824 
HEMBA1001835 
HEMBA1001844 
HEMBA1001847 
HEMBA1001849 
HEMBA1001850 
HEMBA1001861 
HEMBA1001862 
HEMBA1001864 
HEMBA1001866 
HEMBA1001869 
HEMBA1001871 
HEMBA1001876 
HEMBA1001878 



3.43 


3 


10.19 


1.3 


1.36 


3.27 


2.37 


2. 38- 


• 4; 28 


2.3 


2.12 


2.87 


1.69 


2.19 


3.5 


0.86 


0. 94 


2.81 


0. 95 


1.56 


2.3 


4. 02 


3. 91 


8. 66 


2.2 


2. 01 


4. 69 


1.41 


1.6 


3. 57 


1.56 


1.5 


4.17 


1.36 


1.39 


' 4.5 


2. 16 


1.74 


6.97 


2.15 


4.31 


12.57 


5. 61 


9. 63 


60.44 


2. 84 


4.25 


5. 36 


6.2 


8. 13 


20. 95 


1.61 


1.6 


3. 87 


8.07 


6. 27 


10. 64 


8. 32 


7. 83 


16.8 


1.75 


2. 67 


6. 56 


1.96 


2. 67 


4. 47 


0.98 


3.09 


6.16 


0. 93 


1.32 


2. 22 


1.87 


2.06 


5. 43 


3.21 


4. 62 


14. 88 


1.04 


1.05 


3. 05 


7. 88 


6. 55 


18.04 


0, 93 


1.8 


5. 21 


2. 32 


2. 77 


7. 58 


2.51 


2.71 


8.43 


0. 95 


2. 04 


1.73 


138. 58 


133.42 


191.61 


1.31 


1.16 


2.44 


1.49 


2. 39 


7.45 


7. 55 


6. 84 


10. 82 


29. 48 


30. 98 


54.77 


0. 96 


1.27 


4. 42 


2. 23 


3. 34 


5.7 



9.09 12.53 9.64 

1.58 4.8 2.29 

4. 78 6. 06 4. 27 

3. 5 4. 69 5. 33 

4. 02 4. 74 2. 9 

2 3. 64 2. 64 

2. 53 5. 28 2. 58 

9.21 12.06 7.01 

2. 58 3. 95 3. 37 

1.93 4.38 2.03 

2.15 5.87 3.25 

4. 02 3. 58 3. 75 

6. 04 7. 62 5. 68 

13.54 13.65 12.96 

84.85 100.03 76.26 

4.27 7.02 3.67 

29.84 26.86 24.39 

3.71 3.67 2.89 
14.33 20.56 16.63 
22.75 21.75 17.6 

5. 58 6. 33 5. 03 

3. 09 4. 6 3. 04 

6.19 8.53 6.3 

2.36 3.32 1.21 

6. 02 7. 7 4. 44 

12.81 16.29 12.34 

3.72 5.21 3.14 
17.77 21.36 13.19 

1.96 5.18 3.06 

6.65 8.19 7.62 

8. 76 8. 88 7. 89 

2. 64 3. 93 2. 01 

266.65 221.43 227.58 

4. 79 2. 88 2. 59 

7. 67 7. 07 4. 61 

10. 31 7. 69 9. 02 

63. 07 62. 43 66. 59 

2. 08 4. 57 2. 26 

6.83 8.18 5.5 
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HEMBA1001879 


1.89 


2. 57 


5. 58 


5.99 


7. 24 


5. 72 




HEMBA1001884 


6. 21 


6. 49 


17.14 


11.31 


12. 71 


10. 87 


5 


HEMBA10018S6 


2.12 


2. 21- 


- 4. 38 


4. 57 


5. 67 


4. 23 




HEMBA1001888 


2 


2.12 


6.6 


7. 41 


10. 17 


9. 46 




HEMBA1001890 


4. 03 


3. 67 


7.6 


6.8 


7.01 


4.4 


10 


HEMBA1001896 


1.34 


1.61 


2. 62 


2. 27 


4.12 


3. 01 


HEMBA1001899 


33.43 


39.48 


61.77 


106. 52 


41.01 


101.91 




HEMBA1001904 


76.64 122.45 233.99 


299. 33 


174. 47 


322. 82 




HEMBA1001910 


1.4 


1.93 


3. 23 


2. 53 


6. 35 


2. 97 


15 


HEMBA1001911 


8. 36 


8. 75 


10.86 


21.15 


16.9 


13.23 




HEMBA1001912 


8. 92 


7.97 


33. 97 


57 


51.9 


48. 59 




HEMBA1001913 


4.89 


6. 19 


17.29 


18. 56 


14.16 


16. 85 




HEMBA1001915 


1.35 


2. 61 


4. 49 


3.3 


5. 63 


2. 46 




HEMBA1001918 


15. 23 


13. 29 


21.07 


17. 07 


14.31 


12.13 




HEMBA1001921 


4 


3.5 


4. 38 


5.2 


5. 35 


4.86 




HEMBA1001931 


1.19 


1.95 


2. 53 


2.14 


5.17 


2.19 


25 


HEMBA1001939 


1.92 


1.77 


4. 72 


1.97 


5.21 


2. 57 




HEMBA1001940 


2.61 


2. 99 


7.14 


3.51 


5. 86 


3. 24 




HEMBA1001942 


1.18 


1.88 


3.71 


2. 33 


5.14 


1.56 




HEMBA1001944 


4. 35 


5. 83 


42.16 


51.42 


66.43 


59. 75 


30 


HEMBA1001945 


0. 98 


2.3 


2. 95 


2. 98 


3.4 


2. 21 




HEMBA1001950 


2. 56 


2.84 


7. 87 


5. 72 


5. 23 


3. 68 




HEMBA1001951 


10. 37 


11.26 


15.33 


24.16 


18. 26 


22. 94 


35 


HEMBA1001958 


1.04 


1.28 


2. 58 


3.1 


4.83 


2. 54 


HEHBA1001960 


6. 87 


6. 28 


13. 93 


10. 02 


12. 99 


12. 47 




HEMBA1001962 


1.01 


1.08 


4.19 


1.58 


4. 24 


1.67 




HEMBA1001964 


1.39 


3. 45 


4. 13 


2. 54 


4.45 


3. 39 


40 


HEMBA1001967 


6. 06 


5. 65 


9. 33 


14. 45 


10.5 


13.18 




HEMBA1001979 


0.7 


2. 67 


3. 31 


2.04 


3.46 


2.4 




HEMBA1001987 


1.96 


3.92 


7.99 


6.19 


8. 35 


7. 22 




HEMBA1O01991 


1.61 


3.59 


9.06 


5. 06 


8.7 


7.44 




HEUW3A1 002003 


4.86 


4.71 


14. 56 


15. 86 


16. 03 


22.9 




HEMBA1 002005 


2.62 


3. 39 


7. 82 


4. 16 


7. 48 


4. 76 




HEMBA1 002008 


2. 64 


3.51 


7. 78 


. 6.07 


10.15 


6. 37 


50 


HEMBA1002018 


1.86 


2. 37 


4. 23 


3.32 


5. 47 


3. 87 




HEMBA1 002022 


0. 52 


2.3 


2.5 


2. 83 


3.53 


2. 82 




HEMBAt 002029 


43.82 


40. 22 


73. 75 


89.27 


96. 12 


122.81 




HEMBA1 002030 


2. 23 


2. 88 


4. 32 


3. 88 


4. 26 


4. 67 


55 


HEMBA1 002035 


1.69 


1.75 


3. 82 


5. 43 


5. 14 


3. 75 
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HEMBA1 002037 


4. 47 


4. 34 


6. 69 


4.5 


6. 47 


7. 94 








HEMBA1 002038 


4.12 


3. 13 


7. 74 


6. 36 


8.8 


5. 42 






5 


HEMBAW02039 


2. 46 


3.43- 


• 7. 03 


6. 74 


8. 99 


6.37 








HEIKIBA1 002042 


5. 52 


5. 55 


9.8 


10. 55 


13.01 


9.94 








HEMBA1 002043 


3.81 


3.79 


11.32 


12. 53 


12. 64 


13.95 








HEMBA1 002048 


2. 76 


2.31 


3.81 


2.03 


4. 32 


3.44 






10 


HEMBA1 002049 


1.72 


2.35 


5. 55 


4.43 


5.2 


5.2 








HEMBA1 002053 


7. 33 


6.91 


14. 52 


11.09 


15. 25 


13. 63 








HEMBA1 002055 


9.81 


8. 76 


10. 65 


18.44 


13. 58 


17. 78 


* 


+ 


15 


HEHBA1 002056 


2. 24 


2. 62 


4. 26 


5.46 


8. 06 


5. 67 


* 


+ 




HEMBA1 002061 


2. 24 


2.51 


4. 58 


4.17 


5. 34 


4. 58 








HEMBA1 002080 


46. 55 


49.5 


! 54. 6 


91.78 122.41 


83. 23 


* 


+ 




HEMBA 1002084 


0. 71 


1.43 


2. 36 


3.25 


3. 66 


2. 64 


* 


+ 




HEMBA1 002085 


0. 97 


1.47 


2.87 


3.45 


4. 52 


3. 74 




+ 




HEMBA1 002092 


1.79 


1.56 


3. 94 


4. 01 


5. 53 


4. 15 








HEMBA1 002098 


1.51 


1.82 


4.12 


3.2 


5.11 


2.83 






25 


HEMBA1 002100 


9. 07 


8.18 


22. 37 


25. 95 


23.04 


29.67 








HEMBA1002101 


18. 26 


17.64 


27. 49 


23.44 


27.16 


23.74 








HEMBA1002102 


2. 65 


1.98 


5. 99 


4.58 


7.06 


6. 99 








HEMBA1002105 


6. 79 


6.2 


22.13 


24. 47 


40.8 


25. 31 






30 


HEMBA1002107 


57. 97 


37. 86 


84.35 


155. 21 


136. 27 


136. 87 


** 


+ 




HEMBA1002113 


6.77 


4. 75 


17. 24 


12.05 


12.83 


14. 78 








HEMBA1002119 


3.85 


3.28 


24. 05 


24. 29 


30. 66 


27.04 






35 


HEMBA1002125 


7. 03 


6. 73 


10. 43 


11.38 


7. 34 


11.85 






HEMBA1002131 


9. 71 


9. 72 


20. 58 


14. 97 


19. 12 


13.71 








HEMBA1002133 


3.67 


3. 52 


6. 32 


6. 97 


9.51 


9. 46 


* 


+ 




HEMBA1002139 


0. 75 


1.07 


3.35 


1.52 


4. 37 


1.47 






40 


HEMBA1002141 


1.67 


1.36 


3. 23 


2. 99 


3.92 


2.14 








HEMBA1002144 


2. 33 


2.44 


6.11 


5. 28 


5.68 


6. 57 








HEMBA1002147 


8. 84 


9. 55 


17. 93 


36.22 


21.92 


21.88 








HEMBA1002150 


38.34 


38. 68 


51.42 


19. 74 


26. 62 


15.85 


* 




45 


HEMBA1002151 


3.76 


3.36 


9. 95 


11.15 


14.23 


9.84 








HEMBA1002153 


0. 57 


1.74 


3. 36 


3. 39 


5.64 


2.96 








HEMBA1002156 


0.8 


1.74 


2. 33 


1.94 


4. 28 


1.26 






50 


HEMBA1 002160 


2. 16 


3. 17 


5.7 


6. 08 


7.26 


6.18 








HEMBA1002161 


2. 13 


2.9 


6. 99 


13. 53 


11.79 


9. 76 


* 


+ 




HEMBA1002162 


2. 65 


2.17 


7.76 


5.61 


6. 27 


7. 81 








HEMBA1002163 


12. 02 


12. 04 


19. 93 


34. 48 


19.96 


27.11 






55 


HEMBA1002164 


6. 58 


10. 55 


59.92 


71.46 


78.61 


67. 82 
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HEMBA1002166 


21.88 


18. 32 


39.58 


57. 35 


49. 05 


46.09 




HEMBA10G2167 


0. 89 


2. 89 


3. 89 


4. 96 


5. 45 


3. 98 


5 


HEMBA1002173 


3.24 


3.83 


-6.22 


7.97 


7. 11 


6. 28 




HEMBA1002177 


1.31 


1.78 


3.31 


5.68 


4. 97 


2. 98 




HEMBA1002178 


6.91 


10. 17 


14. 77 


23. 33 


23. 58 


17.49 




HEMBA1002179 


53. 56 


46. 86 


94.4 


58. 33 


85.22 


54. 47 


10 


HEMBA1002185 


2. 75 


4. 07 


13.4 


11.73 


16. 23 


14. 56 




HEMBA1002188 


5.76 


7. 57 


10. 27 


11.86 


12.9 


9. 8 




HEMBA1002189 


1.98 


2.85 


4. 96 


5. 23 


4.63 


4. 71 


15 


HEMBA1002191 


0. 67 


2.16 


4. 96 


3.47 


5.44 


2. 81 




HEMBA1002192 


2. 98 


2. 83 


4. 91 


7. 53 


8. 35 


4. 57 




HEMBA1002195 


2. 96 


3. 27 


6.6 


10. 35 


10. 11 


7. 27 




HEMBA1002196 


3.34 


4. 33 


8.55 


8. 62 


8. 85 


8. 39 


20 


HEMBA1002199 


1.33 


1.86 


4.9 


4. 62 


5.71 


3. 52 




HEMBA1 002204 


1.31 


1.97 


4. 08 


5.48 


11.37 


3. 73 




HEMBA1 002208 


24. 58 


26.61 


45.85 


49. 77 


25. 48 


39.6 


25 


HEMBA1002212 


3. 73 


5.95 


9. 01 


8.9 


11.85 


17.18 




HEMBA1002215 


1.95 


2. 63 


4. 27 


5.1 


3. 54 


3. 78 




HEMBA1002217 


15. 61 


16.71 


59.91 


78.46 


82. 88 


80. 94 




HEMBA1 002220 


1.11 


2. 07 


4.1 


3. 58 


3.39 


2. 33 


30 


HEMBA1 002226 


2.17 


3.13 


9.18 


10.47 


12. 61 


9. 58 




HEMBA1 002227 


39.9 


47. 13 


92.5 


109. 42 


65. 74 


71.79 




HEMBA1 002229 


4.5 


4. 77 


13. 39 


11.16 


13. 55 


12. 49 




HEMBA1 002237 


1.73 


3. 22 


4. 08 


3.71 


5.64 


3. 41 




HEMBA1 002239 


9.36 


13. 83 


72.18 


100. 62 


109.3 


113.84 




HEMBA1 002241 


7 


7.54 


38. 36 


64.27 


68. 93 


68. 72 




HEMBA1 002253 


1. 11 


2.44 


3. 33 


2.3 


4.42 


2.68 


40 


HEMBA1 002257 


1.83 


2. 65 


4. 11 


3. 18 


3.6 


1.74 




HEMBA1 002259 


1. 12 


2.17 


2. 69 


3. 12 


3.6 


2.67 




HEMBA1 002262 


6. 95 


7. 37 


19. 16 


14. 43 


14. 78 


17.04 




HEMBA1 002265 


1.35 


1.63 


3.7 


3. 75 


6. 23 


2. 43 


45 


HEMBA1 002267 


16. 87 


20.81 


22. 76 


32. 99 


16. 96 


27. 5 




HEMBA1 002270 


3.73 


4. 79 


7.49 


8.18 


13.43 


8.7 




HEMBA1 002286 


1.03 


1.86 


5.42 


2. 85 


5. 53 


0. 98 


50 


HEMBA1 002290 


4. 73 


3.7 


7.52 


5.16 


8. 88 


4. 38 


HEMBA1 002302 


6. 12 


9. 63 


45.04 


45. 66 


49. 69 


45. 23 




HEMBA1 002304 


3. 28 


3.42 


6.88 


5. 57 


6.97 


4. 34 




HEMBA1 002307 


45. 71 


53. 69 


92.31 


71.87 


55. 79 


61.03 


55 


HEMBA1002316 


2.16 


3.29 


4. 63 


3. 04 


5. 32 


2.41 
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UCURA1 AftO'JI a 


1.97 


















HCUR A 1 AnO'SOfl 
ncmDA I UUZOZVJ 


1.99 


1 76 


3 22 


2 51 


4 45 


1. 76 






5 


rltMD/vl-UUAjil 


1.22 


2.04 


-2.84 


2 71 


4 44 










HtMbAl 


2.44 


3. 04 


4.89 


2 43 


5 73 


2 94 








HEmBA 1 002 3 6 3 


3. 88 


4. 27 


7.14 


7 37 


10 84 
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84.9 


114. 17 


77.61 


53.19 


85.8 






HEMBA1 004394 
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4. 6 


4 29 


5 


4. 74 
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2 28 


3 58 
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2 68 


3 42 
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4. 5 
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1 83 
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ntlnBA 1 UUD l-i / 


1.82 


3 5 


6 59 


3 89 






UCUPA1 AA£7*I0 
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16 


3 32 


4 14 


3 61 


UCURA 1 ft[\ClA1 
nfcMDA 1 UUD / 40 




4 02 


11 48 


14 16 


17 25 


11 88 


UCURA 1 0Afi7 Ail 
nfcWBAlUUO/44 


1 84 


1 79 


7 74 


6 6 


8 29 


5. 72 


UCMRA1 nn«7A0 
ncMBAI UUD /4y 


14 


1 27 


3 72 


1 88 


3 8 


1 71 


ucMRA 1 Aft£70 
tltWHJAIUUD/OZ 


53 


28 


26 81 


35 31 


18 85 




tlfcBIBA 1 UUD / 04 


1 44 


2 6 


3 63 


5 55 


4 33 


2. 49 


ntmBA I UUD / Do 


1 38 


2 83 


4 25 


6 89 


4 68 


4. 02 


HFURA 1 AAP7fi7 

nuiUDA i uud / o / 




4 14 


7 88 


6 81 


7. 89 


5. 51 


UCMR A 1 AAC77 A 

nfcmBAluuo/ /U 


5 05 


2 61 


7 12 


7 89 




5. 05 


MCUR A 1 nflR77Q 
ntMBAIUUD/ /» 


4 44 


4 1 


10 99 


9 57 
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8. 42 


mcur a 1 aac7ga 

HtMDA f UUD / oU 


3 28 


3 19 


10 27 


7 6 


8. 33 


8. 38 


ntWDA t UUD /03 


2 83 


1 87 


11 34 


4. 55 


5 42 


5. 51 
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2 13 


2 45 


7 58 
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n tMBA 1 UUD / 3D 


4 31 


3 15 


5 37 


5 85 


7. 06 


4. 72 




2 72 


2. 73 


5. 9 


12. 77 


17. 38 


12. 96 


ucur a 1 rtn«Qn7 

HtMBA I UUDOU / 


0 32 


28. 07 




^ 93 


54. 72 
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4. 17 


0. 97 
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5. 29 


UCURA 1 AACQ01 


1 56 


2 37 




5 05 


4 24 
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2. 13 


3.13 


7. 39 


5. 69 


6.04 


5. 75 


HEMBA1 006832 


19. 84 


18. 63 


56. 97 


59.26 


61.56 


53. 28 


HEMBA1 006834 


13. 23 


12. 47 


20. 38 


29. 88 


28. 37 


21.62 
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1.11 


1.49 


3. 88 


5. 08 


7. 25 


4.6 
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HEMBA1 006843 


19. 27 


17. 89 


35. 47 


55. 34 


39. 


67 


68. 17 


* 




HEMBA1 006849 


5. 64 


4. 37 


11. 23 


10. 07 ' 


11. 


23 


10. 83 




5 
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31. 45 


33. 76 
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44. 62 


53. 


25 


45. 59 






HEMBA1 006861 


12. 19 


11.3 


24. 61 


22. 49 


16. 


43 


17. 99 






HEMBA1 006865 


5. 42 


8. 35 


31 


33. 77 


33. 


36 


34. 49 
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4. 32 


5. 03 


6. 41 


6. 27 


7. 


76 


6. 15 




10 


HEM8A1 006873 


3. 14 


3. 59 


8. 87 


6. 5 


9. 


26 


7. 75 






HEMBA1 006877 


2. 52 


4. 03 


5. 87 


4.03 


6. 


26 


3. 68 






HEMBA1 006878 


2. 52 


2. 36 


6. 79 


3. 82 


7. 


86 


3.51 




15 


HEMBA1 006879 


6. 19 


5. 68 


8. 83 


11.06 


15. 


86 


17. 33 


* 




HEMBA1 006884 


10. 11 


3. 17 


6. 59 


6. 15 


8. 


42 


8. 78 
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7.02 


6.82 


14.16 


20. 86 


19. 


11 


21. 73 


* 
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20. 38 


17. 25 


26. 55 


29. 45 


29.15 


40. 93 




20 


HEMBA1 006889 


2.61 


4. 02 


4. 85 


4.48 


5. 99 


6. 09 






HEMBA1 006896 


19. 11 


24. 76 


31.7 


33. 67 


39. 11 


40. 41 


* 




HEMBA1 006900 
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5. 93 


20. 76 


16. 81 


23. 73 


18.45 






HEMBA1 006902 


1.43 


2.45 


3.86 


4. 03 




6 


3. 98 




25 


HEMBA1006912 


1.24 


1.74 


6.86 


4. 12 


5.8 


5.3 






HEMBA1006914 


6. 64 


6.11 


18. 27 


14. 81 


18. 62 


15. 03 






HEMBA1006916 


3. 11 


2. 71 


5. 78 


10. 29 


7. 48 


9. 36 


* 


30 


HEMBA1 006921 


3. 03 


3.5 


9.63 


9. 77 


11.26 


13. 59 






HEMBA1 006926 


2. 65 


2.61 


5. 68 


5.01 


6. 


53 


6. 98 






HEMBA1 006927 


3. 06 


2.2 


5. 17 


3. 57 


5. 


26 


5.89 






HEMBA1 006929 


2. 94 


2. 69 


4. 02 


4.31 


6. 36 


5. 25 


* 




HEMBA1 006936 


3.72 


3.21 


6. 51 


4. 67 


6. 25 


5.45 






HEMBA1 006938 


1.21 


2. 11 


6. 57 


2. 37 


3. 76 


3.44 






HEMBA1 006941 


9. 52 


8. 15 


12 


19. 26 


28. 62 


23. 74 


** 


40 


HEMBA1 006942 


5.2 


2. 63 


6. 65 


10. 7 


10. 65 


11.4 


** 




HEMBA1 006945 


10. 07 


5.91 


16.81 


23. 73 


17. 


09 


19.91 






HEMBA1 006949 


1.6 


1.43 


3. 88 


2.48 


5.34 


2.81 






HEMBA1 006952 


1. 16 


1.66 


2. 98 


3. 02 


5.04 


2. 22 




45 


HEMBA1 006960 


2. 53 


2. 78 


7. 66 


5.9 


8. 28 


8. 68 






HEMBA1 006973 


1. 74 


2. 27 


5.91 


4.7 


7.84 


5. 54 






HEMBA1 006974 


2.49 


3.44 


6. 76 


6. 09 


11. 


01 


8.14 




50 


HEMBA1 006976 


1.39 


1.5 


4. 12 


3. 18 


4. 


96 
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HEMBA1 006989 


1.85 


1.66 


6.51 


2. 05 


3. 01 


1.81 
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2. 71 


2.39 


6.49 


6.11 


7. 


69 


8. 79 
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0. 74 
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3. 


13 


3. 58 




55 
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1.91 


2.47 


5.12 


3. 98 


6. 37 
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HEMBA1 007002 


7.02 


4.12 


31.4 


26. 92 


38.45 


42.11 
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1.02 


0.94 


3.04 


1.44 


4. 39 


2. 27 




HEMBA1007016 


2. 02 


1.43- 


06 


3. 27 


5.97 


5. 28 
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0. 69 


1.24 


2. 55 


1.42 


3. 33 


1.83 




HEMBA1007018 


4. 02 


4. 52 


6. 54 


7.65 


6.1 


7. 07 
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8.13 


8.41 


17.4 


15.48 


11.97 


12. 27 
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1.64 


2. 15 


4. 42 


2.61 


5.08 


3.47 
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2. 26 


2. 56 


4. 71 


3.42 


4. 42 


3.28 




HEMBA1 007052 


2.23 


1.25 


3.47 


2.37 


4.62 


1.83 




HEMBA 1007053 


1. 83 


3. 14 


4. 03 


2. 64 


4 


2.5 




HEMBA1 007057 


0. 92 


2.56 


3.21 


3. 52 


4. 03 


3. 41 




HEMBA 1007062 


0. 91 


0. 82 


f 2.73 


2.34 


2. 87 


1.82 




HEMBA1 007063 


3.87 


2.7 


8. 87 


8. 56 


8. 02 


7. 58 




HEMBA1 007066 


1.72 


2. 03 


3.62 


2.2 


4. 39 


2.71 




HEMBA1 007069 


1.36 


2. 29 


3. 87 


3. 84 


3. 48 


3. 66 




HEMBA1 007073 


1.93 


2. 16 


6.12 


2. 96 


9. 57 


3.6 




HEMBA1 007076 


1.48 


2.6 


5. 56 


4.66 


7.6 


3.4 




HEMBA1 007078 


6.5 


6. 83 


18.61 


26. 96 


27.47 


23. 78 


* 


HEMBA1 007080 


7.6 


9.46 


38. 27 


61.02 


68. 15 


51.34 


* 


HEMBA1 007084 


1. 28 


1.42 


4. 76 


3. 68 


6. 27 


4. 76 




HEMBA1 007085 


3. 28 


2. 89 


8. 21 


5. 76 


7. 21 


5.42 




HEMBA1 007087 


2.6 


2. 88 


6.31 


3.96 


6. 92 


5.63 




HEMBA1 007089 


26. 17 


28.1 


43.8 


46.11 


34. 41 


29.42 




HEIWBA1 007095 


75. 81 


62. 79 


111.43 


134. 53 


48. 47 


121.4 




HEMBA1007101 


2. 78 


3. 27 


8 


26. 73 


21.52 


19. 57 


** 


HEMBA1007104 


1.87 


1.92 


3. 52 


2. 46 


4. 53 


2. 57 




HEMBA1007106 


4. 77 


4.8 


9.03 


16. 42 


12.5 


9.49 




HEMBA1 007112 


3.01 


3.07 


5.16 


6. 39 


6 


4. 77 




HEMBA1 007113 


1.53 
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9.04 


6. 03 


6.1 


5. 97 




HEMBA1007121 


13. 76 


14 


92. 08 


116.14 


111.53 
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* 
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1.54 
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2. 66 


4. 37 


1.89 
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1.68 
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4.4 


3. 96 


4. 76 


4. 06 




HEMBA1007149 


5.3 
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8. 38 
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6. 82 
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0. 85 


1.87 


3. 38 


3. 32 


3. 88 


2. 54 
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1. 26 


1. 91 


4. 13 


2.96 


4.81 


3.51 




HEMBA1007174 


1.4 


1.43 


2. 75 


3. 96 


3. 65 


2.5 
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2. 58 


3. 95 


11.7 


6.7 


6. 78 


4. 52 
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4. 77 


4.71 


9. 32 


10. 94 


13. 03 


8.12 
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9.38 
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9. 59 


19.5 


7. 83 
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HEMBA1 007240 


10 
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HEMBA1 007241 


3.59 


2. 88 
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15 
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2. 52 
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5.01 
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4 23 
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70. 17 
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1. 32 
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4. 14 


3. 02 


3.67 
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3.36 
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5.74 


3 44 


20 


HEMBA1 007267 


3. 19 


3. 71 


8. 75 


8. 73 


9. 18 


8.1 
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2. 66 


3. 84 


3. 56 


5. 82 


2.25 
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1. 55 


2. 25 


3. 52 


2. 95 


4. 35 
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1. 54 


2. 12 


2. 95 


4.43 


1.01 


25 
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2. 45 


3. 15 
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.26 
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2. 08 
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4. 45 
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1. 97 
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6.12 


3.32 


35 
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3. 12 
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3. 45 


2.42 
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45. 24 
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HEMBA1 007323 
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6. 69 


11. 47 


6 


6. 36 


6. 21 


40 


HEMBA1 007326 


4. 58 


3. 85 


13. 34 


8. 29 


8. 07 
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3. 37 


3.98 


8.91 


6.14 


9.31 


8. 98 




HEMBA1 007332 


3. 12 


3. 47 


5. 42 


5. 27 


7. 56 






HEMBA1 007341 


1. 4 


2. 51 
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2. 93 


3. 38 


3 36 


45 
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1. 06 
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3. 02 


1. 52 




1 98 




HEMBA1 007347 


3. 39 
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6. 34 






6 32 
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2 68 
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UCUPQ1 AAAAAK 




2 54 


5 35 


2. 68 


4. 65 


3. 64 


50 


HEMBB1 000008 


2.19 


2. 53 


5. 99 


3.51 


6.31 


3, 71 




HEMBB1000018 


2.21 


2.16 


7.13 


9.9 


9. 79 


7. 24 
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3.71 


2.15 


5.4 


5. 13 


5. 77 


6. 39 
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2. 09 


3. 55 


1.68 
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HEMBB1 000030 
HEMBB1 000036 
HEMBB1000Q37 
HEMBB1 000039 
HEMBB1 000044 
HEMBB1 000048 
HEMBB1 000050 
HEMBB1 000054 
HEMBB 1000055 
HEMBB1 000059 
HEMBB1 000072 
HEMBB1 000081 
HEMBB1 000083 
HEMBB1 000089 
HEMBB1 000094 
HEMBB1 000097 
HEMBB1 000099 
HEMBB1000103 
HEMBB1000106 
HEMBB10O0113 
HEMBB1000119 
HEMBB1000133 
HEMBB1000134 
HEMBB1000136 
HEMBB1 000141 
HEMBB1000144 
HEMBB1000147 
HEMBB1000152 
HEMBB1000154 
HEMB81000155 
HEMBB1O00173 
HEMBB1000175 
HEMB81000176 
HEMBB1000198 
HEMBB1 000208 
HEMBB 1000209 
HEMBB1000212 
HEMBB1000215 
HEMBB1000217 



3.12 3.53 6.58 
5.3 "4.76 5.04 

4.43 3.64 -4,73 

1.17 0.96 3.98 

1.22 2.35 4.26 

3.2 1.7 3.48 

2.32 1.55 3.33 

2. 03 2. 08 7. 07 

42.59 36.75 92.41 

2.5 2.65 11.34 

6.84 7.77 58.85 
2. 85 3. 56 10. 79 

1.13 1.95 5.38 

1.14 2.53 4.54 
4.12 4.3 8.4 
2.48 1.71 7.91 
2. 69 2. 07 6. 27 
7.19 5.28 18.55 

3.91 3.75 8.15 
1.25 1.54 3.33 
2.19 2.17 5.66 

21.01 22.21 30.57 

4. 92 2. 95 8. 69 
7.14 8.81 29.63 
1.98 2.85 6.18 

2. 05 2. 59 4. 85 

3. 77 2. 08 4. 51 
0.79 1.45 3.42 
0.98 1.11 3.43 
0.88 0.54 3.15 
3.35 3.72 12.14 

1.85 1.32 3.39 
1.48 4.03 6.12 
0.88 1.72 3.64 
1.12 1.52 3.04 
1.62 1.54 3.76 
1.88 1.03 3.26 
1.61 2.13 3.8 
5.67 4.97 11.23 



6. 62 7. 77 6 

6.95 8.19 5.93 

4. 63 8. 38 5. 32 
2.61 4.11 2.95 

5. 28 5. 58 5. 36 

3. 99 5. 4 3. 96 
2. 97 3. 98 2. 85 

4. 49 5. 09 3. 98 
1 00. 33 86.52 89.35 

10.96 11.52 14.73 

73.22 97.61 76.22 

5.69 6.19 7.23 

4. 88 5. 89 5. 33 

6.03' 6.73 5.43 

4. 24 5. 04 6. 62 

4. 75 4. 55 4. 3 

5.18 6.75 5.64 

13.99 19.26 16.16 

4. 24 6. 4 5. 9 

1.39 4.14 2.31 

3.34 6.12 4.05 

43.5 66.13 60.69 

13.39 9. 79 9.8 

23. 1 1 26. 28 28. 23 

4.95 5.75 6.16 

3.09 5.36 1.38 

4. 55 7. 39 3. 07 

5.13 5.15 3.45 

2. 59 2. 89 2. 47 
3.33 4.15 1.92 
10.1 10.89 7.51 
6. 06 4. 09 3. 86 
3. 43 9. 75 5. 03 

2. 6 3. 59 3. 22 

1 . 74 3. 23 2. 69 

3. 32 3. 94 3. 28 
4.37 3.93 1.98 
4. 67 5. 49 5. 32 

15.21 18.81 11-78 
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2. 51 
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Va 
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1. 25 


1.12 
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5. 63 


3. 27 
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2. 49 


12 


01 


8 64 


8. 34 


8. 1 
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2.81 


2. 65 




3 38 




3. 71 
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4. 76 


4.16 




38 


6 88 
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1. 51 


1. 15 
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3 18 
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1.12 
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4 01 


2. 43 
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2 83 


3 11 


1. 65 
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1.52 




4 78 
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3 27 
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73 


3 07 


3 09 


3 56 


2. 19 


HEMBB1 00031 2 


1.99 


1.3 


_ 




7 2 


4. 35 


HEMBB1000317 


0.17 


1.62 


3.32 


2 28 


4 73 




HEMBB1000318 


1.11 


2.69 


* 




4 46 


1 68 


HEMBB1 000332 


3.12 


3. 84 


4.37 


3 16 


95 


2. 72 


HEMBB 1 000335 


0. 77 


2. 35 


4. 66 




4 66 




HEMBB1 000336 


0. 99 


1.11 


3.59 


2. 09 


52 


2 29 
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4. 3 


5.06 


20. 22 


22.86 


4 84 


22 82 
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2. 11 


1.92 






8 92 


4 71 


HEMBB1 000339 


1.66 


1.76 




3 06 


4 99 


3 84 


HEMBB1 000341 


1.4 


1.91 


3 68 




4 77 


2 83 


HEMBB1 000343 


2.51 


3. 15 








7. 46 


HEMBB1 000354 


3. 26 


3.5 


10. 36 








HEMBB1 000358 


1.09 


2.11 






2 83 


1 93 
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1. 58 


2. 13 


6. 27 


5.55 


6. 94 


7. 1 






45 


MAMMA1 000294 


4. 72 


5.45 


9.44 


3.84 


8. 21 


4. 74 








MAMMA1 000298 


0. 87 


1. 36 


2. 51 


1. 55 


3. 1 


0. 95 








MAMMA1 000302 


0. 9 


1. 18 


4. 73 


2. 22 


4.9 


2. 56 








MAMMA1 000303 


0. 92 


1. 62 


2.63 


4. 16 


4. 06 


3. 22 


* 


+ 


50 


MAMMA1 000305 


1.07 


1. 28 


2. 73 


2. 47 


2. 74 


2.1 








MAMMA1 000307 


2. 29 


3. 03 


9. 61 


15.85 


14. 04 


14. 38 


* 


+ 




MAMMA1 000309 


0. 57 


1.61 


3. 69 


4.6 


3. 65 


4. 61 






55 


MAMMA1000312 


3.55 


4. 99 


8. 08 


6.19 


5. 18 


6. 55 








MAMMA1000313 


1.06 


2.31 


2. 34 


1.79 


3. 98 


3.43 
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MAMMA1 000331 


1.08 


1.65 


3 


3. 33 


6. 01 


3.21 






MAMMA1 000335 


7. 38 


9.1 


14. 27 


19.49 


16. 28 


16. 92 


* 




MAMMA1O00339 


0. 33 


0. 39- 


-2. 17 


1.46 


2. 09 


0. 66 






MAMMA1 000340 


1.43 


1.33 


4.12 


4. 37 


2.72 


2.15 






MAMMA1 000348 


1.2 


1.27 


4.6 


3.14 


4. 82 


6.11 






MAMMA1 000356 


1.93 


2.21 


4. 93 


3. 08 


5.42 


6. 29 




10 


MAMMA1 000358 


2. 93 


3.97 


5.02 


7. 42 


7.47 


4.9 






MAMMA1 000360 


1.41 


1.92 


4.6 


3. 76 


5.2 


4. 63 






MAMMA1 000361 


2.2 


3.45 


8.9 


8. 94 


10. 67 


8. 93 




15 


MAMMA1 000363 


1.09 


1.69 


3.86 


1.87 


4.37 


4.1 






MAMMA1 000370 


0. 92 


0. 71 


1.76 


2.02 


2. 62 


2. 57 


* 




MAMMA1 000371 


2. 09 


1.73 


f 6. 35 


10. 02 


12.1 


10.1 


* 




MAMMA1 000372 


4. 45 


4.1 


12. 88 


12.01 


12. 92 


11.97 




20 


MAMMA 1000385 


1.79 


2. 36 


6.41 


6. 41 


7. 66 


8. 72 






MAMMA 1 000388 


1.93 


3. 02 


6. 03 


4.7 


4. 53 


5. 06 






MAMMA 1 000395 


1. 3 


2.46 


3. 12 


1.69 


3.49 


0.8 




25 


MAMMA1 000402 


1.69 


1.68 


5.62 


3. 33 


4. 35 


4. 63 






MAMMA1 000403 


1.7 


2. 36 


5. 05 


5.45 


5.81 


3. 96 






MAMMA1 000410 


0. 87 


1.25 


2. 71 


3. 23 


3. 35 


3. 25 


* 




MAMMA1000413 


1.52 


0.47 


2.48 


3.51 


3. 76 


3. 61 


* 


30 


MAMMA1000414 


1.08 


1. 53 


3. 03 


2. 94 


4.91 


1.81 






MAMMA1000416 


3. 3 


4.01 


10.2 


15.8 


23.14 


20. 47 


* 




MAMMA1 000421 


2. 61 


2. 83 


6. 11 


7.7 


7.42 


7. 09 


* 


35 


MAMMA1 000422 


2. 83 


2. 53 


7. 46 


9. 18 


6. 64 


12. 05 




MAMMA1 000423 


1.7 


1.26 


6 


5.9 


6. 62 


5. 89 






MAMMA1 000424 


0. 88 


1.7 


3. 17 


1.91 


2. 38 


1.07 






MAMMA1 000429 


8.73 


10.07 


13. 78 


14. 98 


16.3 


11.17 




40 


MAMMA1 000431 


1.6 


1.27 


4.27 


5.22 


6. 32 


4.26 






MAMMA1 000432 


1.05 


2. 33 


2. 85 


2. 63 


2. 82 


1.41 






MAMMA1 000437 


4. 61 


4. 75 


8.44 


10.54 


11.52 


8.12 




45 


MAMMA1 000444 


2. 53 


4. 15 


8. 55 


7.55 


10.17 


10. 13 






MAMMA1 000446 


1. 19 


2. 07 


3. 87 


2. 03 


3. 63 


2. 49 






MAMMA1 000449 


1. 77 


1.59 


3. 54 


3. 37 


4.31 


3. 22 






MAMMA1 000457 


4.44 


4. 82 


7. 12 


7.2 


6. 88 


6. 22 




50 


MAMMA 1 000458 


1. 27 


2. 22 


4. 83 


2. 52 


4. 03 


1.94 






MAMMA1 000468 


0.55 


1.12 


2.2 


0.51 


2. 25 


1.16 






MAMMA1 000472 


1. 15 


2.3 


4. 42 


4.77 


6.36 


5. 79 


* 


55 


MAMMA1 000473 


1.95 


1.72 


3. 59 


3.45 


5.46 


3.17 






MAMMA1 000477 


3. 86 


3. 29 


5.67 


8.71 


9.92 


7.97 


** 
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MAMMA1 000478 


2. 85 


3.26 


7.41 


5.76 


9. 1 


7. 57 


MAMMA 1000483 


4.16 


3. 16 


8.3 


8. 09 


6.5 


8. 63 


MAMMA1000490 


1.65 


2.61- 


-3.68 


2. 66 


4. 96 


2.14 


MAMMA! 000496 


1. 18 


1. 7 


3.44 


1.3 


3. 79 


2.01 


MAMMA1 000500 


0. 68 


1.79 


3. 22 


1.41 


3.2 


2. 86 


MAMMA1 000501 


3. 04 


3. 89 


7.86 


13. 71 


15. 02 


12.51 


MAMMA1 000503 


0. 84 


2. 08 


2.21 


3. 52 


3. 52 


2. 27 


MAMMA1 000506 


10. 14 


8. 79 


32. 66 


34. 77 


26. 7 


18.31 


MAMMA 100(15 10 
MAMMA I uuuu i u 


3. 24 


3. 5 


4. 59 


10. 97 


10. 76 


13.61 


MAMMA1000515 


2. 12 


1. 54 


4. 56 


5. 97 


7. 55 


6. 2 


MAMMA 1 0005 1 fi 


2. 18 


2. 4 


6. 29 


3. 89 


3. 85 


5. 07 


M AMM A 1 000599 
MAMMA 1 UUUO^Z 




1. 47 


' 4. 39 


2. 4 


3. 68 


1. 85 


MAMMA 1 000 5 94 
MAMMA f UUU3iH 


2. 04 


2. 09 


3. 53 


3. 82 


6. 18 


3. 96 


MAMMA 1 00059ft 

MAMMn 1 UVUOiO 


3. 74 


2. 72 


2. 05 


2. 7 


4. 09 


2. 88 


MAMMA 1 0005^4 
MAMMA 1 UUUOOt 


0. 91 


2. 35 


2. 11 


1. 86 


2. 91 


2.04 


MAMMA1 000541 

MAMMA l UWOI 1 


2. 85 


3. 16 


11. 29 


11. 22 


8. 81 


12.04 


MAMMA 1 000550 
MAMMA 1 UUUOOU 


1. 21 


2. 73 


1. 86 


2. 46 


6. 65 


4. 64 


MAMMA1 00055ft 
MAMMA 1 UUUODO 


1. 78 


1. 32 


4. 25 


2. 66 


3. 37 


1.4 


MAMUA1 orw>5Q 

MAMMA 1 UUUO05? 




1. 49 


5. 56 


2. 92 


4. 2 


3. 46 


MAMMA I UUUODO 


1 82 


2. 74 


3 93 


2. 13 


4. 18 


4. 22 


MAMMA10005R7 

MAMMA I UvwO / 


0. 99 


2. 16 


3. 77 


2. 3 


4, 07 


3. 64 


MAMMA100057K 
MAMMA 1 / O 


3. 72 


3. 12 


13. 12 


10. 45 


9. 76 


10. 02 


MAMMA 10005ft"? 
MAMMA I UUUOOz. 


2. 07 


2. 7 


5. 64 


4. 13 


4. 81 


6. 31 


MAMMA 10005ft? 
MAMMA 1 UUUOOO 


1.16 


2. 33 


2. 45 


2. 19 


4. 47 


2. 93 


MAMMA 1000585 
MAMMA 1 UUUOOO 


1 66 


2. 04 


4. 19 


3. 82 


5. 38 


3. 23 


MAMMA1 000587 


1. 64 


1. 51 


3. 73 


3. 12 


5. 07 


3. 49 


MAMMA10005Q1 
MAMMA 1 VJUUay 1 


0. 96 


1. 34 


3. 1 1 


1. 45 


3. 74 


1. 72 


MAMMA 10005Q4 

MAMMA 1 UUUOoH 


2. 3 


1. 76 


4. 92 


3. 55 


7. 68 


5. 16 


MAMMA10005Q7 

MAMMA 1 UUUOo / 


4. 42 


3. 09 


9. 64 


9. 46 


9. 63 


10. 35 


MAMMA 1 000605 


2. 84 


3. 94 


11.44 


18. 34 


15. 85 


17. 89 


MAMMA 1 00061 2 


1. 91 


2. 15 


5. 22 


3. 85 


4. 33 


4.95 


MAMMA1000614 


3. 11 


2. 71 


9. 4 


7. 48 


6.07 


6. 34 


MAMMA 100061 6 


1. 66 


1. 79 


2. 44 


2. 1 


5.09 


3.45 


MAMMA 1000691 
MAMMA f vUUOZ I 




1. 67 


3 3g 


3. 15 


6. 31 


7. 02 


UAIMIA1 flAAaO"} 
MAMMA I UUUO/d 


1 08 






0. 92 


2. 66 


2. 3 


MAMMA1 000625 


7.39 


6. 32 


23. 76 


19. 68 


25.39 


29.8 


MAMMA1 000635 


0. 89 


0. 68 


1.61 


0. 76 


1.75 


0.64 


MAMMA1 000643 


1.47 


1.11 


1.94 


4. 21 


3. 77 


6. 82 


MAMMA1 000646 


4. 68 


3. 61 


9.55 


17.22 


16.4 


16.44 
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MAMMA 1 000652 


1.98 


1. 61 


3. 56 


4.21 


5.34 


5. 24 


* 


+ 




MAMMA 1 000657 


2. 28 


1.78 


4.51 


2.18 


4. 48 


3. 26 






5 


MAMMA1O00664 


1.78 


1.49- 


-5.35 


2.9 


6.43 


6.85 








MAMMA 1 000667 


1.24 


1.68 


2.17 


1.96 


5. 64 


2.41 








MAMMA1 000668 


0. 71 


1.11 


3. 23 


2.44 


3.76 


1.74 








MAMMA1 000669 


0. 76 


0. 97 


2. 01 


0.9 


3. 94 


2.06 






10 


MAMMA1 000670 


3.27 


2. 78 


4. 47 


10.4 


6. 73 


9.28 


* 


+ 




MAMMA1 000672 


1. 71 


3. 23 


6. 88 


5. 43 


5. 63 


6.03 








MAMMA1 000681 


0. 98 


1. 19 


2. 53 


1. 98 


3. 73 


2. 45 






15 


MAMMA 1 000684 


6. 87 


11. 61 


18. 54 


30. 76 


32. 53 


30. 62 


** 


+ 




MAMMA 1000696 


1. 64 


3. 39 


4. 99 


7. 89 


14. 39 


8.69 


* 


+ 




MAMMA1 000702 


3. 12 


3. 07 


5. 9 


7. 47 


10. 05 


7. 55 


* 


+ 




MAMMA1 000706 


0. 63 


1.07 


1. 79 


1.08 


1. 52 


0. 66 






20 


MAMMA1 000707 


0. 74 


1. 26 


1. 76 


0. 83 


1.87 


0. 63 








MAMMA1000713 


1. 53 


2. 14 


5. 33 


5. 43 


5. 8 


6. 96 








MAMMA 1 nfift7l 4 


1. 19 


1. 84 


4. 31 


2. 64 


4. 96 


4. 94 






25 


MAMMA1 00071 8 


1. 32 


2. 79 


4. 84 


5. 53 


7. 12 


4.37 








MAMMA1 000720 


1. 33 


2. 19 


5. 14 


4. 95 


8.51 


5.44 








MAMMA1 000723 


1. 22 


1. 65 


4. 17 


3. 26 


4. 81 


3. 68 








MAMMA1 000731 


1. 24 


1. 17 


3. 11 


3.04 


4. 99 


3. 26 






30 


MAMMA 1 C\C\<STV> 


1. 37 


1. 59 


3. 02 


4. 86 


6. 5 


6. 05 


** 


+ 




MAMMA1 fif>f>7' ; n 


0. 58 


0. 82 


1 . 54 


2. 31 


2. 41 


1.22 








MAMMA 1flfin7^4. 


12. 22 


11. 56 


22. 62 


21. 95 


22. 19 


13. 18 






35 


MAMMA1 000736 


4. 26 


4. 34 


11. 96 


4. 92 


5. 77 


6. 14 








MAMMA1 000738 


0. 8 


2. 06 


3. 82 


2. 52 


4. 15 


1.95 








MAMMA 1 000744 


1. 12 


2 


5. 52 


3. 27 


3. 97 


4. 67 








MAMMA 1 000746 


1 


2. 03 


2. 24 


2. 38 


4. 27 


2.48 






40 


MAMMAinn<Y74fi 


8. 23 


8. 93 


13. 13 


15. 53 


16. 06 


15. 05 


* 


+ 




MAMMA1 000751 


10.46 


7.63 


32.43 


45. 16 


40. 03 


54. 65 


* 


+ 




MAMMA1 000752 


1. 5 


2. 37 


8. 68 


11. 52 


14.2 


12. 68 


* 


+ 


45 


MAMMA1 000757 


1.89 


2. 48 


5. 54 


7.9 


8. 53 


10. 86 


* 


+ 




MAMMA1 000760 


3 


2. 99 


6. 77 


4. 65 


8. 01 


7. 12 








MAMMA1 000761 


1.86 


2. 58 


5. 73 


4. 87 


6. 29 


4. 99 








MAMMA1 000775 


1.37 


1. 83 


4. 43 


3. 23 


4. 29 


2. 64 






50 


MAMMA1 000776 


2. 37 


2. 36 


6. 3 


6.57 


7 


6. 12 








MAMMA1 000778 


2.14 


2. 28 


5.19 


4. 95 


3. 99 


3.84 








MAMMA1 000781 


1.33 


1.33 


3.06 


2. 82 


2. 86 


1.23 






55 


MAMMA1 000782 


1.94 


2. 36 


3. 88 


2. 93 


3.11 


3.01 








MAMMA1 000784 


1.28 


1.58 


3. 94 


2. 22 


7.2 


3.64 
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MAMMA1 000788 


3.05 


4.31 


4. 38 


4. 16 


5.12 


2. 21 




MAMMA1 000798 


1.01 


2.86 


2. 77 


2. 03 


3. 56 


'2. 1 


5 


MAMMA1O008O2 


4. 36 


3.71- 


- 8. 23 


17. 49 


15.39 


19.2 




MAMMA 1000810 


3.91 


4. 98 


14. 15 


17. 58 


19. 04 


16. 15 




MAMMA1000813 


1.63 


2.11 


3. 73 


2.82 


3.15 


2. 06 




MAMMA1000814 


2.56 


2.97 


7.82 


7.28 


7.26 


6. 61 


10 


MAMMA1 000824 


12. 58 


11.27 


34. 16 


62. 44 


72. 28 


50. 62 




MAMMA1 000827 


1. 83 


2.04 


5.05 


3. 3 


4. 77 


4. 31 




MAMMA1 000831 


1. 45 


2.81 


2. 84 


2. 55 


5.43 


1.85 


15 


MAMMA 1 000838 


6. 85 


9. 27 


7. 86 


13. 01 


8. 43 


14. 52 




MAMMA1 000839 


4. 89 


4.41 


9 


9. 02 


8. 66 


14. 04 




MAMMA1 000841 


1. 33 


2.02 


3. 11 


2. 23 


4. 44 


2. 29 




MAMMA 1 000842 


2. 48 


1. 88 


3. 59 


3. 03 


3. 74 


1. 82 


20 


MAMMA 1 000843 


1. 26 


2. 19 


3. 88 


2. 26 


4. 43 


2. 35 




MAMMA 1 000845 


0. 83 


1.01 


2. 4 


2. 35 


3. 88 


1. 24 




MAMMA1 000851 


1. 3 


3. 42 


5. 35 


7. 83 


5. 9 


6. 65 


25 


MAMMA1 000854 


2. 77 


3. 7 


6. 33 


5. 08 


5. 68 


5. 13 




MAMMA1 000855 


0. 37 


2. 97 


2. 62 


2. 51 


3. 74 


1. 78 




MAMMA1 000856 


0. 87 


1.39 


3. 11 


2. 05 


6. 37 


3. 19 




MAMMA 1 000859 


9. 88 


8. 56 


20. 5 


19. 52 


18.47 


24.31 


30 


MAMMA1 000862 


1. 13 


1. 55 


3. 53 


1. 17 


3. 18 


0. 79 




MAMMA 1 000863 


2. 62 


2. 08 


4. 72 


2. 59 


5. 24 


4.91 




MAMMA1 000865 


0. 35 


0. 82 


2. 48 


0. 4 


1. 84 


0. 35 


35 


MAMMA1 000867 


1. 08 


2. 83 


2. 87 


1. 95 


3. 68 


4. 76 


MAMMA1 000875 


0. 89 


2. 72 


2. 34 


3. 31 


3. 57 


2. 59 




MAMMA 1 000876 


1 . 23 


1. 64 


4. 59 


2. 4 


3. 37 


3. 22 




MAMMA1 000877 


3. 15 


2. 89 


9. 22 


8. 39 


10. 32 


10. 07 


40 


MAMMA1 000878 


3. 05 


3. 61 


8. 94 


6. 33 


8. 52 


9. 62 




MAMMA1 000880 


1. 46 


1. 15 


4. 77 


2.45 


3. 96 


3.01 




MAMMA1 000881 


1. 81 


2. 09 


4. 52 


3. 77 


6. 07 


4. 73 


45 


MAMMA 1000883 


0. 57 


0. 79 


2. 1 


1. 37 


2. 14 


2. 11 




MAMMA1 000897 


0. 76 


2. 39 


0. 36 


1. 19 


2. 99 


6. 19 




MAMMA 1000898 


1. 06 


1.99 


1. 75 


1. 41 


2. 49 


3. 7 




MAMMA1 000905 


1.8 


2. 75 


4. 68 


8. 32 


6.86 


10. 64 


50 


MAMMA1 000906 


1. 17 


2.49 


2. 63 


2. 45 


4. 27 


4. 08 




MAMMA 1000908 


1.59 


1.63 


4.3 


1.77 


3. 05 


1.43 




MAMMA1 000911 


4. 97 


6. 25 


8. 37 


21.77 


20.01 


20. 98 


55 


MAMMA1000914 


1.14 


0. 85 


2. 41 


1.1 


2. 23 


1.61 




MAMMA1 000920 


1.99 


2.17 


4.41 


10.82 


10.67 


9.11 
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MAMMA1 000921 


1.03 


1.02 


2. 41 


3. 47 


3.84 


3.17 




MAMMA1 000931 


2.68 


3.44 


3. 95 


6. 78 


7. 66 


7. 32 


5 


MAMMA1O0094O 


1.67 


1.84- 


6. 05 


5. 78 


6.84 


6.3 




MAMMA1 000941 


3.74 


2.55 


8.61 


9.01 


10.11 


9.46 




MAMMA1 000942 


2. 75 


1.85 


7.46 


8. 27 


8. 47 


7.2 




MAMMA1 000943 


2. 16 


2.84 


10. 49 


9.04 


11.08 


8. 74 


10 


MAMMA1 000952 


2.6 


1.93 


8.65 


9. 03 


7. 47 


6. 75 




MAMMA1 000956 


0. 93 


1.24 


3.11 


3.64 


3. 1 


3. 47 




MAMMA1 000957 


2.5 


1.41 


2. 62 


4.81 


5. 73 


6. 85 


15 


MAMMA1 000962 


3. 25 


3. 57 


10. 48 


13.62 


11.18 


16. 85 




MAMMA1 000966 


1.85 


2. 19 


6.04 


6.34 


6. 23 


7. 04 




MAMMA 1000968 


1.6 


1. 46 


5. 49 


4. 79 


5.62 


4. 97 




MAMMA1 000972 


2.4 


1. 41 


3. 83 


3. 34 


3.91 


4. 32 


20 


MAMMA1 000973 


5. 14 


3. 37 


12. 58 


7. 02 


8. 56 


10. 31 




MAMMA1 000975 


1.44 


1. 99 


3. 34 


2. 37 


4.9 


5.05 




MAMMA1 000976 


2. 46 


2. 71 


8. 57 


9. 22 


11.17 


8. 92 


25 


MAMMA1 000979 


1.46 


2. 62 


3.06 


4. 34 


4.41 


7. 71 




MAMMA1 000986 


5. 75 


5. 32 


10. 24 


8.83 


11.32 


13. 95 




MAMMA1 000987 


1.44 


1. 36 


3.99 


2.43 


3. 74 


5.66 




MAMMA1 000988 


3. 76 


4. 86 


8. 88 


10. 18 


11.34 


10.5 


30 


MAMMA1 000994 


9. 82 


7. 58 


15. 88 


12. 02 


11.56 


9. 25 




MAMMA1 000998 


1. 51 


1.07 


3. 13 


4. 21 


5.42 


4. 04 




MAMMA1 001 003 


1. 98 


1. 83 


5. 97 


4.2 


6. 86 


4. 39 


35 


MAMMA1001007 


0. 38 


1.03 


1.77 


0.14 


1.38 
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2. 65 


7. 49 


8. 27 


7. 78 


9. 03 


NT2RM4001148 


6. 59 


6. 59 


13. 68 


12.1 


12. 92 


15. 83 


NT2RM4001151 


3.7 


3.7 


4. 31 


1.94 


3. 65 


1.68 


NT2RM4001155 


5.51 


5.51 


6. 36 


3. 55 


5. 37 


4. 63 


NT2RM4001157 


1.68 


1.68 


4. 95 


4. 86 


2. 81 


3. 82 


MT2RM4001160 


1.57 


1.57 


3. 39 


2. 99 


1.9 


2. 41 


NT2RH4001163 


42. 35 


42. 35 


86. 27 


106. 63 


52. 13 


98. 56 


NT2RM4001187 


2. 64 


2. 64 


7. 25 


3. 96 


4. 87 


5.2 


NT2RM4001191 


3.2 


3.2 


9. 95 


8.59 


6. 36 


8. 72 


NT2RM4001200 


3.83 


3. 83 


6. 35 


5. 52 


4. 41 


4.11 


NT2RM4001203 


9.93 


9. 93 


20.29 


22. 65 


25. 36 


21.82 


NT2RM4001204 


3. 23 


3. 23 


3. 59 


3. 17 


2. 83 


2.6 


MT2RM4001217 


4. 62 


4. 62 


12. 16 


11.26 


13. 39 


13. 72 


NT2RM4001245 


7. 31 


7.31 


17.14 


13. 76 


14. 49 


17. 16 


NT2RM4001247 


3. 23 


3. 23 


9. 1 


5. 73 


6. 57 


5. 03 


NT2RM4001256 


2.51 


2.51 


6. 39 


3. 57 


5.48 


4. 14 


NT2RM4001258 


8.2 


8.2 


24. 68 


25. 02 


24.16 


22. 89 


NT2RM4001267 


3.43 


3. 43 


4. 83 


3. 93 


4.3 


8. 08 


NT2RM4001273 


4. 23 


4. 23 


8. 38 


7. 39 


6. 96 


8. 77 


NT2RM4001281 


4 


4 


10. 54 


10.15 


9. 05 


10 


NT2RM4001286 


345. 27 


345. 27 


526. 77 


215.2 


220. 51 


552. 53 


NT2RM4001290 


23.51 


23. 51 


61.5 


56. 51 


48.6 


59. 58 


NT2RM4001309 


2. 64 


2. 64 


6. 81 


3. 17 


5.42 


4. 05 


NT2RM4001313 


2. 63 


2. 63 


8. 62 


3. 81 


6. 36 


7. 03 


NT2RM4001316 


3. 14 


3.14 


6. 12 


3. 39 


3. 85 


5. 25 


NT2RM4001320 


2.4 


2.4 


6. 43 


2. 83 


3. 16 


5.6 


NT2RM4001321 


3. 98 


3. 98 


8. 62 


6.17 


7. 03 


6. 24 


NT2RM40O1325 


2. 54 


2.54 


5.2 


4. 76 


2. 93 


5. 25 


NT2RM4001333 


8. 65 


8. 65 


18. 06 


8. 57 


10. 76 


9.51 


NT2RM4001340 


4. 81 


4.81 


12. 27 


6. 99 


7.72 


11.24 


NT2RM4001344 


4. 09 


4.09 


4. 69 


3.04 


3.44 


4. 93 


NT2RM4001347 


6. 49 


6.49 


9.8 


10. 53 


9. 72 


17. 71 


NT2RM4001357 


7. 59 


7. 59 


12. 09 


8. 58 


11.68 


9.37 


NT2RM4001360 


2. 79 


2. 79 


5.11 


3. 82 


2. 85 


3. 07 
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NT2RM4001371 


4.71 


4. 71 


8. 57 


6. 58 


13. 16 


12. 93 


NT2RM4001377 


8. 01 


8. 01 


13.74 


8. 66 


9.23 


10.58 


NT2RM4001382 


17.31 


17. 31- 


-56. 74 


35. 57 


28.32 


38. 22 


NT2RM4001384 


2.17 


2.17 


4.11 


2. 35 


3. 34 


3. 75 


NT2RM4001400 


3.78 


3. 78 


5. 76 


4. 87 


4. 66 


5.07 


NT2RM4001409 


2. 55 


2. 55 


6. 82 


4. 82 


4. 63 


5. 27 


NT2RM4001410 


5. 48 


5.48 


21.69 


17. 34 


21.09 


18.91 


NT2RM4001411 


2. 66 


2. 66 


6.5 


5. 86 


6. 64 


6. 77 


NT2RM4001412 


1.75 


1.75 


3. 33 


2. 39 


2. 52 


2. 79 


NT2RM4001414 


2. 18 


2. 18 


4. 83 


2.45 


2.4 


3. 77 


NT2RM4001436 


8.35 


8. 35 


16. 65 


10. 45 


10. 13 


15. 55 


NT2RM4001437 


2. 77 


2. 77 


f 8. 85 


8. 31 


11.26 


7. 67 


NT2RM4001444 


11.57 


11.57 


25. 93 


21. 1 


18. 36 


18.42 


NT2RM4001454 


3. 62 


3.62 


7. 89 


6. 16 


5. 03 


4. 79 


NT2RM4001455 


5. 85 


5.85 


22. 19 


18. 03 


25. 08 


26. 16 


NT2RM4001483 


4. 37 


4. 37 


8. 77 


4. 97 


5. 43 


6.46 


NT2RM4001489 


3. 12 


3. 12 


7. 04 


3. 64 


4. 19 


5. 46 


NT2RM4001495 


1.35 


1.35 


5. 13 


2.85 


3. 29 


3.37 


NT2RM4001499 


1.74 


1. 74 


4. 98 


3. 65 


2. 77 


3.3 


NT2RM4001515 


0.95 


0. 95 


3. 38 


2. 65 


5. 38 


3.41 


NT2RM4001519 


1.86 


1. 86 


4.6 


2. 24 


4. 38 


2. 85 


NT2RM4001522 


3.8 


3.8 


7. 66 


5. 36 


7. 42 


9. 13 


NT2RM4001523 


5.46 


5.46 


9. 11 


4. 82 


7. 58 


5. 79 


NT2RM4001550 


11.9 


11.9 


17. 38 


16. 49 


16. 76 


15.01 


NT2RM4001553 


7. 88 


7, 88 


13.4 


23. 26 


23. 53 


23.87 


NT2RM4001554 


0. 86 


0. 86 


1. 74 


1. 85 


1.11 


2.2 


NT2RM4001557 


2.5 


2.5 


6. 33 


5. 05 


3. 36 


4. 89 


NT2RM4001565 


1.87 


1.87 


4. 05 


2. 46 


3. 34 


3. 23 


NT2RM4001566 


3. 23 


3. 23 


8. 57 


8. 91 


10. 49 


11.42 


NT2RM4001569 


1.47 


1.47 


5. 4 


3. 35 


4. 15 


1. 56 


NT2RM4001579 


6. 57 


6. 57 


16. 69 


19. 23 


23. 83 


18. 22 


NT2RM4001582 


4. 06 


4. 06 


5. 97 


2. 16 


3. 17 


2.67 


NT2RM4001589 


21. 51 


21. 51 


37. 16 


42. 45 


55. 76 


47. 57 


NT2RM4001592 


1.37 


1.37 


2. 96 


3. 02 


2. 14 


3.71 


NT2RM4001594 


1. 98 


1. 98 


4. 09 


5. 4 


5. 24 


5. 67 


NT2RM4001597 


2. 65 


2. 65 


5. 64 


5. 17 


4.97 


4. 33 


NT2RM4001605 


2.7 


2.7 


6. 18 


5.71 


5. 92 


5. 93 


NT2RM4001609 


23.65 


23. 65 


45 


61.08 


78. 89 


77.31 


NT2RM4001610 


48.1 


48.1 


69.16 


132. 54 


132. 39 


115. 22 
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NT2RM4001611 


3. 31 


3. 31 


4. 56 


2. 33 


.32 


2. 02 






NT2RM4001618 


7. 05 


7. 05 


7. 95 


6. 68 


8. 98 


12. 95 




5 


NT2RM4001622 


13. 53 








24. 67 


28. 46 






NT2RM4001624 


1. 6 


1. 6 


1 3 02 






4. 43 






NT2RM4001625 


4. 89 


4. 89 


39. 6 


41 63 




46.46 






NT2RM4001 629 


3. 82 






12. 09 


12. 08 


13. 38 


* 


10 


NT2RM4001 632 


15. 28 


15 28 


24 82 


31.07 


26.16 


25.6 






NT2RM4001 642 


3 29 


3 29 




2. 89 


3. 62 


2. 1 






NT?RIUUinni fU7 




4 44 




4. 04 


5. 48 


4. 67 




15 


NT2RM4001 650 


4. 96 


4. 96 


4 94 


2. 66 


2. 87 


3.79 


** 




MT9RM4nfl1fifi9 


2.18 


2. 18 


i ' 47 


8.31 


6. 54 


9. 39 


* 




« 1 Zr£m*f UU 1 OOD 




2. 28 


6.5 


6. 24 


6. 17 


8. 14 






NT2RM4001 670 




3. 52 


10. 77 


11.16 


10. 82 


14. 91 




20 


WTODMjinni coo 


12. 66 


12. 66 


31 . 6 


33. 03 


26. 04 


37. 07 






N I £.t\m't\AJ I / ! u 


6.7 


6.7 


38, 5 


40. 58 


58. 41 


40. 31 








4. 06 


4. 06 


7. 61 


10. 19 


' 10. 7 


9. 98 


* 


25 


Pi I if\m4UU \ / IH 


10. 88 


10. 88 


19. 37 


18. 67 


19. 3 


17. 65 






Pi 1 Zf\m*fUU I / to 






11.6 


13. 55 


16. 86 


12. 99 






NT9RM4.fini7'?7 
W 1 ZKM4UU 1 / £ 1 


* 




5. 92 


4. 83 


5. 89 


7. 6 






MT?RM4.nm 7^1 




2.6 


10. 72 


13. 46 


1 1. 23 


11. 73 




30 


HT9RML4ftf)1 7'?'; 
Pi 1 £ruil*fUU 1 /oo 


12 84 


12.84 


21.53 


22. 01 


20. 88 


34. 93 








2 4 
2.46 


2.46 


7. 3 


8. 13 


5. 17 


7. 14 






NT9RM4f>fi1 741 


14.41 


14. 41 


29. 88 


26. 98 


27. 21 


32. 35 




35 


n 1 ir\M4UU 1 740 


3. 65 


3. 65 


6. 76 


6. 89 


6. 5 


5. 33 






MTOPU-Anm 7Cvf 
111 1 ZNKnW 1 /04 


3.16 


3.16 


4. 17 


3. 39 


3. 62 


3. 84 






NT9Rtt4f)ft1 757 
PI 1 ZrvBHfUU 1/0/ 


5.02 




5.78 


4. 7 


6. 31 


7. 97 






NT9RIMf(A1 75ft 
W 1 ZixnHtUU 1 / Do 


1 




0. 76 


1. 98 


0. 65 


1. 46 




40 


NT2RM4001768 




* 


10.19 


8. 48 


6. 91 


7. 83 






MT9RMAftfl177R 
M 1 ZPUH4UU 1 / / 0 


3 2 
3. 23 


3.23 


2. 76 


1. 9 


1. 85 


1. 71 


** 




NT9RI/U.ftfS177fi 




2. 56 


4. 77 


2. 47 


2. 68 


2. 69 




45 


NT2RM4001783 


2 88 




3. 22 


3. 12 


3. 48 


3. 68 






pi i zpun*fuu i / yo 


4 67 


4.67 


11.44 


12. 02 


9. 6 


10. 75 






NT2RM4001 81 0 


3 31 




4. 46 


3. 33 


3. 63 


3. 11 






NT2RM4001 81 3 


3 9 


3 9 












50 


NT2RM4001818 


4 06 


4. 06 


11*34 


10 43 


8 67 


10 53 






NT2RM4001819 


2. 35 


2. 35 


5.6 


2. 37 


3. 02 


4. 58 






NT2RM4001823 


1.76 


1.76 


4.48 


2. 47 


4. 04 


4. 27 




55 


NT2RM4001828 


5. 01 


5.01 


11.49 


5. 67 


7. 54 


7. 51 






NT2RM4001835 


9. 75 


9. 75 


18. 65 


21.12 


16.5 


26. 55 
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NT2RM4001836 


3. 27 


3. 27 


8.32 


3. 65 


3. 54 


5. 58 


NT2RM4001841 


7. 94 


7.94 


15.82 


20. 15 


20. 96 


23. 33 


NT2RM400 1.842 


2. 1 


2.1 


-.4,44 


3.5 


3. 35 


4. 85 


NT2RM4001843 


5.65 


5.65 


14. 54 


13. 34 


12.25 


14. 94 


NT2RM4001856 


4. 42 


4.42 


7.16 


7. 65 


4.71 


16. 83 


NT2RM4001858 


5.91 


5.91 


15.86 


16. 09 


17. 03 


16. 93 


NT2RM4001861 


2. 91 


2.91 


9.57 


6.31 


8.66 


9. 28 


NT2RM4001863 


8. 06 


8. 06 


9. 5 


15. 16 


15. 68 


11.77 


NT2RM4001865 


5.04 


5.04 


11.25 


7.44 


10. 24 


9.03 


NT2RM40O1869 


5. 1 


5. 1 


5. 96 


5. 22 


8.45 


21.88 


NT2RM4001873 


9. 62 


9. 62 


18. 43 


13. 33 


15.49 


19. 21 


NT2RM4001876 


2. 24 


2. 24 


' 6. 94 


3. 65 


4. 39 


7. 25 


NT2RM4001 880 


3. 6 


3. 6 


8. 57 


5. 13 


5. 41 


7. 67 


NT2RM4001 885 


5. 71 


5.71 


11. 11 


7. 11 


6. 56 


"11.98 


NT2RM4001889 


10. 25 


10. 25 


18. 24 


16. 31 


15. 85 


21. 33 


NT2RM4001894 


2. 61 


2. 61 


6. 07 


3. 58 


3.65 


3. 49 


NT2RM4001897 


7. 87 


7. 87 


20. 24 


18. 41 


20.4 


23.46 


NT2RM4001 899 


3. 36 


3. 36 


7. 43 


4. 92 


8. 19 


8. 54 


MT2RM4001 905 


3 


3 


4. 84 


3. 3 


4. 53 


7. 1 


NT2RM4001 922 


2. 55 


2. 55 


6. 05 


3. 97 


4. 84 


5. 11 


NT2RM4001 930 


2. 64 


2. 64 


8. 9 


2. 88 


6. 53 


6. 38 


NT2RM4001938 


2. 65 


2. 65 


4. 91 


5. 09 


5. 65 


6.43 


NT2RM4001940 


2. 73 


2. 73 


6. 17 


5. 91 


4.46 


5.48 


NT2RM4001 942 


37. 36 


37. 36 


32. 02 


53. 86 


59.28 


82. 77 


NT2RM4001 953 


4. 65 


4. 65 


9. 68 


5. 04 


6. 79 


4. 91 


NT2RM4001 965 


4. 96 


4. 96 


8. 82 


10. 18 


8. 54 


8. 39 


NT2RM4001 966 


3 


3 


5. 14 


6. 3 


7. 45 


8. 19 


NT2RM4001 969 


2. 22 


2. 22 


7. 29 


5. 01 


2. 95 


4. 5 


NT2RM4001 974 


1. 19 


1. 19 


4. 61 


1. 89 


2. 96 


4. 83 


NT2RM4001 979 


2. 09 


2. 09 


6. 37 


3. 39 


4. 65 


7. 36 


NT2RM4001980 


4. 3 


4. 3 


7. 59 


7. 58 


8. 02 


9.33 


NT2RM4001984 


2. 31 


2. 31 


5. 36 


2. 68 


3. 49 


4. 57 


NT2RM4001 987 


3. 36 


3. 36 


9. 66 


2. 92 


4.6 


5. 01 


NT2RM400201 3 


6. 62 


6. 62 


15. 13 


13. 47 


17. 16 


19. 8 


NT2RM400201 8 


2. 31 


2, 31 


5. 15 


4. 09 


5. 53 


7. 1 


NT2RM4002033 


3.19 


3.19 


8. 16 


4. 91 


3. 27 


5. 93 


NT2RM4002034 


1. 89 


1.89 


6. 19 


4. 82 


4. 38 


4. 03 


NT2RM4002044 


7.71 


7.71 


17.9 


18. 75 


12.3 


18.5 


NT2RM4002047 


3. 88 


3. 88 


5. 19 


2. 68 


5. 38 


9.2 
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NT2RM4002054 


4. 54 


4. 54 


6. 97 


2. 56 


4.3 


3. 89 




NT2RM4002055 


13. 72 


13.72 


74. 75 


60.51 


91.27 


61.53 




NT2RH4002059 


23. 73 


23. 73. 


-34. 85 


48. 05 


63. 09 


52. 61 


** 


NT2RH4002061 


3. 72 


3.72 


5. 32 


3. 59 


3. 69 


4. 81 




NT2RM4002062 


1.9 


1.9 


5.41 


3. 66 


2. 84 


4. 26 




NT2RM4002063 


2.21 


2.21 


8.1 


7. 64 


7. 35 


3. 79 




NT2RM4002066 


2.07 


2. 07 


5.29 


4. 42 


6. 32 


4. 07 




NT2RM4002067 


2.51 


2.51 


4. 27 


3. 07 


5.19 


4. 41 




NT2RM4002073 


3.73 


3.73 


7. 24 


5. 51 


7. 69 


5. 16 




NT2RM4002074 


5.19 


5.19 


7.35 


5. 67 


7. 47 


4. 49 




NT2RM4O02075 


5.13 


5.13 


5.9 


3.16 


3. 18 


2. 91 


** 


NT2RM4002076 


3.13 


3.13 


! 3. 05 


1.94 


2. 52 


1.71 


* 


NT2RM4002078 


10.3 


10.3 


28. 06 


23. 95 


20.81 


26. 64 




NT2RM4002081 


10. 47 


10.47 


30. 87 


19.18 


17.8 


18. 22 




NT2RM4002082 


1.25 


1.25 


3.02 


3. 85 


2. 58 


1.23 




NT2RM4002093 


2.82 


2. 82 


3.9 


4. 79 


4. 66 


4. 79 


* 


NT2RM4002109 


4. 42 


4. 42 


11.51 


13. 95 


15. 12 


15.21 


* 


NT2RH4002115 


2. 86 


2. 86 


4.51 


4. 81 


4.8 


2. 52 




NT2RM4002118 


4.48 


4.48 


6. 14 


4.3 


4.86 


4. 27 




NT2RM4002128 


3. 78 


3.78 


4. 57 


2. 84 


3. 31 


3. 13 


* 


NT2RM4002137 


3. 96 


3.96 


8.14 


10. 27 


7.51 


8. 92 




NT2RM4002139 


3. 78 


3.78 


8. 98 


7. 03 


7. 84 


7. 87 




NT2RM4002140 


4. 04 


4. 04 


9. 45 


8. 87 


7.81 


10.17 




NT2RM4002145 


5. 99 


5. 99 


17.51 


25.81 


31.07 


24. 47 


* 


NT2RH4O02146 


4.51 


4.51 


8. 23 


8. 56 


9 


8. 92 




NT2RM4002161 


2. 33 


2.33 


4.97 


1.38 


3.15 


5.3 




NT2RM4002174 


4. 86 


4. 86 


8. 02 


3. 12 


4. 53 


6.15 




NT2RM4002178 


7.3 


7.3 


24.43 


28. 61 


33.13 


29. 27 


* 


NT2RM4002180 


3. 47 


3.47 


11.93 


9. 27 


10.02 


11.28 




NT2RM4002185 


5. 94 


5.94 


35.51 


31.59 


32. 34 


31.69 




NT2RM4002189 


1.6 


1.6 


3. 24 


3. 68 


5. 59 


4. 91 


* 


NT2RM4002194 


9.3 


9.3 


25. 94 


37.2 


29. 64 


38. 23 


* 


NT2RM4002198 


6. 09 


6. 09 


7. 61 


9.37 


8.4 


10.04 


* 


NT2RM4002205 


4. 01 


4.01 


9.05 


6.76 


7.86 


8.76 




NT2RM4002213 


5. 36 


5. 36 


8. 79 


8. 05 


11.99 


14. 41 




NT2RM4002216 


7. 35 


7. 35 


12. 58 


16. 58 


23. 93 


18.16 


* 


NT2RM4002226 


3.84 


3.84 


9. 71 


20. 85 


16.65 


16.5 


** 


NT2RM4002237 


4.19 


4.19 


10.13 


10. 37 


7.64 


13. 22 




NT2RM4002240 


1.96 


1.96 


3. 64 


3.73 


3. 71 


7. 59 
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NT2RM4002251 


2.11 


2.11 


6.2 


7.87 


5.48 


5. 17 


NT2RM4002256 


4. 38 


4.38 


10. 68 


10.7 


9.46 


9. 64 


NT2RM4002262 


2. 85 


2.85 


^-6.25 


3. 34 


4.43 


9. 66 


NT2RM4002266 


3. 93 


3. 93 


4. 76 


2. 76 


3. 55 


4. 47 


NT2RM4002276 


11.23 


11.23 


15. 55 


16.5 


28. 25 


20.64 


NT2RM4002278 


1.89 


1.89 


4. 59 


4. 33 


3. 99 


5. 11 


NT2RM4002281 


17.71 


17.71 


59.08 


62. 68 


51.19 


59. 89 


NT2RM4002287 


2. 08 


2.08 


3.84 


2. 46 


4. 21 


3. 32 


NT2RM4002294 


3.19 


3.19 


6. 99 


6. 28 


6. 09 


8. 69 


NT2RM4002298 


18. 59 


18. 59 


60. 14 


86. 09 


89.9 


88. 75 


NT2RM4002301 


3.2 


3.2 


6. 85 


4. 63 


5. 94 


4. 02 


NT2RM4002306 


4. 71 


4.71 


*8.24 


4. 99 


5.31 


4.2 


NT2RM4002323 


3.9 


3.9 


4. 06 


4.11 


4. 39 


3. 11 


NT2RM4002334 


11.54 


11.54 


20. 76 


17. 92 


20. 72 


16. 95 


NT2RM4002339 


1.78 


1.78 


3. 52 


1.33 


1.3 


1.38 


NT2RM4002344 


2.36 


2. 36 


5. 74 


2. 87 


3. 57 


7. 92 


NT2RM4002345 


3.56 


3.56 


10. 59 


5.06 


4. 63 


7.5 


NT2RM4002352 


2. 04 


2. 04 


7. 67 


3.99 


5.14 


3. 74 


NT2RM4002362 


20. 38 


20. 38 


24. 92 


11.23 


14. 32 


15. 17 


NT2RM4002373 


2.1 


2.1 


3. 96 


3.21 


2. 55 


3. 63 


NT2RM4002374 


2. 28 


2. 28 


4. 39 


2. 29 


3. 58 


4.3 


NT2RM4002376 


4. 02 


4. 02 


6.03 


3.31 


2. 97 


5. 52 


NT2RM4002383 


2.8 


2.8 


8. 49 


4.76 


5. 79 


4. 28 


NT2RM4002390 


3. 03 


3. 03 


6.01 


4. 06 


5.27 


7. 37 


NT2RM4002398 


5.16 


5. 16 


43. 18 


33. 97 


50. 73 


30. 41 


MT2RM4002409 


2.11 


2.11 


5. 93 


3. 37 


4. 29 


1.9 


NT2RM4002414 


4. 73 


4. 73 


6.21 


7. 37 


9. 12 


14. 53 


NT2RM4002438 


2. 07 


2. 07 


5. 28 


3. 03 


4. 38 


7. 18 


NT2RM4002440 


2. 99 


2. 99 


6. 92 


5. 78 


5. 32 


9. 49 


NT2RM4002446 


2. 23 


2. 23 


6. 08 


2. 95 


4. 45 


5.7 


NT2RM4002450 


3.36 


3.36 


10.01 


6.15 


7. 75 


7. 24 


NT2RM4002452 


2.13 


2.13 


6.3 


3. 67 


5.15 


7. 23 


NT2RM4002457 


2. 68 


2. 68 


4.44 


2. 66 


3. 26 


4. 52 


NT2RM4002458 


3.06 


3.06 


5. 77 


3. 32 


5.34 


4.04 


NT2RM4002460 


2. 43 


2.43 


3. 68 


1.57 


2.45 


1.43 


NT2RM4002464 


5.4 


5.4 


12. 62 


14. 39 


13. 72 


14.3 


MT2RM4002479 


4. 66 


4. 66 


6. 69 


4. 91 


7.98 


11.54 


NT2RM4002482 


4. 26 


4. 26 


16.18 


10. 19 


11.5 


12.2 


NT2RM4002489 


6. 74 


6. 74 


16.91 


8. 79 


5. 81 


11.68 
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NT2RM4002493 


1.35 


1.35 


3. 22 


1.96 


3.51 


2. 73 




NT2RM4002499 


34. 96 


34. 96 


72.9 


59.42 


52. 07 


54.3 




NT2RM4002504 


5. 15 


5.15 


-10.68 


10. 57 


13.51 


9.8 




NT2RM4002506 


4. 77 


4. 77 


9.4 


4. 93 


7. 59 


8. 53 




NT2RM4002510 


2. 03 


2.03 


3.27 


1.66 


2. 97 


2. 48 




NT2RM4002527 


1.57 


1.57 


3. 14 


1.83 


2.31 


4. 47 




NT2RM4002532 


2. 45 


2. 45 


7. 75 


5. 88 


3. 37 


5. 19 




NT2RM4002534 


1. 79 


1.79 


4.8 


2. 1 


3.45 


2. 94 




NT2RM4002535 


2.5 


2. 5 


6.51 


5. 89 


8. 1 


6. 37 




NT2RM4002554 


3. 29 


3.29 


5. 31 


3. 31 


5. 47 


3. 12 




NT2RM4002558 


6. 91 


6. 91 


32. 57 


32. 58 


41. 54 


25. 61 




NT2RM4O02565 


5. 38 


5. 38 


' 13. 6 


8. 22 


9. 85 


10. 53 




NT2RM4002567 


3. 34 


3. 34 


5. 43 


.4.21 


4. 49 


7. 22 




NT2RM4002571 


4. 48 


4.48 


15.61 


11.95 


16. 47 


15. 24 




NT2RM4002572 


5. 57 


5.57 


17.2 


13.7 


9. 59 


13.48 




NT2RM4Q02577 


7. 76 


7.76 


15. 25 


6. 59 


5. 87 


5. 65 




NT2RM4O02583 


1.08 


1.08 


3. 58 


2. 28 


4. 83 


2.44 




NT2RM4002584 


1. 64 


1.64 


5. 67 


3. 24 


5. 74 


5. 56 




NT2RM4002593 


3. 29 


3. 29 


5. 17 


2. 75 


3.91 


4.61 




NT2RM4002594 


11.26 


11.26 


46. 5 


38. 21 


55. 32 


43. 58 




NT2RM4002604 


4. 83 


4. 83 


4. 64 


1. 77 


2.03 


2. 89 


** 


NT2RM4002614 


3. 48 


3.48 


3. 48 


2. 52 


3. 66 


2.81 




NT2RM400261 6 


1.07 


1.07 


2. 73 


2. 88 


2. 71 


2.38 




NT2RM4002623 


1. 39 


1.39 


4. 89 


3. 92 


3. 72 


5. 06 




NT2RM4002634 


1.41 


1.41 


4. 38 


3. 42 


4. 91 


2. 96 




NT2RM4002636 


2. 22 


2. 22 


3. 93 


3. 92 


4. 18 


4. 12 




NT2RP1 000002 


8. 82 


8. 82 


52. 94 


75. 1 


92. 89 


81. 45 




NT2RP1 000006 


4. 68 


4. 68 


6. 28 


4. 25 


4.48 


2. 56 




NT2RP1000015 


4. 86 


4. 86 


5. 27 


2. 74 


1. 99 


2. 28 


** 


NT2RP1000018 


5.45 


5.45 


5 


5. 55 


4. 83 


4. 96 




NT2RP1 000034 


18. 22 


18. 22 


49. 95 


38. 04 


30. 76 


50. 07 




NT2RP1 000035 


1. 93 


1.93 


3.2 


5. 26 


3. 23 


3. 96 




NT2RP1 000040 


1. 77 


1.77 


3. 33 


2. 93 


3. 28 


4. 28 




NT2RP1 000042 


1.3 


1.3 


3.44 


1. 99 


3. 22 


2. 38 




NT2RP1 000048 


3. 6 


3. 6 


10. 24 


7. 25 


9.9 


9 




NT2RP1 000050 


2.21 


2.21 


4. 71 


2.89 


4 


3. 57 




NT2RP1 000056 


4. 03 


4. 03 


3. 74 


1.09 


0.61 


1.96 


** 


NT2RP1 000058 


3. 49 


3. 49 


2. 03 


1.84 


2. 07 


2.48 




NT2RP1 000063 


1.77 


1.77 


3. 65 


4. 09 


4 


3.83 
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NT2RP 1000068 


1. 89 


1 . 89 


3. 99 


3. 12 


3. 33 


2.43 






NT2RP 1000072 


22. 9 


22. 9 


74. 07 


82. 91 


66. 26 


95. 85 




5 


NT2RP100007.3 


2. 18 


2. 18 


- 2. 45 


2. 68 


3. 69 


3. 86 


* 




NT2RP1 000078 


2. 72 


2. 72 


3. 17 


2. 93 


2.3 


3. 13 






NT2RP1 000079 


4. 13 


4. 13 


5. 32 


3.6 


4. 48 


2. 5 






NT2RP1 000080 


4. 99 


4. 99 


8. 13 


9. 46 


12. 46 


9. 46 


* 


10 


NT2RP1 000086 


4. 15 


4. 15 


3. 63 


1. 31 


2. 1 


3. 75 






NT2RP1 000087 


1. 3 


1. 3 


4. 36 


3.51 


3. 21 


3. 45 






NT2RP1 000089 


4. 5 


4. 5 


9. 98 


12. 69 


11.3 


14. 93 


* 


15 


NT2RP1 000090 


45. 76 


45. 76 


96. 6 


94. 37 


53. 44 


93.42 






NT2RP1 0001 00 


2. 17 


2. 17 


4. 05 


5. 23 


4. 13 


3. 66 






NT2RP1 0001 01 


3. 44 


3. 44 


'5. 22 


4. 41 


2. 88 


4. 81 






NT9RP1fiOM 1 1 

ft I £.t\r 1 UUU 1 1 I 


3. 24 


3. 24 


5. 56 


4. 51 


3 9 


3 gg 




20 


NT2RP1 0001 1 2 


3 29 


3. 29 


4. 08 


1. 85 


3. 33 


3 






tt 1 tl\r 1 UUU 1 




5. 57 


4. 96 




5. 73 


5. 5 






NT2RP1 0001 25 


7. 28 


7. 28 


19. 39 


13. 69 


10. 68 


16. 86 




25 


NT2RP1000129 


1 81 


1. 81 


4. 35 


5. 14 


3. 91 


4. 27 






NT2RP1000130 


2. 31 


2. 31 


4. 11 


5. 31 


5. 62 


16. 86 






w I £.\\T f UUU 1 OH 


7. 5 


7. 5 


15. 63 


17. 16 


12. 72 


16. 37 






htorpkwuri 












3. 59 




30 


MT9RP1f)fi017fl 
n 1 £.lxr l uuu i /u 


3 42 


3 42 


4. 2 


4. 96 


5. 17 


5. 85 


* 




n 1 ^i\r 1 UUU 1 / *r 


3. 5 


3. 5 


3. 42 


1.3 


2. 38 


2. 12 


** 




n i £.T\r I uuu i o i 


6. 14 


6. 14 


7. 22 


10. 97 


14. 98 


9. 38 




35 


NT2RP1000191 


1 08 


1 08 


5. 61 


4 94 


3. 59 


5. 71 




NT2RP 1000202 






1 66 


2. 02 


1. 2 


2. 24 






NT2RP1 000239 


1. 53 


1 53 


4. 1 


2. 15 


0. 94 


2. 07 






NT2RP1 000243 


2. 37 


2. 37 


2. 04 


1. 31 


1. 14 


1. 64 


** 


40 


NT2RP1 000255 


1. 94 


1. 94 


3 02 


2. 11 


2. 26 


1. 78 






NT9RP1 000950 


5. 27 


5. 27 


9. 55 


5. 53 


6. 33 


4. 29 






NT2RP 1000261 


2. 76 


2. 76 


4. 4 


2. 07 


1 . 64 


2. 64 




45 


NT2RP 1000269 


5. 16 


5. 16 


5. 01 


7. 7 


10. 51 


7. 39 


* 




NT2RP1 000271 


7. 79 


7. 79 


15. 88 


13. 16 


15. 11 


18. 48 






NT2RP1 000272 


7. 71 


7. 71 




10. 72 


11. 74 


11.3 






NT2RP 1000279 






5 24 


2. 23 


3. 91 


2. 62 




50 


n I zi\r I uuuzyu 


6 61 


6 61 






13. 52 


9. 92 


* 




NT2RP1 000293 


6. 86 


6. 86 


10.91 


9. 75 


8. 45 


10. 92 






NT2RP1 000300 


12. 42 


12. 42 


11.93 


9.96 


11.37 


10.2 


* 


55 


NT2RP 1000324 


5.16 


5. 16 


6 


4. 69 


5. 92 


6. 97 






NT2RP1 000325 


54. 42 


54.42 


101.4 


70. 46 


57. 52 


78.6 
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NT2RP1 000326 


4. 01 


4.01 


7. 67 


3. 82 


4. 56 


7. 85 


NT2RP1 000331 


12.16 


12.16 


24. 08 


12.19 


10.5 


20. 1 


NT2RP1000333 


4.18 


4. 18 


-7.52 


6.66 


6. 53 


6.98 


NT2RP1 000336 


1.45 


1.45 


4.45 


1.35 


3. 76 


1.78 


NT2RP1 000347 


3.05 


3. 05 


8. 75 


7.26 


8. 31 


6.38 


NT2RP1 000348 


2. 11 


2. 11 


4. 14 


2. 76 


3 


2. 75 


NT2RP 1000349 


2. 12 


2. 12 


3. 92 


3 


4. 39 


4. 11 


NT2RP1 000353 


40.87 


40. 87 


83.5 


51. 49 


47. 8 


66. 02 


NT2RP1 000356 


39. 53 


39. 53 


93. 37 


50.3 


56. 48 


74. 42 


MT2RP1 000357 


3. 89 


3. 89 


9. 63 


8. 43 


8. 7 


8. 72 


MT2RP1 000358 


2. 85 


2. 85 


6. 11 


4. 23 


3. 04 


5. 09 


NT2RP1 000360 


11.04 


11.04 


h. 39 


12. 08 


18. 42 


19. 44 


NT2RP 1000363 


13. 09 


13. 09 


15. 39 


13. 13 


13. 38 


10. 01 


NT2RP1 000376 


1.81 


1.81 


3. 8 


2. 09 


1.9 


2. 24 


NT2RP1 000386 


118 


118 


191. 31 


146. 98 


187. 97 


155. 47 


NT2RP1 000407 


0. 72 


0. 72 


3. 16 


0. 58 


0. 89 


1.2 


NT2RP1 000409 


2. 05 


2. 05 


5. 39 


2. 84 


6. 59 


3. 83 


NT2RP1000413 


4. 78 


4. 78 


8. 03 


5. 86 


8. 89 


10. 19 


NT2RP1000416 


1.5 


1. 5 


2. 01 


0. 93 


3. 17 


0. 7 


NT2RP1000418 


2. 27 


2. 27 


6. 69 


5. 08 


6. 67 


4. 85 


NT2RP1 000420 


1.77 


1. 77 


5. 19 


7. 32 


7. 64 


3. 7 


NT2RP1 000434 


1.48 


1.48 


4. 39 


1. 27 


3. 12 


1 


NT2RP1 000439 


5.02 


5. 02 


9. 31 


20. 62 


28. 73 


24. 75 


NT2RP1 000443 


1.8 


1.8 


3. 46 


2. 24 


1. 61 


1. 63 


NT2RP 1000447 


2. 21 


2. 21 


5. 57 


2. 49 


2. 87 


3. 1 


NT2RP1 000448 


1.39 


1.39 


3. 58 


3.09 


4. 4 


1. 41 


NT2RP 1000451 


4. 2 


4. 2 


6. 37 


5. 72 


7. 27 


7.04 


NT2RP1 000458 


15. 1 


15. 1 


10. 53 


19. 73 


8. 72 


23. 03 


NT2RP1 000460 


7. 55 


7. 55 


13.82 


8. 76 


11. 49 


8. 62 


NT2RP 1000465 


4. 58 


4. 58 


20. 97 


20. 41 


19. 98 


22. 46 


NT2RP1 000468 


3. 25 


3. 25 


4. 64 


3. 82 


4. 1 


4. 45 


NT2RP1 000470 


2. 38 


2. 38 


5. 67 


3. 99 


2. 35 


3.8 


NT2RP1 000477 


1.11 


1. 11 


3. 81 


1. 1 


0. 84 


0. 83 


NT2RP1 000478 


4.53 


4. 53 


12. 55 


19. 87 


18. 75 


20. 39 


NT2RP1 000481 


1. 23 


1. 23 


3. 89 


2. 48 


4. 09 


1.2 


NT2RP1 000493 


2.44 


2.44 


3.8 


1.74 


3. 83 


0. 87 


NT2RP1000513 


13.07 


13. 07 


16. 37 


17.06 


17. 57 


18. 97 


NT2RP1 000522 


6.13 


6. 13 


12. 69 


13.13 


13. 08 


10. 32 


NT2RP1 000533 


3. 72 


3. 72 


6.17 


2. 92 


4. 49 


2.17 
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NT2RP1 000544 


1. 53 


1.53 


2. 45 


1. 38 


1. 24 


1.44 






NT2RP 1000547 


0. 88 


0. 88 


2.45 


2 


1. 63 


1.23 




5 


NT2RP1 00055-1 


1.7 


1.7- 


-2. 62 


2. 13 


3. 2 


1. 1 






NT2RP1 000567 


1. 66 


1. 66 


4. 29 


2. 54 


4. 29 


1. 77 






NT2RP1 000574 


1.99 


1.99 


4. 28 


1.5 


3.43 


1. 38 






NT2RP1 000577 


3. 14 


3. 14 


6.01 


3. 16 


5. 31 


2.05 




10 


NT2RP1 000579 


4. 64 


4. 64 


6. 24 


3. 27 


3. 97 


2. 04 






NT2RP1 000581 


5. 22 


5. 22 


3. 58 


2. 07 


1. 61 


0. 93 


** 




NT2RP1 000593 


1. 74 


1. 74 


4. 39 


2. 48 


3. 28 


2. 3 




15 


NT2RP1 000604 


3. 85 


3. 85 


7. 75 


17. 25 


13. 78 


16. 39 


** 




NT2RP1 000609 


1.15 


1 15 


2. 21 


2. 84 


2. 61 


1 55 






NT2RP1000613 


1. 12 


1.12 


2. 56 


1. 82 


4 29 


0. 82 






NT2RP1 000622 


5 94 


5 94 


15. 9 


14. 91 


19. 42 


15. 46 




20 


NT2RP1 000627 


9. 18 


9.18 


18. 96 


23. 88 


21. 9 


14. 86 








4. 18 


4.18 


5.9 


5. 92 


5. 32 


3 17 






NT 2RP 1000630 


6. 54 


6. 54 


7. 84 


7. 21 


• 7 57 


7. 92 




25 


NT2RP1 000639 


0. 64 


0.64 


0. 31 


1 53 


2. 04 


0. 28 






NT2RP1 000640 


1 30. 1 4 


130. 14 307.77 


227. 5 


1 76. 05 


232. 29 






WT?RP1000fi4fi 


4. 14 


4.14 


9.59 




11. 87 


12. 15 


* 








2. 65 


7 


1 £5 91 








30 


PI f Zrvr 1 UuUO / *f 


13*48 


13. 48 


28.08 


43 62 


45 82 


56 95 


** 




MT9RPinfinfi77 
PI 1 irvr 1 VUUO / / 


3 9 


3.9 


10. 76 


11 84 


10 19 


9. 87 






NT2RP1 000679 


2. 38 


2. 38 


3. 76 


2. 3 


2. 35 


1. 05 




35 


NT2RP1 000688 


4. 72 


4. 72 


3.34 


2. 76 


2. 73 


1 83 


* 


PI 1 <CX\r 1 UUVOOa 




1.44 


1.86 






1 13 






NT2RP1 000695 


1.11 


1.11 


2.5 


2. 09 


2. 44 


1 52 






MT2RP1 000701 


0. 89 


0. 89 


1.08 


2. 62 


2. 74 


1. 71 




40 


NT?RP1 nn0709 


1.12 


1.12 


2.28 


3. 74 


4. 07 


3. 15 


* 




NT2RP1000713 


2. 29 


2. 29 


2.79 


2. 8 


3. 56 


2. 38 






NT2RP1 000721 


4. 14 


4.14 


4. 49 


4. 48 


3. 92 


3. 78 




45 


NT2RP 1000730 


3. 5 


3.5 


4. 83 


2. 61 


4. 5 


2. 41 






NT2RP1 000733 


6. 08 


6. 08 


6.56 


4. 91 


8. 12 


5. 65 






NT2RP1 000738 




3.18 


8.04 


5. 16 


5. 71 


7. 1 1 






NT2RP1 000739 


1.11 


1.11 


2. 65 


4. 02 


3. 09 


2. 86 




50 






1.41 


3.13 








* 




NT2RP1 000746 


1.15 


1.15 


3. 58 


2. 28 


3. 74 


1.37 






NT2RP1 000750 


4 


4 


8. 31 


10. 25 


10. 72 


9.39 


* 


55 


NT2RP1 000751 


33.15 


33.15 


59. 65 


67.84 


64. 22 


66. 55 






NT2RP1 000767 


3.8 


3.8 


3.64 


1.7 


2. 62 


0. 62 


* 
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NT2RP1 000769 


9.31 


9.31 


13. 98 


7. 42 


8. 59 


7.19 


NT2RP1 000780 


0. 86 


0. 86 


1.01 


1.87 


1.13 


0. 89 


NT2RP1000782 


4. 25 


4.25 


-12.21 


10. 24 


7. 96 


9.13 


NT2RP1 000796 


3.17 


3.17 


2. 69 


4. 23 


2. 99 


2. 86 


NT2RP1 000797 


12.31 


12.31 


22. 78 


19. 44 


18. 64 


21.78 


NT2RP1 000800 


1.13 


1.13 


3. 74 


2. 46 


2. 66 


1.46 


NT2RP1 000825 


2.38 


2. 38 


2.91 


1.04 


1.88 


0. 87 


NT2RP1 000833 


2.5 


2.5 


2. 85 


0. 92 


2. 39 


1.26 


NT2RP1 000834 


35.44 


35.44 


66. 57 


73. 98 


90. 28 


71.45 


NT2RP1 000836 


1.83 


1.83 


3. 43 


1.01 


2. 39 


1.04 


NT2RP1 000837 


3.36 


3.36 


6. 66 


3. 22 


4. 71 


3. 67 


NT2RP1 000846 


1.29 


1.29 


*5. 48 


1.67 


2. 84 


1.4 


NT2RP1 000847 


1.99 


1.99 


5. 49 


2.15 


5.12 


1.64 


NT2RP1 000851 


4. 67 


4. 67 


9. 32 


6. 18 


7. 94 


6. 72 


NT2RP1 000856 


14.31 


14.31 


17. 46 


20. 38 


23. 22 


19. 37 


NT2RP 1000860 


2. 09 


2. 09 


4.54 


4. 02 


2. 74 


4. 04 


NT2RP1 000902 


5.31 


5.31 


11.6 


6. 94 


9. 91 


7. 34 


NT2RP1 000903 


2.45 


2. 45 


6. 26 


4. 04 


3. 42 


4. 24 


NT2RP1 000905 
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NT2RP3003764 


3.97 


3. 97 


7. 08 


6.85 


7. 41 


5. 06 


NT2RP3003766 


6. 93 


6. 93 


7. 84 


3.3 


5. 87 


3. 79 


NT2RP3003767 


11.19 


11.19 


16.8 


14. 83 


21.08 


16. 97 


NT2RP3003778 


3. 36 


3. 36 


4. 89 


4.46 


5. 55 


4. 27 


NT2RP3003779 


4. 05 


4. 05 


15. 26 


13. 02 


8. 74 


10. 52 


NT2RP3003783 


9. 25 


9. 25 


21.72 


22. 42 


13. 65 


18. 76 


NT2RP3003787 


2. 15 


2. 15 


4. 65 


4.41 


4. 74 


6. 37 


NT2RP3003789 


5.12 


5.12 


10.16 


11.63 


12.19 


14. 96 


NT2RP3003795 


1.48 


1.48 


! 6.48 


4. 09 


2. 82 


2. 24 


NT2RP3003799 


2. 67 


2. 67 


5.5 


3. 08 


2.38 


1.75 


NT2RP3003800 


4. 36 


4. 36 


5.92 


4.14 


4. 57 


6. 91 


NT2RP3003805 


8.15 


8.15 


6. 78 


8.4 


5. 48 


5.89 


NT2RP3003809 


1.94 


1.94 


7.2 


5. 83 


5.4 


4. 82 


NT2RP3003819 


3.39 


3.39 


6. 07 


7.3 


5. 97 


6. 35 


NT2RP3003824 


5. 69 


5. 69 


10. 69 


14.08 


14. 85 


13. 32 


NT2RP3003825 


9.06 


9. 06 


16.31 


12. 87 


16. 88 


16. 75 


NT2RP3003828 


4.7 


4.7 


14. 38 


13. 36 


15. 69 


14. 55 


NT2RP3003831 


4.01 


4. 01 


6. 38 


5. 77 


6. 54 


7. 23 


NT2RP3003833 


5.12 


5.12 


7.5 


6.44 


8. 88 


6. 96 


NT2RP3003836 


6.37 


6. 37 


5.05 


5. 74 


6. 47 


4.31 


NT2RP3003842 


2.7 


2.7 


9.08 


6. 84 


6. 51 


7.09 


NT2RP3003843 


9. 26 


9. 26 


26. 77 


16. 67 


12.71 


16.2 


NT2RP3003844 


20. 38 


20. 38 


46. 56 


42. 84 


27. 94 


44. 32 


NT2RP3003846 


4. 04 


4. 04 


8. 45 


8. 94 


7.18 


8. 05 


NT2RP3003849 


2. 27 


2. 27 


2. 68 


2. 67 


2. 73 


1.68 


NT2RP3003862 


28.91 


28.91 


45. 63 


32 


37. 58 


44. 88 


NT2RP3003870 


4. 76 


4. 76 


4.81 


2.54 


2. 93 


2. 05 


NT2RP3003874 


21.46 


21.46 


20. 88 


33. 11 


47. 25 


36.44 


NT2RP3O03876 


1.62 


1.62 


8. 08 


5. 45 


7. 49 


6.81 


NT2RP3003880 


1.74 


1.74 


4. 63 


5.31 


4. 66 


4. 73 


NT2RP3003889 


1.69 


1.69 


3.04 


3. 41 


3. 53 


9.53 


NT2RP3003891 


1.88 


1.88 


2. 98 


2. 56 


3.19 


1.37 


NT2RP3003914 


3.1 


3. 1 


7. 35 


6. 88 


5.15 


7. 39 


NT2RP3003915 


5. 03 


5. 03 


8.44 


9. 52 


11.35 


8.6 


NT2RP3003918 


6. 79 


6. 79 


10.39 


10.04 


13.71 


12.42 


NT2RP3O03920 


6.9 


6.9 


9.13 


8.31 


10. 22 


8. 96 
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NT2RP3003924 
NT2RP3003932 
NT2RP3003939 
NT2RP3003940 
NT2RP3003943 
NT2RP3003959 
NT2RP3003963 
NT2RP3003965 
NT2RP3003972 
NT2RP3003973 
NT2RP3003979 
NT2RP3003980 
NT2RP3003982 
NT2RP3003989 
NT2RP30O3992 
NT2RP3004000 
NT2RP3004001 
NT2RP3004005 
NT2RP3004013 
NT2RP3004016 
NT2RP3004025 
NT2RP3004030 
NT2RP3004041 
NT2RP3004042 
NT2RP3004044 
NT2RP3004051 
NT2RP3004052 
NT2RP3004053 
NT2RP3004055 
NT2RP3004059 
NT2RP3004063 
NT2RP3004067 
NT2RP3004070 
NT2RP3004075 
NT2RP3004078 
NT2RP3004083 
NT2RP3004084 
NT2RP3004087 
NT2RP3004090 



2.25 
1.41 
3. 48 
11.34 
2.6 

3. 52 

4. 83 
11.14 

26.1 
2.85 

5. 89 

3. 52 
4.2 

6. 24 
2.13 
2.81 

11.38 
2. 89 
2. 23 
1.5 

4. 02 

7. 05 

5. 65 
15. 22 

2. 13 
2.6 
7.1 
15. 87 

2. 38 

4. 05 

5. 13 
4. 24 

3. 58 
4.16 

2.6 
2. 93 

4. 65 
4.2 

4.11 



2. 25 
1.41 

3. 48- 
11.34 

2.6 
3.52 

4. 83 
11. 14 

26.1 

2. 85 

5. 89 

3. 52 
4.2 

6. 24 
2. 13 
2.81 

11.38 
2. 89 
2. 23 
1.5 

4. 02 

7. 05 

5. 65 
15. 22 

2. 13 
2.6 
7.1 

15. 87 
2.38 
4. 05 
5.13 
4. 24 

3. 58 
4. 16 

2.6 
2. 93 

4. 65 
4.2 

4.11 



9. 57 
3.85 
-11.88 
27. 33 
2. 83 

6. 96 

7. 59 
13. 85 
40. 32 

4. 33 
12. 53 
V 41 
4. 63 
4. 69 

4. 89 

6 

19. 94 
7. 79 

7.2 
7.1 
7. 69 
12. 64 
11.38 
102. 33 
6.51 

5. 79 
11.22 
35.04 

5. 33 
8.8 
11.23 
8.4 
9. 92 
11.23 

5. 25 

6. 23 

20. 29 
7.86 
6. 42 



6. 49 

5. 17 
9. 86 

23. 54 
2. 85 

6. 54 
4.01 

18. 75 
22.13 
1.96 

6. 92 
9. 34 
2.44 
9.61 
2. 47 
1.72 

11.62 
4.7 
2. 66 
2. 22 

7. 48 
13. 97 
10.48 
97. 27 

5.14 
2. 23 

5. 63 
23.12 

2.98 
8.15 

8. 78 
6. 62 

6. 26 
12. 62 

4. 94 
4. 57 
6.18 
7.14 
9 



5.34 
5. 26 
14. 05 
20. 59 

2. 78 
5. 93 

4. 61 
20. 67 
17. 98 

3.6 
8.49 

8. 89 
1.6 

5. 62 
5. 12 

3. 22 
11.37 

4.48 

4. 87 
3.14 

12.19 
15.8 

9. 57 
103.6 

7. 21 

5. 51 
4. 98 

40. 67 
3.3 

7. 03 
11.27 

6.42 
4.4 
11.88 
4.19 
6.8 

8. 56 
10.81 

8.19 



6.91 
3.85 
11.09 
23. 06 
3. 88 

5. 49 

2. 52 
17. 22 
38.48 

3. 96 
8.84 
7. 92 

4. 61 
16.05 

4.8 

2. 62 
21. 11 

6. 84 

3. 57 
2. 88 
9.01 

17.66 
19. 81 
99. 67 

4. 22 
4. 69 
9. 78 

40.17 
4. 47 
11 

12. 33 

4. 47 

5. 47 
13.3 
2. 79 

11.37 
5.32 
9.03 
8.61 
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NT2RP3004093 
NT2RP3004095 
NT2RP3O041G2 
NT2RP3004110 
NT2RP3004119 
NT2RP3004125 
NT2RP3004129 
NT2RP3004130 
NT2RP3004133 
NT2RP3004145 
NT2RP3004148 
NT2RP3004155 
NT2RP3004165 
NT2RP3004179 
NT2RP3004185 
NT2RP3004188 
NT2RP3004189 
NT2RP3004190 
NT2RP3004191 
NT2RP30042O2 
NT2RP3004205 
NT2RP3004206 
NT2RP3004207 
NT2RP3004209 
NT2RP3004215 
NT2RP3004219 
NT2RP3004242 
NT2RP3004246 
NT2RP3004253 
NT2RP3004258 
KT2RP3004262 
NT2RP3004275 
NT2RP3004282 
NT2RP3004289 
NT2RP3004294 
NT2RP3004298 
NT2RP3004309 
NT2RP3004321 
NT2RP3004322 



2.38 


2.38 


5. 02 


5.02 


3. 32 


3. 32- 


12. 74 


12. 74 


3. 3 


3.3 


5. 55 


5. 55 


4. 62 


4. 62 


11.81 


11.81 


4.51 


4. 51 


1.43 


1.43 


2. 67 


2. 67 


2. 37 


2.37 


17. 94 


17. 94 


7. 34 


7. 34 


5.2 


5.2 


4. 77 


4. 77 


4. 23 


4. 23 


2.6 


2.6 


14. 09 


14. 09 


2. 04 


2. 04 


8. 75 


8. 75 


4.5 


4.5 


5.19 


5. 19 


4. 74 


4. 74 


1.86 


1.86 


5.15 


5. 15 


4. 65 


4. 65 


4.5 


4.5 


1.89 


1.89 


5. 45 


5. 45 


4. 26 


4. 26 


5. 59 


5. 59 


5.45 


5.45 


1.79 


1. 79 


2.74 


2. 74 


8. 76 


8. 76 


3.3 


3.3 


3.71 


3.71 


5.61 


5. 61 



7. 49 4. 07 

13.11 11.57 
5.59 5.25 

18.66 22.12 

7. 71 3. 91 

12.05 8.13 

7. 38 3. 36 

28.12 21.92 

12.95 14.62 
4.17 2.62 
7. 07 5. 26 

U.82 4.7 

29.96 29.58 

6. 72 2. 71 
5. 53 2. 76 

10. 82 7. 74 

5.91 4.97 

5. 57 5. 84 

23.4 31.41 

4.56 4.16 

21.54 21.27 

9.74 5.14 

4. 99 3. 09 

7. 74 8. 2 
6. 7 3. 96 

11.25 10.04 

10.36 9.8 

9.39 9.18 

4. 85 3. 64 
10.89 12.77 

5. 71 2. 63 
3.43 1.4 

68.08 51.29 

2.95 1.9 

6. 02 6. 95 
48.63 46.33 

6. 46 5. 2 

6.11 3.29 

6. 86 6. 06 



3. 51 


4. 47 


10. 17 


18. 55 


4. 27 


3. 21 


14.31 


19. 97 


4. 08 


3. 73 


10. 88 


8. 38 


2. 95 


6. 08 


31. 13 


21. 05 


8.94 


16. 81 


4. 87 


3. 59 


6.24 


4. 5 


4. 57 


6.59 


31.82 


39. 18 


5. 41 


3. 3 


2. 76 


1.95 


11.35 


7 


4. 82 


6. 28 


4. 36 


5. 26 


29. 45 


30. 09 


4. 42 


2.3 


25. 35 


20. 28 


6. 37 


9 


3. 25 


1.77 


11.23 


9. 08 


2. 41 


4.55 


8. 81 


13. 65 


10.19 


14. 56 


10. 95 


3.8 


4. 99 


2.8 


11.07 


11.39 


2.99 


2. 01 


2.97 


2. 34 


52.72 


53. 57 


2.18 


3. 99 


6.93 


7.24 


60. 89 


50. 83 


5. 22 


5.31 


3. 74 


3.34 


6. 43 


6. 56 
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NT2RP3004332 


11. 69 


11.69 100.11 


78.54 102.41 


76.72 




NT2RP3004334 


1.49 


1.49 


6.97 


8. 56 


6. 06 


9.06 


5 


NT2RP3004336 


2. 1 1 


2.11- 


-6.24 




4.44 


5. 63 




NT2RP3O04338 


3. 09 










16.47 




NT2RP3004341 


1.81 


1.81 


* 


6.13 


5.1 


9.13 


10 


NT2RP3004345 


4. 1 


4. 1 


8. 68 


9. 3 


9. 63 


8.48 


NT2RP3004348 


5. 06 


5. 06 


11.25 


13. 04 


10. 79 


12. 54 




NT2RP3004349 


5 


5 


7. 5 


4. 89 


7. 75 


5.76 




NT2RP3004355 


5. 57 


5. 57 


7. 09 


7. 55 


7. 07 


7. 18 


15 


NT2RP3004356 


5. 76 


5. 76 


21. 51 


11. 29 


15. 14 


15. 56 




NT2RP3004360 


3. 4 


3. 4 


5. 26 


6. 01 


5. 32 


7. 85 




NT2RP3O04361 


2. 6 


2. 6 


6. 26 


7. 67 


7. 3 


8. 87 




NT2RP3004374 


3. 06 


3. 06 


10. 09 


8. 8 


6.6 


5. 75 


20 


NT2RP3004378 


10. 48 


10. 48 


18. 57 


28. 26 


24. 09 


34. 81 




NT2RP3004399 


3.88 


3. 88 


5. 77 


3. 53 


3. 17 


9. 06 




NT2RP30044G5 


4. 07 


4. 07 


6. 77 


3.03 


" 5. 52 


3. 93 


25 


NT2RP3004406 


5. 36 


5. 36 


6. 23 


5. 19 


6. 03 


6. 12 




NT2RP300441 1 


5.93 


5. 93 


13. 28 


8.08 


6. 39 


9. 51 




NT2RP3004424 


1. 53 


1.53 


2.43 


3.27 


1. 81 


2. 83 




NT2RP3004428 


3.03 


3. 03 


5. 36 


5. 07 


3. 82 


4. 09 




NT2RP3004432 


3. 3 


3. 3 


3. 52 


3. 61 


3. 11 


4. 38 




NT2RP3004434 


3. 42 


3. 42 


8. 41 


7. 28 


9. 09 


7. 99 




NT2RP3004446 


3. 29 


3. 29 


4. 6 


3. 29 


4. 1 


2. 63 


35 


NT2RP3004451 


3. 2 


3. 2 


6. 01 


3. 89 


3. 38 


2. 48 


NT2RP3004454 


2. 96 


2. 96 


4. 16 


2. 69 


3. 5 


2. 5 




NT2RP3004466 


3. 5 


3. 5 


7. 89 


5. 25 


3. 85 


5. 61 




NT2RP3004470 


7. 42 


7. 42 


24. 53 


18. 4 


16. 35 


24. 72 




NT2RP3004472 


2. 49 


2. 49 


4. 4 


3. 97 


3.84 


3. 88 




NT2RP3004475 


1. 71 


1. 71 


5. 52 


2. 72 


5. 93 


3. 9 




NT2RP3004480 


14. 12 


14. 12 


17. 04 


18. 94 


10. 5 


18. 82 


45 


NT2RP3004481 


5. 42 


5. 42 


11. 37 


5. 04 


7. 37 


12. 39 




NT2RP3004490 


2. 66 


2. 66 


8. 45 


3. 92 


7. 03 


8. 25 




NT2RP3004496 


4. 8 


4. 8 


14. 38 


7. 22 


9. 3 


11. 08 




NT2RP3004498 


6.39 


6.39 


21.39 


16. 86 


15. 11 


18. 92 


50 


NT2RP3004503 


-2.78 


2. 78 


9. 34 


4. 85 


6. 23 


5. 88 




NT2RP3004504 


3.91 


3.91 


11.09 


6.05 


10. 67 


11.52 




NT2RP3004505 


17.38 


17.38 


28. 56 


37. 35 


26. 72 


37. 82 




NT2RP3004507 


1.57 


1.57 


6.6 


2. 52 


5. 52 


1.68 


55 


NT2RP3004519 


4.9 


4.9 


7. 73 


4. 93 


8. 36 


8. 75 
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NT2RP3004524 
NT2RP3004527 
NT2RP3004534 
NT2RP3004539 
NT2RP3004541 
NT2RP3004544 
NT2RP3004551 
NT2RP3004552 
NT2RP3004557 
NT2RP3004561 
NT2RP3004566 
NT2RP3004569 
NT2RP3004572 
NT2RP3004578 
NT2RP3004584 
NT2RP3004588 
NT2RP3004594 
NT2RP3004603 
NT2RP3004612 
NT2RP3004617 
NT2RP3004618 
NT2RP3004625 
NT2RP3004635 
NT2RP3004640 
NT2RP3004642 
NT2RP3004647 
NT2RP3004652 
NT2RP3004669 
NT2RP3004670 
NT2RP4000008 
NT2RP4000018 
NT2RP4000023 
NT2RP4000025 
NT2RP4O00035 
NT2RP4O00O41 
MT2RP4000049 
NT2RP4O00050 
NT2RP4000051 
NT2RP4000063 



10. 04 
'3. 03 
3.08 
4.45 
2.65 
3. 54 
3.46 

2. 76 
5. 68 

I. 96 

3. 09 
2.21 

4. 37 
2. 35 
4. 76 
2. 38 

2. 25 
34. 16 

4. 71 
1.09 
4. 61 

3. 97 

4. 76 
10.61 

8. 04 
3.5 
1.76 
2. 01 

5. 04 
45. 17 

II. 64 

6. 96 
16.2 

6.3 
14. 46 
2. 64 
2. 24 
4. 66 
20.51 



10. 04 

3.03 

3. 08- 

4. 45 

2. 65 

3. 54 
3.46 

2. 76 

5. 68 

I. 96 

3. 09 
2. 21 

4. 37 
2. 35 
4. 76 
2. 38 
2. 25 

34.16 
4.71 
1.09 
4. 61 
3.97 

4. 76 
10. 61 

8.04 
3.5 
1.76 
2. 01 

5. 04 
45. 17 

II. 64 

6. 96 
16.2 

6.3 
14.46 
2. 64 
2. 24 
4.66 
20.51 



29. 21 

3. 22 
-1-0.44 
12.17 
11.06 

8. 89 
6. 75 

4. 33 
8. 73 

3. 77 
11.55 
V 09 

6.83 

5. 38" 
28. 36 

4. 89 
5.9 

99. 64 
12. 17 
2. 32 
5.9 
8.17 
7.83 
62.15 
29.31 

5. 65 
10. 37 

5. 36 
10. 58 
71.24 
14.61 

8. 91 
22.16 
12.01 

34.8 

6. 34 
6. 87 
10.5 
33.5 



26. 88 

I. 29 

5. 58 
9.8 

5. 48 

6. 62 
6.6 

2. 84 

9. 74 
2. 55 

7.2 

4. 63 

7. 08 
4.15 

34. 99 
1.6 

5. 67 
80.2 

5.3 
2. 49 
2. 49 

4. 55 
1.52 

59.33 
22.82 

5. 89 
4.2 

4.01 
12.4 
49. 77 

II. 69 
4. 86 

26. 22 
11.28 
22. 01 
6.59 
3.54 

10. 58 
26. 77 



26.43 

2. 23 
12 

8. 97 
9.44 
5. 24 
6.6 

3. 22 
15.44 

4. 46 
10. 05 

5. 36 

5. 55 

4. 27 
37. 13 
' 3.7 

6. 49 
102.6 

3.36 
3.3 

5. 21 

6. 92 
2.86 

67. 97 
26. 12 

7. 35 
3. 71 
5. 33 
9.19 

32.43 
14.8 
7. 38 
29. 89 
15.33 
17. 41 
6.88 
4.48 
10. 02 
31 



29. 62 
2. 08 

7. 38 
12 

8. 25 
9. 48 
6. 98 

4. 98 

13. 16 
4.1 

8. 79 
6. 91 
7. 07 
3. 24 

30. 29 
3. 28 
8. 94 

97. 27 

5. 34 

2. 39 
5.9 
7.1 

3. 47 
48.32 
25.12 

6. 88 
4.34 
3.46 

14. 23 
48.77 
14. 87 

5. 98 
24.7 
11.01 
23. 68 
5.3 

4. 05 
8. 96 

18. 33 
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NT2RP4000065 


7. 54 


7. 54 


9. 24 


1 1. 85 


15. 01 


11. 47 


* 




NT2RP4000070 


6. 63 


6. 63 


5.29 


3. 79 


4. 54 


3. 84 




5 


NT2RP4000074 


6. 55 


6. 55- 


4-8. 63 


10. 29 


15. 39 


9. 52 






NT2RP4000078 


3. 41 


3. 41 


9. 55 


12. 2 


11. 66 


12. 56 






NT2RP40O0080 


3. 52 


3. 52 


7. 01 


5. 06 


6. 84 


6. 81 




10 


NT2RP4000099 


1 28. 86 


128. 86 


236. 22 


149. 44 


161. 1 


211. 56 




NT2RP4000102 


3.55 


3. 55 


6. 48 


5. 27 


4. 97 


5. 54 






NT2RP4000103 


2 


2 


5. 47 


2. 57 


2. 85 


3. 96 






NT2RP4000108 


4. 66 


4. 66 


7. 91 


9.33 


10. 73 


10. 61 


* 


15 


NT2RP4000109 


18. 89 


18. 89 


22. 84 


19. 87 


24. 15 


16. 14 






NT2RP40001 1 1 


4. 56 


4. 56 


6. 38 


4. 87 


5. 27 


4. 85 






NT2RP4000112 


5. 62 


5. 62 


10. 14 


12. 45 


8. 7 


11. 81 






NT2RP4000115 


2. 94 


2. 94 


3. 62 


4. 95 


7. 82 


10. 93 




20 


NT2RP40001 29 


2. 18 


2. 18 


4. 58 


3. 02 


5. 04 


5. 03 






NT2RP40001 37 


3. 36 


3. 36 
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NT2RP4002298 


3. 92 


* 


18 


5. 54 


5 03 


4. 18 


MT2RP4002306 


2. 38 


2.38 


5 79 




5 77 




NT2RP4Q02308 


2.04 




6 03 


5 31 


5. 23 


4. 1 


NT2RP4002336 


2. 71 


2. 71 


33 


3 7 






NT2RP4002340 


1. 09 


1.09 


3.96 


1.28 


2 75 


0 49 


MT2RP4002361 


2. 77 


2. 77 


5. 78 


3.73 


03 


2. 48 


NT2RP4002367 


2. 27 


2. 27 


5. 84 


3. 23 


2. 48 


2. 77 


NT2RP4002368 


9. 87 


9. 87 


17. 2 


18. 26 


19.27 




NT2RP4002377 


3. 3 


3. 3 


23. 8 


25.46 


30. 75 




NT2RP4002408 


2. 22 


2. 22 


3. 87 


3. 75 


6. 37 


4. 11 


NT2RP4002425 


2. 84 


2. 84 


5. 81 


8. 24 


7. 98 


5.23 


NT2RP4002432 


12. 33 


12. 33 


85. 4 


61.06 


72. 53 




NT2RP4002447 


2. 97 


2. 97 


7. 68 


3. 96 


5.4 




NT2RP4002451 


5. 48 


5. 48 


6. 2 


5. 84 


5. 85 




NT2RP4002461 


9. 8 


9. 8 


32. 09 


32. 76 


38. 91 


29.04 


NT2RP4002486 


3. 5 


3. 5 


6. 71 


2. 47 


4.15 




NT2RP4002517 


3. 65 


3. 65 


9. 11 


7. 02 


8. 53 


7.18 


NT2RP4002556 


4. 29 


4. 29 


3. 91 


5. 68 


10. 03 


6. 41 


NT2RP4002569 


3. 36 


3. 36 


7. 36 


4. 93 


5.29 


3. 42 


NT2RP4002587 


2. 26 


2. 26 


4. 19 


2. 8 


3. 4 


2. 02 


NT2RP4002591 


2. 21 


2. 21 


4. 89 


2. 89 


4.5 


3. 08 


NT2RP4002607 


1. 43 


1. 43 


3. 34 


2. 87 


4. 63 




NT2RP4002627 


17. 83 


17. 83 


61. 9 


55. 9 


76. 17 


65.3 


NT2RP4002628 


7. 28 


7. 28 


15. 48 


14. 53 


23.95 


12. 54 


NT2RP4002630 


4. 19 


4. 19 


5. 25 


6. 72 


9.4 




NT2RP4002639 


9. 43 


9. 43 


70. 25 


52. 38 


77. 24 




NT2RP4002641 


1. 58 


1. 58 


9. 03 


3.94 


4. 07 




NT2RP4002658 


114. 62 


1 14. 62 


166.93 


76. 49 


34. 96 


1 °4 68 


NT2RP4O02669 


3. 5 


3. 5 


5. 67 


5.4 


5. 33 




NT2RP4002677 


6. 24 


6. 24 


9. 41 


10.14 


7. 99 




NT2RP4002715 


8. 42 


8. 42 


34. 92 


40.1 


48. 46 




NT2RP4002750 


2. 6 


2. 6 


8. 29 


1. 68 






NT2RP4002784 


3. 71 


3. 71 






11 22 


7 06 


NT2RP4002791 


4.91 


4.91 


9.44 


4. 88 


9. 76 


5.33 


NT2RP4002811 


1.63 


1.63 


6.38 


3.17 


2. 95 


3.43 


NT2RP4002830 


4. 26 


4. 26 


7.45 


3.9 


5.9 


5. 46 


NT2RP4002832 


2.12 


2.12 


3. 13 


2. 38 


5.59 


2. 54 
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NT2RP4002850 


5. 07 


5. 07 


12. 04 


14. 36 


12. 63 


8. 06 






NT2RP4002874 


5. 17 


5. 17 


6. 67 


3. 41 


5. 14 


1.96 




5 


NT2RP4002884 


28. 81 


28. 81- 


49. 75 


43. 57 


74. 75 


52. 87 






NT2RP4002888 


5. 55 


5. 55 


4. 83 


3. 67 


4. 32 


3. 08 






NT2RP4002891 


5, 48 


5. 48 


15. 79 


13. 16 


19. 42 


11.91 






NT2RP4002894 


12. 04 


12. 04 


24. 47 


18. 44 


12. 76 


16.4 




10 


NT2RP4002896 


5. 54 


5. 54 


12. 2 


8. 96 


6. 18 


7. 78 






NT2RP4002905 


1. 71 


1.71 


4. 27 


2. 32 


3. 58 


1. 28 






NT2RP4002907 


5. 11 


5.11 


7. 62 


6. 94 


10. 72 


1. 41 




15 


NT2RP5003459 


68.11 


68. 11 


133. 25 


154. 61 


1 46. 1 5 


164. 37 


* 




NT2RP5003461 


7.34 


7.34 


10. 14 


10. 85 


14. 36 


8 






NT2RP5003471 


106.6 


106.6 168.71 


124. 4 


148. 85 


112. 14 






NT2RP5003477 


2. 71 


2.71 


2. 62 


2. 59 


2. 33 


1.9 




20 


NT2RP5003487 157. 44 "157. 44 424.89 


292. 71 


256. 56 


354. 93 






NT2RP5003492 


3.1 


3.1 


4. 91 


5. 25 


6. 17 


5. 91 


* 




NT2RP5003500 


1.5 


1.5 


3.28 


2. 38 


2. 54 


2. 59 




25 


NT2RP5003506 


4. 96 


4. 96 


9.3 


7. 83 


10. 37 


9.04 






NT2RP5003512 


2. 21 


2. 21 


4. 35 


2. 63 


3. 46 


2. 15 






NT2RP50O3522 


4.1 


4.1 


5. 97 


4. 62 


4. 19 


2. 34 






NT2RP5003524 


4. 38 


4. 38 


3. 86 


1. 61 


1. 54 


0. 84 


** 




NT2RP5003527 


24. 72 


24. 72 


71.27 


76. 81 


87. 24 


60. 59 






NT2RP5003531 


7.16 


7.16 


17.2 


15. 58 


14. 06 


14. 11 






MT2RP5003534 


2. 68 


2. 68 


5. 49 


5. 54 


6. 82 


4. 55 




35 


NT2RP6000020 


8. 69 


8. 69 


19. 96 


14. 65 


15. 13 


16. 29 




MT2RP6000022 


3. 19 


3.19 


4. 05 


4. 06 


3. 96 


2. 44 






NT2RP6000050 


3. 95 


3. 95 


3. 99 


4. 98 


5. 82 


2. 88 






NT2RP6000063 


3.91 


3.91 


6. 04 


3. 61 


2. 52 


2. 56 






NT2RP6000074 


5. 38 


5.38 


4. 88 


3. 41 


3. 27 


2. 17 


** 




NT2RP6000083 


7. 76 


7.76 


11. 18 


11.49 


16 


9. 91 






NT2RP6000100 


2.49 


2. 49 


4. 58 


4. 04 


4. 71 


3. 3 




45 


NT2RP6000123 


1.94 


1.94 


3. 29 


5. 1 


4. 26 


4. 22 






NT2RP6000129 


1.9 


1.9 


4. 47 


4. 06 


4. 27 


2. 74 






NT2RP6000147 


3. 75 


3.75 


11.74 


10. 8 


11. 03 


7. 48 






NT2RP6000163 


2. 62 


2. 62 


4. 23 


2. 28 


1. 95 


1. 71 




50 


NT2RP6000181 


8. 03 


8.03 


12.4 


9. 44 


13. 25 


9. 01 






NT2RP6000182 


5.44 


5.44 


6. 42 


4. 82 


5.56 


3. 88 






QVARC1 000001 


4. 97 


4. 97 


5. 24 


6.04 


7.48 


2. 35 






0VARG1 000003 


3.21 


3. 21 


8. 31 


8.51 


7.66 


7. 05 




55 


0VARC1 000004 


9. 87 


9.87 116.19 


88.04 


109.99 


85.44 
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0V ARC 1000006 


3. 57 


3. 57 


6. 58 




.88 






0VARC1000013 


6.51 


6.51 




7 32 




8 33 




0VARC10O0O14 


3. 39 


3.39 


-.5. 02 






4 17 




0VARC1 00001 7 


3. 1 1 


3. 11 


6. 81 






2 72 




0VARC1 000026 


24. 79 


24. 79 






69 34 


44. 53 


* 


0VARC1 000035 


11.11 


11.11 


20. 26 


20. 41 


65 






0VARC1 000037 


8. 73 


8. 73 


19. 12 


15. 64 


9.13 






0VARC1 000058 


6. 06 


6. 06 


11. 69 


13. 84 


7. 56 


0 6 
10. 




0VARC1 000060 


1. 89 


1. 89 


6. 28 


5. 98 


5. 24 


5. 13 




OVARG 1000068 


2. 38 


2. 38 


5. 33 


5. 31 


3. 56 


2. 42 




0VARC1 000069 


74. 66 


74. 66 


101. 53 


75. 95 


84. 36 


86. 42 




0VARC1 000071 


4. 4 


4.4 


4. 77 


6. 47 


5. 35 


4. 04 




0VARC1 000075 


55. 43 


55. 43 


125. 63 


1 20. 89 


150. 97 


117. 03 




0VARC1 000083 


9. 58 


9. 58 


9. 24 


13. 12 


12. 7 


10.64 




0VARC1 000085 


106. 6 


90. 9 


1 56. 1 4 


214. 2 


177. 05 


273. 14 




0VARC1 000086 


3. 98 


6. 82 


9. 23 


1 1. 98 


11.3 


14. 09 




0VARC1 000087 


1.51 


2. 83 


1. 79 


4. 03 


3. 57 


3.35 




0VARC1 000090 


1. 48 


4. 1 


6. 14 


10. 88 


9. 58 


8. 79 




0VARC1 000091 


4. 88 


8. 33 


8. 01 


7. 99 


7. 76 


6. 82 




0VARC1 000092 


2. 83 


6. 81 


4. 18 


4. 68 


6. 25 


4.85 




OVARC10O0105 


9. 73 


14. 86 


17. 21 


26. 29 


25. 62 


22. 88 




OVARC1000106 


26. 02 


23. 03 


46. 38 


66. 36 


50. 1 


53. 01 




OVARC1000109 


9. 12 


13. 08 


18. 04 


16. 72 


12. 91 


17.46 




0VARC1000113 


4. 12 


6. 25 


6. 53 


6. 83 


8. 19 


7.65 




0VARC1000114 


2. 14 


3. 44 


5. 77 


5. 94 


5. 86 


4. 98 




OVARC1000133 


2.53 


4. 96 


6. 36 


4. 05 


4. 97 


2. 95 




OVARC1000137 


6. 14 


10. 05 


13. 51 


13. 3 


18. 59 


14. 39 




0VARC1000139 


14. 75 


20. 77 


83. 44 


71. 14 


98. 1 


69. 29 




OVARC1000145 


0. 72 


6. 64 


2. 89 


1. 78 


2.42 


2 




0VARC1000148 


5. 09 


4. 98 


7. 88 


4. 91 


5.32 


7. 91 




0VARC1000151 


1. 41 


2. 11 


2. 4 


3. 58 


4. 08 


3.58 




0VARC1000157 


10. 99 


14. 16 


17. 51 


21 . 21 


25.06 


22.76 




OVARC1O00162 


1. 22 


4. 4 


2. 5 


2. 93 


2.49 


2.59 




OVARC1000168 


1. 98 


8. 46 


6. 2 


8. 01 


9. 61 


9.96 




OVARC1000169 


32. 03 


45. 07 


49. 48 


70. 63 


69. 6 


89. 08 




0VARC1000178 


0.84 


5.08 


2. 53 


3. 37 


3.18 


2. 78 




0VARG1000182 


0.8 


3.3 


1.42 


2. 02 


1.95 


1.78 




0VARC1000186 


2.51 


3.72 


3.23 


5. 95 


3.27 


4. 77 




OVARC1000188 


1.04 


2. 67 


2.33 


2.48 


2.87 


1.9 
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0VARC1000191 


1. 01 


3. 8 


2. 63 


3. 12 


2. 85 


2. 54 




0VARC10001 98 


2. 09 


3. 59 


'4. 32 


5. 62 


5. 12 


5. 06 


5 


OVARC1000208 


6. 49 


1 0. 37- 


- -22. 5 


17. 79 


24. 54 


22. 02 




0VARC1 000209 


7. 99 


13. 69 


22. 82 


23. 42 


27.81 


29. 16 




0VARC1000212 


2. 47 


5. 63 


3. 59 


4. 76 


5.03 


4. 88 




0VARC1000216 


1. 72 


4. 96 


4. 36 


15. 43 


11.3 


12. 54 


10 


0VARC1 000240 


2. 98 


3. 53 


8. 13 


5. 39 


5. 46 


4. 87 




0VARC1 000241 


1. 29 


2. 47 


3. 18 


2. 65 


3. 17 


1.4 




0VARC1 000249 


4. 14 


5. 43 


8. 17 


5. 46 


5 


6. 13 


15 


0VARC1 000254 


33. 15 


39.39 


100. 99 


100. 41 


131.42 


100. 89 




0VARC1 000255 


0. 85 


4. 83 


2.51 


2.98 


2. 45 


1. 95 




0VARC1 000267 


2.37 


6. 41 


! 6.71 


6.66 


7.16 


7. 31 




0VARC1 000275 


79.02 


93.7 


161.08 


199.43 240.76 


175. 96 


20 


0VARC1 000287 


226. 67 


224.66 236.08 


433. 91 


512. 76 


470. 31 




0VARC1 000288 


3.2 


4. 25 


7. 38 


6.23 


5. 32 


4. 47 




0VARC1 000298 


8. 96 


10. 09 


19. 62 


13. 37 


• 7.19 


9. 6 


25 


0VARC1 000302 


1. 12 


2.14 


2.13 


2.47 


1.85 


2 




0VARG1 000304 


1.09 


2. 68 


3.23 


5. 02 


3.41 


6 




0VARC1 000307 


2. 95 


6.19 


4. 74 


7. 59 


4.7 


6.29 




0VARC1 000309 


1. 18 


7.16 


3.22 


3. 24 


2. 85 


2.4 




OVARC1000312 


2. 83 


11.64 


6. 03 


4.17 


5.4 


2. 46 




OVARC1000313 


10. 48 


19.25 


14.81 


9. 39 


17.54 


22. 17 




0VARC1 000321 


31.6 


24.05 


47. 79 


30.5 


31.37 


15.43 


35 


0VARC1 000326 


1.52 


2.3 


3.9 


3. 84 


3.17 


2. 79 


0VARC1 000327 


1.52 


3. 28 


4. 24 


3. 13 


1.49 


2. 46 




0VARC1 000331 


2.22 


4. 72 


2.41 


4. 33 


4.45 


4. 58 




0VARC1 000335 


2.3 


5. 84 


4. 02 


2. 72 


5.16 


4. 75 


40 


0VARC1 000347 


1.83 


8.18 


6. 24 


7. 35 


9. 24 


8.44 




0VARC1 000348 


1. 61 


10. 62 


3. 73 


2.84 


4. 59 


3. 05 




0VARC1 000363 


3.7 


9. 61 


6.51 


7.31 


11.52 


6. 83 




0VARC1 000377 


1.07 


2. 09 


2.43 


2. 28 


2. 51 


2. 45 


45 


0VARC1 000382 


3. 34 


3.39 


4. 33 


5. 07 


2. 52 


1. 03 




0VARC1 000384 


4. 2 


5. 42 


8. 35 


5. 32 


4.4 


6. 04 




0VARC1 000401 


0. 62 


3. 63 


2. 09 


3. 35 


4. 08 


3. 64 


50 


OVARC1 000406 


18. 98 


23.3 


49.12 


57. 09 


74. 48 


54. 63 




0VARC1 000407 


1.99 


6. 28 


3. 99 


4. 11 


6.42 


3.16 




0VARC1 000408 


27.5 


38. 45 


70. 39 


74.84 111.17 


71.25 




0VARC1 000410 


6.83 


12. 72 


10. 41 


4. 78 


6. 65 


5.01 


55 


0VARG1 000411 


0. 91 


1.5 


2.6 


3.49 


3 


2. 22 
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OVARC10O0414 


1.31 


2. 22 


3.7 


4.5 


3. 78 


3.71 


0VARC1 000420 


1.44 


2.76 


3. 29 


3.3 


2. 59 


2.1 


0VARC1 000421 


1. 42 


2. 65 , 


. 3. 33 


3.96 


4.21 


4. 99 


0VARC1 000427 


25. 78 


27.02 130.06 


156.9 215.67 


142.19 


0VARC1 000431 


10. 51 


17. 6 


19. 12 


33. 66 


31.78 


25.78 


0VARC1 000437 


3. 14 


6. 37 


7. 31 


5. 97 


7.63 


6. 36 


OVARC1 000439 


5. 81 


10. 95 


13. 82 


21. 81 


23. 01 


21.52 


OVARC 1000440 


2. 56 


3. 74 


5. 01 


7. 47 


9. 31 


7.08 


0VARC1 000442 


2. 34 


2. 38 


6. 81 


6. 66 


9. 5 


8.12 


0VARC1 000443 


2. 09 




2. 88 


3 29 


3. 41 


2. 62 


OVARC 1000461 


1.11 


2M 




2. 55 


1. 12 


2. 14 


0VARG1 000465 


3. 27 


5. 01 


' 3. 51 


3. 94 


4. 62 


3. 95 


OVARC 1 000466 


1. 94 


5 47 


5. 9 


6. 54 


10. 13 


6.76 


OVARC 1 000467 


1. 01 


5. 08 


2. 41 


3. 65 


2. 98 


3.78 


0VARC1 000470 


1.13 


5. 81 


3. 03 


3. 18 


4. 02 


3.78 


0VARC1 000473 


1. 81 


1. 95 


2. 65 


2. 44 


4. 16 


1.39 


0VARC1 000479 


5. 67 








14. 26 


6.88 


0VARC1 000484 


3 99 


5 74 


6. 54 


8. 66 


9 93 


6.87 


0VARC1 000486 


3. 17 


4 71 


4. 49 


5. 74 


4. 93 


4. 28 


OVARC 1000496 


0. 93 


3 55 


0. 66 


0. 31 


1. 07 


0. 62 


0VARC1 000520 


0. 84 




1.18 


1. 32 


2. 27 


2 


0VARC1 000522 


4. 1 


7 19 




13. 85 


14. 03 


10. 34 


0VARC1 000526 


1. 96 


7 04 


3 75 


5. 93 




4.69 


0VARC1 000529 


2. 38 


2. 57 


4. 44 


3. 66 


4. 16 


3. 08 


OVARC 1000533 


3. 3 


4. 66 


7. 95 


8. 89 


12. 29 


7. 83 


0VARC1 000543 


0. 84 


2. 44 


2. 06 


2. 57 


3. 08 


2. 72 


0VARC1 000550 


0. 75 


3. 68 


2. 32 


2. 82 


4. 04 


2.34 


0VARC1 000553 


2. 1 


5. 63 


7. 02 


7. 72 


7. 69 


6. 95 


OVARC 1000556 


5. 77 


15. 21 


11. 77 


8. 95 


13. 91 


8. 96 


0VARC1 000557 


0. 83 




1 4 


1. 61 


2. 29 


1. 88 


0VARC1 000561 


3. 48 


7 38 


9. 26 


13 


17. 66 


15. 09 


OVARC 1000564 


8. 89 


9.02 


10.44 


17. 84 


11.31 


16. 69 


0VARC1 000573 


1. 87 


3.68 


4. 86 


5. 75 


5. 32 


3. 83 


0VARC1 000576 


24. 12 


29.23 


124. 94 


83.09 


93. 83 


98. 58 


0VARC1000578 


2. 43 


4.6 


5. 53 


8. 64 


4. 46 


3. 93 


0VARC1 000581 


0. 34 


3. 28 


1.15 


1.75 


1.27 


1.23 


0VARC1 000586 


22. 54 


28.9 


41. 17 


34. 58 


43. 39 


40. 93 


0VARC1 000588 


0. 74 


5. 23 


2. 03 


2. 75 


3. 72 


2. 05 


0VARC1 000605 


1.98 


2. 62 


2.88 


4. 47 


4. 23 


3. 87 
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0VARC1 000622 
0VARC1 000636 
0VARC100064O 
0VARC1 000649 
0VARG1 000661 
0VARC1 000677 
0VARC1 000678 
OVARC1 000679 
0VARC1 000681 
0VARC1 000682 
0VARC1 000689 
0VARC1 000700 
0VARC1 000703 
0VARC1 000722 
0VARC1 000726 
0VARC1 000727 
0VARG1 000730 
0VARC1 000741 
0VARC1 000746 
0VARC1 000764 
0VARC1 000769 
0VARC1 000771 
0VARC1 000773 
0VARC1 000775 
0VARC1 000778 
0VARC1 000779 
0VARC1 000781 
0VARC1 000787 
0VARG1 000789 
0VARC1 000800 
0VARC1 000802 
OVARC 1000810 
0VARC1 000811 
0VARC10Q0814 
0VARC1000816 
0VARC1000817 
0VARC1 000834 
0VARC1 000846 
0VARC1 000850 



3. 86 4. 59 

1.64 3.79 

1.97 4.72- 

9.69 14.8 

1.14 9.33 

8.53 10.16 

1.21 4.49 

2. 86 3. 25 

I. 47 1.55 
10.09 11.33 

3. 81 7. 1 

1.8 10.37 

1.74 7.18 

10.59 11.92 

1.44 3.48 

1.93 2.09 

5. 95 5. 86 

4.85 6.13 

0. 89 3. 61 
1.76 4.93 
1.13 4.3 
2. 42 6. 28 

19.09 24.7 

II. 67 8.94 

2. 37 3. 89 
0. 8 2. 02 

1 . 67 5. 05 
1.64 4.79 
7.62 14.23 
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1.31 


2.5S 


-2. 48 


4. 27 


4. 17 


3. 37 




PLACE1001104 


1.95 


4. 09 


4. 54 


3. 39 


3. 42 


4. 47 




PLACE 1001 114 


1.56 


6. 54 


4. 33 


5. 17 


3. 78 


3. 27 


10 


PLACE1001118 


2. 52 


5. 77 


6. 12 


6. 21 


6. 14 


5. 1 


PLACE1001123 


2.86 


5.3 


7. 53 


7. 08 


8. 51 


7. 63 




PLACE1001136 


1.58 


4. 39 


5. 13 


5. 29 


5. 95 


5. 85 




PUCE1001144 


6. 27 


5. 67 


13.43 


10. 34 


11 


10. 08 


15 


PLACE1001147 


2.11 


2. 98 


6.03 


6. 13 


5. 15 


4. 83 




PLACE1001148 


1.72 


1.31 


1.89 


1. 76 


2. 39 


2.31 




PLACE1001159 


0. 86 


2. 37 


2. 05 


2. 27 


3. 73 


1.43 




PLACE1001168 


8. 87 


14. 52 


15. 09 


25. 46 


23. 18 


30. 79 




PLACE1001171 


0. 69 


3. 89 


1.23 


2. 53 


1.42 


1.53 




PLACE1001183 


0. 24 


3. 61 


1.81 


1.57 


2. 78 


1.38 




PLACE1001185 


3. 13 


7. 43 


3.76 


5 


6.4 


5.64 


25 


PLACE1001201 


1.77 


2.8 


3. 29 


6. 32 


6. 94 


6. 32 




PLACE1001229 


7.51 


8. 56 


12. 64 


15.24 


11.45 


10.42 




PLACE1001231 


1.83 


2. 73 


3. 07 


4. 09 


5.1 


2.3 




PLACE1001238 


1.52 


4. 35 


3. 74 


3. 65 


4. 52 


4. 57 


30 


PLACE1001241 


1.63 


5. 58 


2. 92 


5. 73 


8. 13 


7.04 




PLACE1001242 


22.28 


29. 54 


30. 28 


46. 43 


48. 89 


62. 65 




PLACE1001247 


2. 43 


7. 02 


4. 07 


5. 03 


5.91 


4. 52 


35 


PLACE1001250 


1.01 


5.36 


3.61 


4. 68 


4. 39 


4. 81 


PLACE1001257 


2. 99 


3.06 


7.06 


7.89 


9.21 


7. 69 




PLACE1001272 


3.19 


4. 27 


5.68 


7. 13 


6. 43 


5. 14 




PLAGE1001279 


0. 96 


3. 12 


2. 74 


3. 08 


3.81 


3.29 


40 


PLACE1001280 


1.08 


4. 75 


2. 68 


4. 98 


4. 45 


2. 86 




PLACE1001294 


1.91 


7. 23 


6.91 


4. 88 


5. 57 


6. 18 




PLACE! 001 295 


4.16 


9.94 


7.53 


8. 55 


11.85 


8. 43 




PLACE1001300 


2. 46 


7.9 


4.31 


4.65 


14. 73 


4. 95 


45 


PLACE1001304 


3 


8. 27 


10. 47 


8. 57 


10. 81 


10. 64 




PLACE1001311 


3. 95 


3.34 


5. 67 


6. 85 


9. 14 


7.6 




PLACE1001323 


2.17 


2.95 


5. 12 


5.66 


8.43 


5. 5 


50 


PLACE1001325 


0.88 


1.95 


3. 71 


2.84 


3.56 


3. 27 




PLACE1001340 


5.18 


6. 99 


9.8 


8. 69 


12. 02 


10. 48 




PLACE1001344 


1.52 


3.49 


1.77 


2. 34 


2.06 


1.75 




PLAGE1001351 


3.23 


6. 39 


8. 39 


6.4 


8. 62 


6.1 


55 


PLACE1001366 


1 


4. 49 


4. 02 


4.19 


4.6 


3.72 
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PLACE1001377 


3.02 


4. 97 


5. 1 


7.91 


7. 28 


5.83 




PLACE1001383 


2.31 


4. 13 


3. 53 


2. 62 


5.5 


5. 72 


5 


PLACE! 001384 


1.81 


3.23 


•2. 89 


2. 05 


3. 43 


3. 15 




PLACE1001387 


1.65 


3. 64 


3.7 


3. 03 


4. 83 


3 




PLACE1001395 


3. 72 


6. 64 


6. 54 


7. 01 


7.61 


7. 73 


10 


PLACE1001399 


3.71 


6. 58 


9.31 


7. 37 


8.61 


9. 22 


PLACE1001401 


0. 83 


5. 25 


2. 33 


1.55 


1.76 


0.87 




PLACE10O1407 


11.65 


21.8 


24. 47 


22. 63 


18. 09 


26.24 




PLACE1001412 


1.6 


4. 98 


4. 53 


4. 08 


4.42 


3.83 


15 


PLACE1001414 


2.3 


3. 02 


5. 86 


7. 57 


5. 13 


6. 83 




PLACE1001416 


2. 99 


4.71 


3. 29 


5. 62 


4. 04 


7.08 




PLACE1001433 


33. 62 


33. 05 


51.64 


49. 1 


58. 33 


55. 88 




PLACE1001440 


1.95 


3.99 


3.96 


3.6 


3.53 


2.1 




PLACE1001456 


1.64 


5.5 


4. 26 


4.15 


4. 87 


4.49 




PLACE1001464 


32. 76 


28. 05 


47.41 


53. 22 


68. 42 


61.32 




PLACE1001468 


0. 85 


5.04 


1.17 


1.56 


2.55 


2. 27 


25 


PLACE1001484 


1.31 


4. 85 


2. 96 


4. 25 


5.8 


3.04 




PLACET 001 500 


0. 92 


2.22 


2.14 


2.72 


3. 34 


3. 26 




PLACE1001502 


1.36 


3.6 


3.9 


3.54 


5.9 


4. 54 




PLACE1001503 


1.7 


4. 58 


6.72 


7. 47 


8.2 


8. 05 


30 


PLACE1001505 


6. 34 


14. 13 


16.16 


39. 97 


27.14 


46.65 




PLACE1001513 


4. 09 


10. 82 


8.17 


5. 87 


8. 53 


14. 61 




PLACE1001516 


0. 61 


4. 33 


1.33 


1.71 


3. 49 


1.99 


35 


PLACE1001517 


5.56 


8. 58 


14. 77 


14.14 


14.96 


14. 28 


PLACE1001523 


12. 83 


14. 09 


20. 42 


22. 79 


19. 74 


32.9 




PLACE1001526 


5.12 


4. 89 


8.42 


9.51 


9.11 


6. 89 




PLACE1001534 


2.12 


5.12 


3. 58 


3. 62 


5.55 


3. 99 


40 


PLACE1001536 


0.61 


2.5 


1.52 


2.11 


3.2 


1.9 




PLACE1001545 


17. 97 


23.9 


38.46 


33.78 


45. 13 


66. 08 




PLACE1001551 


2. 55 


6. 26 


6.15 


4. 72 


6. 59 


6.71 




PLACE1001564 


1.37 


4.87 


2. 88 


4.01 


3. 57 


3.7 




PLACE1001570 


2. 62 


5. 95 


4.18 


2.19 


3. 82 


4. 32 




PLACE1001571 


2.04 


4.51 


6.07 


5. 69 


6. 27 


5.81 




PLACE1001595 


4. 73 


4. 64 


10.04 


11.6 


8. 27 


5. 28 


50 


PLACE1001602 


7.23 


8. 39 


18. 65 


20. 38 


18. 68 


19. 71 




PLACE1001603 


2.01 


3.83 


5. 37 


6. 86 


5. 86 


4. 56 




PLACE1001608 


3.44 


7.22 


5.9 


5.82 


7. 73 


8.7 




PLACE1001610 


3. 77 


8.4 


8. 22 


9. 26 


9. 49 


9.85 


55 


PLACE1001611 


1.94 


7.34 


3.65 


2. 28 


3. 85 


1.88 
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PLACE1001629 


0.78 


6. 77 


2. 24 


3.62 


3. 36 


3. 52 




PLACE1001632 


1.66 


8. 26 


4.04 ' 


4.3 


4.14 


4. 37 
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PLACE 1-001 634 


7.4 


9. 92- 


-39.12 


23. 85 


32.41 


18.38 




PLACE1001637 


0. 84 


2.16 


1.25 


1.41 


2.4 


1.1 




PLACE1001640 


1.33 


3.27 


4. 66 


2. 68 


4. 85 


4. 49 


10 


PLACE1001655 


0. 83 


2.93 


2. 06 


2. 82 


2.14 


2. 02 


PLACE1001672 


1.84 


7.04 


4.01 


3.3 


4. 41 


4. 09 




PLACE1001676 


1.38 


8.49 


3.54 


4. 63 


4. 77 


3.85 




PLACE1001683 


12.79 


23.62 


24. 61 


25. 33 


30. 22 


27.13 


15 


PLACE1001691 


3.41 


12.29 


6. 72 


9.03 


8. 96 


9. 83 




PLACE1001692 


1.47 


2.96 


5. 25 


5. 87 


5.6 


5.13 




PLACE1001705 


3.02 


3. 75 


V 88 


10. 06 


9. 21 


8. 32 




PLACE1001716 


1.68 


3 


2. 61 


2. 24 


3. 79 


3.58 




PLACE1001720 


1.49 


2. 62 


2. 21 


1.56 


2.45 


1.71 




PLACE1001728 


1.43 


6.19 


4.24 


1.96 


2.04 


2. 51 




PLACE1001729 


2.12 


8.13 


4.44 


3.8 


4. 52 


4. 36 


25 


PLACE1001739 


2.61 


9.55 


4. 04 


4. 95 


7.24 


6.16 




PLACE1001740 


0. 92 


5.36 


2. 09 


1.92 


2. 1 


1.69 




PUCE1001745 


1.15 


0. 98 


3.22 


1.87 


2. 48 


2.31 




PLACE1001746 


1.04 


2. 25 


2. 55 


4.64 


3.4 


2.82 


30 


PLACE1001748 


4. 74 


7.01 


8.18 


8.19 


6. 58 


5. 96 




PLACE1001753 


2.06 


3. 54 


3. 29 


7.44 


5. 57 


5.82 * 




PLACE1001756 


5.6 


11.31 


38. 07 


31.78 


44. 99 


35. 99 


35 


PLACE1001760 


6. 54 


12. 23 


12. 85 


16. 36 


16. 96 


16.66 * 


PLACET 001 767 


11.26 


14.98 


59. 72 


45. 37 


61.46 


45. 39 




PLACE1001771 


1.96 


6. 64 


4. 03 


4. 32 


5.22 


4. 54 




PLACE1001775 


2. 23 


2. 81 


6. 72 


5.1 


3. 11 


4. 79 


40 


PLACE1001777 


83.34 


145.9 


190. 82 


142. 92 


71.27 


59.69 




PLACE1001781 


1.9 


3. 86 


4.91 


8. 72 


3. 39 


2.3 




PLACE1001783 


0. 76 


3.21 


2. 06 


4. 84 


2. 09 


1.54 




PLACE1001786 


1.77 


6. 61 


2. 72 


3.7 


3.32 


2.6 


45 


PLACE1001788 


5.16 


9. 07 


7. 14 


10. 52 


8. 74 


9. 32 




PLACE1001795 


1.92 


4.4 


4. 82 


5. 42 


4.61 


5. 42 




PLACE1001799 


0. 69 


3. 62 


2. 11 


1.86 


2. 83 


1.97 


50 


PLACE1001810 


0. 89 


1.52 


1.76 


2. 73 


3. 91 


1.73 




PLACE1001817 


5. 53 


6. 12 


10. 88 


10. 56 


9.4 


6. 38 




PLACE1001821 


4. 68 


6. 07 


7. 11 


8. 37 


9. 92 


4. 99 




PLACE1001836 


0.91 


3. 12 


2. 38 


2. 69 


4.12 


2. 63 


55 


PLACE1001844 


1.55 


5.1 


3.48 


4.42 


4. 36 


4. 09 
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PLACE1001845 


3. 62 


8. 38 


7. 39 


7. 88 


7. 55 


9. 93 






PLACE1001858 


2. 56 


6. 58 


3.52 


5. 26 


7. 48 


6. 05 




5 


PLACE 1-001 869 


3. 13 


7. 15- 


—4. -85 


6. 09 


6. 46 


5. 66 






PLACE1 001 890 


11. 74 


11. 92 


21. 45 


173.44 


255. 31 


125.13 


* 




PLACE1 001 897 


9. 19 


13. 85 


16. 44 


22. 22 


23. 13 


12. 95 






PLACE1001902 


10. 13 


12. 6 


21. 53 


22, 74 


27. 67 


12. 77 




10 


PLACE1001904 


1. 38 


3. 72 


1. 51 


2. 45 


2. 53 


2. 35 






PLACE1001907 


3. 36 


6. 76 


5. 71 


7. 67 


5. 67 


5. 59 






PLACE1001910 


83. 6 


82. 16 


1 35. 34 


301. 29 


325. 42 


244. 59 


** 


15 


PLACE1001912 


1. 53 


6.6 


3. 36 


5. 54 


5. 48 


4. 85 






PLACE1001918 


17.31 


22. 95 


30. 16 


31. 14 


40. 44 


40. 02 


* 




PLACE1001920 


2. 07 


3. 51 


5. 43 


11. 97 


13.8 


11. 4 


** 




PLACE1001928 


3.06 


2. 96 


4. 67 


5. 29 


9. 7 


5.31 






PLACE1001930 


1. 17 


3. 92 


2.2 


2. 9 


4. 73 


3. 22 






PLACE1001949 


1. 16 


3. 67 


1. 78 


3. 84 


4.24 


3. 18 






PLACE1001959 


1.36 


4. 7 


3. 16 


2. 63 


3. 17 


2. 26 




25 


PLACE1001969 


2. 09 


7. 83 


7. 21 


6. 56 


10. 73 


6. 57 






PLACE1001974 


7. 39 


11.98 


11. 87 


11. 43 


16.09 


16.06 






PLACE1001981 


0. 77 


4. 38 


3. 22 


1. 77 


3. 88 


2. 36 






PLACE1001983 


3. 81 


4. 12 


5. 32 


5. 92 


6. 16 


5.72 


* 


30 


PLACE1001989 


2. 34 


4.15 


5.02 


4. 37 


5.91 


3. 72 






PLACE1 002004 


3.07 


4. 06 


8.05 


9.22 


9. 69 


7. 18 






PLACE1 002008 


8.4 


11.76 


17 


23.36 


22.19 


22.42 


* 


35 


PLAGE1002015 


26. 96 


30. 92 


67.62 


105. 75 


88.42 


94. 15 


* 


PLACE1 002044 


3. 79 


8. 07 


5. 86 


4.64 


6. 39 


6.4 






PLACE 1002046 


1.78 


5. 68 


1.9 


4.3 


5. 79 


4. 97 






PLACE1 002052 


1.09 


4. 98 


2. 26 


1. 38 


2. 41 


2. 32 




40 


PLACET 002066 


4. 79 


6. 3 


8. 29 


10. 24 


10. 77 


9. 93 


* 




PLACE1 002072 


2. 55 


3. 91 


4. 86 


6 


5. 48 


6 


* 




PLACE1 002073 


0. 51 


2. 83 


2. 29 


2. 35 


4. 06 


2. 91 






PLACE 1 002080 


1. 81 


6.49 


6. 13 


4. 76 


6. 82 


5. 72 




45 


PLACE1 002081 


1.66 


6. 13 


4. 06 


3. 74 


4. 86 


4. 3 






PLACE1 002090 


7. 74 


16. 55 


13. 87 


12. 53 


14.4 


19. 41 






PLACE1 002095 


2. 97 


6. 22 


8. 45 


10. 01 


10. 18 


11. 32 


* 


50 


PLACE1002102 


4. 26 


8. 56 


8. 81 


9. 47 


9. 56 


10. 67 






PLACE1002109 


2. 57 


5. 08 


3.81 


4. 66 


6.17 


6. 32 






PLACE1002115 


1.75 


3.57 


2.48 


2. 78 


4. 26 


2. 59 






PLACE1002119 


15. 65 


15.3 


35. 78 


37.28 


32. 59 


38. 23 




55 


PLACE1002140 


5.25 


8. 45 


14. 05 


19.93 


17.14 


17.19 


* 
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PLACE1 002343 
PLACE1 002355 
PLACE1 002358 
PLACE1 002359 
PLACE1 002374 
PLACE1 002376 
PLACE1 002379 
PLACE1 002386 
PLACE1 002395 
PLACE1 002399 
PLACE1 002407 
PLACE1 002433 
PLACE 1002437 
PLACE1 002438 



1.54 8.26 

1.6 5.75 

0. 87 2. 96 

2.13 4.67 

2. 39 4. 04 

2.73 3.53 

3.09 6.11 

3.16 6.23 

9.2 15.58 

1.35 5.67 

3. 3 6. 47 

2.2 4.16 

1.05 1.91 

0. 68 2. 65 

0. 32 2.67 
1.16 4.78 

1 . 46 5. 69 
1.16 10.74 
9.42 17.5 
4.28 10.16 
1.84 2.94 

2. 31 2. 64 

0. 56 2. 54 

1 . 34 3. 1 
4.19 9.04 
0. 49 6. 98 
1.31 9.39 
1.15 7.94 
1.91 2.17 

29.69 28.18 

3. 58 5. 91 
6. 24 7. 66 
0. 86 5. 32 
3. 69 9. 97 
2.38 11.09 
1.09 5.22 
1.63 2.17 
0.79 1.4 
0. 74 2. 38 



4.25 


3.23 


2.58 


3.47 


4.72 


1.76 


4. 55 


6.21 


4. 42 


4. 68 


7.35 


4. 89 


10.02 


18.44 


6. 77 


4. 63 


18.42 124.63 


2.38 


2. 97 


18. 07 


17. 08 


U. 93 


5. 52 


2. 23 


3. 33 


1.7 


1.5 


1.28 


1.47 


3.31 


3. 54 


4. 48 


3. 22 


2. 29 


1.55 


14. 68 


12.7 


9. 86 


8. 82 


3. 87 


2. 96 


2. 94 


3. 21 


2.5 


4.07 


1.96 


1.22 


9.44 


5.06 


2. 94 


2. 08 


2. 36 


3. 33 


3.3 


2.6 


3.47 


4.7 


54. 19 


53.9 


7.86 


6. 23 


6.63 


10.13 


1.35 


1.87 


17.13 


16. 43 


3. 42 


5.31 


2.31 


2.3 


2.97 


2.96 


1.47 


1.41 


1.96 


1.8 



5. 36 


4. 12 


5. 76 


4.48 


3. 28 


3. 73 


8.81 


6. 03 


6. 28 


3. 22 


5. 33 


3.74 


14. 63 


13. 93 


8. 54 


8.39 


:50. 27 


333.14 


2.89 


2.26 


18. 38 


14.61 


8.03 


6.03 


3.53 


1.96 


3. 03 


1.67 


0. 76 


0.43 


3.01 


4. 79 


2. 98 


2.31 


2. 38 


1.24 


10. 48 


11.7 


7. 87 


9. 94 


2. 87 


2. 03 


3. 23 


3. 92 


3. 58 


3.07 


2. 44 


2 


8.52 


8.17 


1.9 


2. 52 


4. 35 


2. 63 


2. 65 


2.13 


3. 91 


3. 42 


34.73 


36.14 


6. 82 


6. 56 


9.68 


10.9 


2. 05 


1.51 


20. 62 


16.16 


10. 38 


7.39 


4. 01 


3.66 


4.35 


3.66 


3.28 


1.35 


2.43 


3.38 
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PLACE1 002446 


4. 64 


8. 42 


5. 95 


10.27 


8. 88 


11.99 






PL AGE 1002447 


1. 26 


6.06 


2. 05 


3. 92 


3. 14 


4. 32 




5 


PLACE 1-002450 


1.19 


5. 92- 


- 3. 24 


4. 32 


4. 21 


5. 05 






PLACE1 002462 


0. 81 


4. 02 


2. 94 


3.51 


2.99 


3.13 






PLACE1 002465 


0. 96 


4. 69 


2.2 


2. 69 


4. 31 


2. 24 






PLACE 1002474 


1. 61 


2. 26 


3. 23 


3. 85 


4. 41 


3. 6 
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PLACE 1002477 


11.11 


14. 51 


32. 39 


44. 06 


41. 42 


26. 68 






PLACE1 002493 


3. 39 


4. 1 


10. 1 


14. 39 


16. 66 


9.49 






PLACE1 002497 


0. 68 


2. 81 


0. 67 


1.45 


0. 93 


0. 99 
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2. 12 


4. 73 


3 


5. 98 


6. 44 


5. 28 


* 
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2. 61 


6. 52 


7. 36 


7. 58 


10. 45 


7. 25 






PLACE1002514 


0.3 


4. 49 


1. 84 


1. 74 


2. 47 


1. 75 






PLACE1002518 


2. 86 


7. 65 


6. 9 


5. 62 


7. 55 


4. 67 






PLACE1 002529 


1. 14 


1. 56 


2. 21 


3. 19 


3.4 


1. 44 






PLACE 1002532 


1.31 


1. 82 


3. 18 


5. 75 


4. 94 


5. 59 


** 




PLACE 1002536 


3. 59 


3. 75 


3.44 


5. 84 


6.07 


3. 85 




25 


PLACE 1002537 


1. 63 


4.06 


2. 7 


2. 69 


4. 07 


3. 08 






PLACE 1002539 


1.86 


5.68 


2. 75 


4. 53 


5. 29 


4. 78 






PLACE1 002547 


6.09 


8.06 


7.3 


12. 32 


11.02 


11.26 


** 




PLACE 1002571 


2. 84 


6.85 


5. 19 


6. 84 


8. 65 


6. 23 




30 


PLACE1 002578 


3.57 


8. 34 


8. 35 


11.11 


12. 19 


8. 11 






PLACE 1002583 


1.33 


1.61 


2. 32 


3. 18 


4. 02 


2. 46 






PLACE 1002591 


0. 82 


1. 62 


2. 34 


3. 25 


4. 43 


1. 92 




35 


PLACE1 002598 


6. 56 


10. 95 


12. 39 


11. 93 


9. 04 


7. 74 




PLACE 1002604 


1.73 


3. 57 


2. 69 


3. 75 


5. 38 


3. 51 






PLACE1002612 


2. 89 


8. 47 


5. 95 


11.25 


10. 88 


8. 06 






PLACE1 002625 


1. 25 


4. 79 


3. 18 


2. 7 


3. 25 


1. 82 




40 


PLACE 1002638 


2. 94 


8. 01 


6.66 


7. 78 


6. 81 


7. 29 






PLACE 1002655 


1.39 


6. 51 


5. 57 


7. 19 


7. 62 


6. 46 






PLACE1 002665 


4. 57 


3. 88 


5. 4 


7. 47 


12. 16 


10. 75 


* 




PLACE 1002685 


0. 58 


1.12 


1.3 


0. 67 


2.43 


0. 98 






PLACE1 002692 


7. 42 


8. 56 


16. 7 


19. 27 


22. 67 


16. 29 






PLACE1002714 


1.8 


3 


2. 11 


2.43 


3. 14 


2. 24 






PLACE1 002721 


2. 94 


4. 37 


3. 88 


5. 88 


7. 1 


4. 28 




50 


PLACE1 002722 


0. 92 


5.42 


1.97 


1.37 


3. 28 


1.85 




PLACE1 002726 


1.6 


6. 24 


3. 66 


4.6 


5.7 


5. 26 






PLACE1 002756 


1.57 


4.5 


7.04 


5.92 


9. 63 


7. 78 






PLACE1 002768 


1.05 


3.72 


2.16 


2.1 


2. 34 


1.71 




55 


PLACET 002772 


0.54 


2.15 


1.32 


2.49 


2. 86 


2.3 
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PLACE1 002775 


4. 33 


4.71 


9.15 


7. 05 


7.08 


8. 67 


PLACET 002780 


185.63 218.72 325.36 272.21 


244. 38 


305. 38 


PLACE1002782 


0.4 


3. 76 


• 1.1 


1.62 


1.69 


1.14 


PLACE1 002794 


1.5 


6.71 


3.27 


2. 26 


4. 59 


4. 36 


PLACE 1002795 


1.92 


6.45 


0.81 


2.37 


3. 63 


2. 77 


PLACE1 002811 


0.6 


1.57 


1.34 


1.9 


1.46 


1.16 


PLACE1002815 


6. 39 


7 


10.49 


7.24 


3.16 


9. 21 


PLACE1002816 


8.5 


9.72 


9.05 


7.22 


8.2 


7.97 


PLACE 1002822 


0. 58 


2.51 


2.06 


2.2 


2. 87 


1.94 


PLACE1 002833 


9.98 


15.11 


16. 78 


15.42 


15. 99 


16. 56 


PLACE1 002834 


3.2 


8. 08 


6.57 


6.23 


6. 79 


8. 41 


PLACE1 002835 


0.62 


4.14 


' 1.72 


0. 85 


1.83 


1.79 


PL ACE 1002839 


1.13 


5. 75 


2. 72 


2. 89 


4. 72 


2.81 


PLACE1 002851 


1.52 


1.87 


1.41 


1.98 


2.15 


2.7 


PLACE1 002853 


4.18 


6. 23 


9.15 


6. 26 


5.6 


7 


PLACE 1002881 


3.42 


5.2 


11.04 


8. 35 


11.57 


10. 26 


PLACE1 002901 


9.66 


12. 66 


20. 09 


24.14 


25.51 


30. 67 


PLACE1 002904 


0. 89 


7.35 


1.41 


1.98 


1.95 


3. 09 


PLACE 1002905 


1.36 


5.46 


3. 26 


4.04 


4. 46 


3.4 


PLACE1 002908 


1.6 


5.19 


3.18 


3.84 


5. 27 


3.81 


PLACE1 002911 


3.91 


6. 96 


6.9 


4.66 


7.89 


6. 75 


PLACE1 002941 


1.57 


2.2 


2.48 


3.94 


2. 02 


2.31 


PLACE1 002950 


9. 59 


9.15 


14. 74 


5.31 


8. 02 


14.51 


PLACE1 002955 


47.83 


40. 69 


72.7 


82. 17 


62.5 


84. 64 


PLACE1 002958 


19. 36 


26. 92 


35. 27 


35.6 


35. 35 


59.02 


PLACE1 002962 


1.03 


4. 03 


2.2 


1.41 


2. 63 


1.67 


PLACE1 002967 


1.34 


4. 83 


3.19 


4. 37 


3. 52 


2. 81 


PLACE1 002968 


1.2 


5.14 


2.7 


2. 55 


3. 05 


1.81 


PLACE1 002976 


8. 94 


12. 08 


24. 23 


24.5 


36. 89 


30.05 


PLACE1 002991 


2. 68 


3.05 


6.66 


3.49 


4. 56 


3.6 


PLACE1 002993 


2. 72 


3. 86 


5. 52 


8.21 


6. 92 


5. 56 


PLACE1 002996 


2. 02 


3.03 


3.43 


5. 54 


3.52 


3. 01 


PLACE1 003010 


1.91 


3. 69 


4. 27 


4.31 


3. 86 


3. 32 


PLACE1003025 


2. 85 


7.01 


6.1 


8. 57 


11.37 


10.11 


PLACE 1003027 


5.02 


13.08 


9.31 


8. 55 


12.45 


12.76 


PLACE1 003044 


1.95 


8. 24 


2.61 


3. 64 


4.16 


2. 74 


PLACE1 003045 


1.41 


7. 75 


1.77 


1.88 


2.64 


1.01 


PLACE 1003052 


2.19 


3.16 


5. 74 


4.44 


3.6 


1.99 


PLACE 1003083 


1.59 


3.04 


3. 23 


3. 06 


1.61 


2. 25 
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PLACE 1003085 


3. 91 


6.19 


5.6 


9. 46 


5. 89 


3. 33 


PLACE1 003092 


3. 94 


4. 87 


6.25 


7 


5.6 


6. 17 


PLACE1 00309-7 


0. 37 


3.06- 


-4.44 


2. 12 


1.88 


1.63 


PLACE1003100 


1.65 


7.1 


4.2 


3.88 


4. 74 


4.29 


PLACE1003108 


1.26 


10. 37 


2.91 


3. 32 


4.44 


2. 39 


PLACE1003115 


11.39 


18.3 


58.59 


73. 64 


99.24 


69. 1 * 


PLACE1003120 


3.1 


3. 08 


9.71 


11.34 


8. 32 


10. 19 


PLACE1003135 


0. 72 


2. 04 


1.09 


1.56 


2. 89 


1.08 


PLAGE1003136 


3. 95 


5. 82 


6.05 


9. 03 


6. 55 


7. 34 


PLAGE1003141 


2. 04 


2. 97 


2.1 


1.97 


2. 49 


1.8 


PLACE1003145 


1.21 


4.17 


2. 52 


6.24 


6. 88 


7.67 * 


PLACE1003147 


2. 87 


7.85 


5.71 


5.02 


5.25 


6. 28 


PLACE1003153 


0. 54 


7.63 


2.14 


1.66 


3.2 


1.82 


PLACE1003163 


6. 09 


13. 55 


8.19 


8. 39 


14. 09 


12.26 • 


PLACE1003172 


23. 21 


21.74 


44.19 


47. 78 


43.17 


39. 52 


PLACE1003174 


2. 31 


2.49 


3. 75 


4.3 


3.55 


1.68 


PLACE1003176 


0. 47 


2 


1.89 


2. 88 


1.27 


1.46 


PUCE1003181 


1.72 


4.19 


2. 72 


2.5 


2.76 


2. 36 


PLACE1003184 


0. 76 


3. 92 


1.53 


1.91 


1.49 


2. 06 


PLACE1003190 


2. 39 


9.81 


8. 67 


10. 73 


7.98 


10. 34 


PLACE1 003200 


0. 29 


4. 48 


1.84 


0. 72 


1.92 


1.16 


PLACE1 003205 


3.94 


7. 07 


9. 68 


6.82 


10. 38 


7.2 


PLACE1 003209 


1.43 


2.18 


2. 62 


2. 28 


1.82 


2. 89 


PLACE1003214 


0. 83 


1.3 


2 


2.15 


2.44 


1.81 


PLACE1 003229 


2. 08 


2. 78 


2.9 


2. 78 


3.35 


3. 48 


PLACE1 003238 


0.46 


2. 34 


1.24 


1.35 


2 


0.75 


PLACE1 003249 


1.87 


5.04 


4.7 


7.33 


7.56 


5. 89 


PLACE1 003256 


3.47 


7.69 


7. 94 


8.82 


7. 68 


6.08 


PLACE1 003258 


1.03 


3.81 


3.48 


2.42 


2.19 


0. 87 


PLACE1 003279 


3.09 


7.19 


9.02 


11. 15 


13. 56 


11.58 * 


PLACE1 003294 


0. 95 


1.54 


1.59 


1.57 


1.25 


2. 64 


PLACE 1003296 


1.49 


2.6 


2.45 


2.59 


3.11 


2.4 


PLACE1 003297 


7.52 


10. 15 


31.88 


23. 01 


23.49 


19.3 


PLACE1 003302 


3.92 


5.16 


6.99 


5.8 


4. 72 


5.47 


PLACE1 003334 


1.51 


4. 41 


1.91 


2.4 


3. 59 


3.09 


PLACE1 003337 


13. 69 


16.3 


29. 83 


28. 53 


34. 27 


25.76 


PLACE1 003342 


1.05 


4. 07 


1.89 


2.15 


2.35 


1.97 


PLACE1 003343 


1.07 


4.98 


1.61 


2. 02 


2. 75 


2.12 


PLACE 1003344 


6.25 


5. 33 


12.83 


11.18 


11.35 


11.98 



1304 



EP 1 074 617 A2 



PLACE1 003353 
PLAGE1 003361 
PLACE W03366 
PLACE1 003369 
PLACE1 003372 
PLACE1 003373 
PLACE1 003375 
PLACE1 003378 
PLACE 1003383 
PLACE1 003394 
PLACE1 003401 
PLACE 1003405 
PLACE1 003407 
PLACE1 003420 
PLACE1 003428 
PLACE1 003432 
PLACE 1003438 
PLACE 1003452 
PLACE1 003454 
PLACE1 003455 
PLACE 1003456 
PLACE 1003460 
PLACE1 003478 
PLACE 1003484 
PLACE1 003493 
PLACE 1003503 
PLACE1 003505 
PLACE1003516 
PLACE1003519 
PLACE 1003520 
PLACE1 003521 
PLACE1 003525 
PLACE1 003528 
PLACE1 003529 
PLACE1 003537 
PLACE1 003549 
PLACE1 003553 
PLACE1 003566 
PLACET 003568 



19. 67 


16. 04 


1.82 


3. 64 


1.45 


4. 3& 


2. 75 


4.51 


2.08 


5.73 


2. 85 


7.37 


1.42 


4.91 


0. 94 


0. 94 


0. 87 


1.55 


10. 55 


12.49 


0. 79 


3.91 


1.5 


3. 97 


2. 39 


6. 06 


3. 26 


7. 69 


0. 63 


3.3 


6.14 


5.81 


0.45 


2. 66 


1.87 


5. 02 


2. 49 


5.59 


2. 58 


4.26 


3.22 


7. 74 


6. 39 


13. 35 


1.15 


1.71 


12. 06 


12. 21 


1.61 


4. 72 


85.45 


87. 35 


1.99 


6.77 


0. 86 


6.78 


17. 58 


26. 29 


14.18 


25.48 


2. 71 


3. 64 


8. 45 


11.81 


39.18 


44.68 


1.46 


4. 26 


4. 41 


9. 05 


1.1 


5.02 


1.6 


5. 89 


5.93 


9.8 


3.01 


2.71 



40.09 37.78 

3. 72 5. 85 

3.63 3.22 

3. 49 3. 29 
2. 68 5. 45 

6. 62 8. 8 
1.92 2.59 
0. 98 0. 7 

2.33 1.59 
24.08 11.75 

1.34 1.03 
' 2. 22 2. 54 

5.16 3.96 

6.19 6.8 

2. 62 2. 07 

8. 2 6. 64 

0. 93 2. 41 

5. 08 4. 53 

7. 34 7. 31 

2. 35 2. 97 

8. 62 6. 9 
14.87 13.02 

0. 86 2. 33 

45.33 28.12 

4.9 3.84 

107.79 115.17 

4. 78 7. 44 
2.7 2.8 

50. 41 45. 77 

35.96 25.73 

4. 93 5. 97 

45. 05 33. 94 

136.4 106.04 

3. 29 2. 4 
11.05 11.36 

4. 59 5. 61 
3. 88 4. 02 

17.51 13.03 

5. 76 5. 69 



42.55 


40. 26 


5.31 


4.6 


3.33 


2. 97 


3.25 


4. 62 


4. 72 


3.39 


11.81 


9.89 


2.95 


3.21 


1.66 


1.08 


3.15 


1.57 


22. 99 


17. 27 


2.13 


1.04 


2.46 


2.04 


6.3 


4. 02 


10. 92 


8.7 


2. 94 


1.96 


7.05 


5. 42 


2.34 


1.99 


3.43 


3.84 


6.95 


5.61 


3.01 


3.17 


7.2 


7. 79 


16. 76 


12. 86 


2.07 


1.24 


31.5 


34.2 


5. 96 


5. 08 


111.85 


172. 81 


6. 63 


8. 87 


3. 95 


2. 39 


36.97 


58. 75 


31.4 


32.19 


4.71 


7.4 


43. 71 


36. 88 


122. 76 


127. 22 


3.94 


3.83 


13.77 


13.3 


6. 01 


5.93 


4.17 


4.23 


19. 09 


14. 58 


4.43 


4. 04 



1305 



EP 1 074 617 A2 





PLACE1 003573 


0. 98 


2. 43 


1. 19 


2. 16 


1.87 


1.48 




PLACE1 003575 


2.16 


3. 09 


3.44 


3. 34 


3.5 


4. 15 


5 


PLACE1C03583 


0. 97 


3.45- 


-3.34 


2. 29 


4. 16 


2.23 




PLACE 1003584 


1.23 


4. 46 


4. 01 


3. 56 


3.8 


2. 65 




PLACE1 003592 


4.4 


8. 48 


9.48 


7. 11 


10.48 


9. 53 


10 


PLACE1 003593 


0. 84 


5. 55 


2.4 


2. 23 


3. 02 


1.55 


PLACE1 003594 


4. 24 


6. 76 


6. 01 


5.78 


6. 68 


7.36 




PLACE1 003596 


13.77 


11.31 


22. 53 


15.68 


17. 69 


8. 25 




PLACE1 003598 


2. 83 


3. 63 


5. 02 


4. 89 


3.7 


2. 95 


15 


PLACE1 003602 


1.8 


4. 24 


6. 36 


4. 37 


3. 54 


2. 68 




PLACE1 003605 


17. 43 


21.72 


45. 86 


94. 65 


95.6 


91.55 




PLACE1 003611 


2. 34 


5. 18 


*6. 07 


5. 65 


7.14 


6 




PLACE1003618 


0. 67 


7. 39 


2.09 


1.58 


2.4 


1.32 




PLACE1 003625 


1.78 


10. 41 


2. 75 


3.33 


5.48 


2.8 




PLACE1 003626 


8. 77 


15.99 


17.14 


10. 87 


14.46 


13.19 




PLACE1 003630 


1.8 


2. 57 


5.8 


7.05 


4. 67 


5. 86 


25 


PLACE 1003635 


2.15 


1.83 


3.19 


2. 96 


2.82 


2.44 




PLACE1 003638 


1.3 


2. 58 


3 


5.21 


4.19" 


3.13 




PLACE1 003644 


4. 01 


5.7 


7. 25 


7.81 


9.13 


8. 76 




PLACE1 003654 


2. 56 


6.14 


4.04 


3.54 


6.96 


6.4 


30 


PLACE1 003656 


2. 69 


7. 79 


6.12 


6.54 


5.63 


A. 77 




PLACE1 003660 


0. 26 


9. 54 


3.5 


3. 08 


4. 92 


4.11 




PLACE1 003669 


2.43 


9. 05 


3.67 


2. 59 


4. 26 


3. 08 


35 


PLACE1 003670 


5. 37 


5.7 


9.44 


11.01 


8. 26 


8. 76 


PLACE1 003671 


1.66 


1.22 


3.57 


3.11 


2. 57 


1.57 




PLACE1 003697 


7. 27 


7. 99 


9.8 


8.23 


6. 06 


6. 42 




PLACE1 003704 


3.12 


3.97 


5.17 


5. 96 


7. 25 


5.97 


40 


PLACE1 003709 


0. 89 


2.63 


0.8 


1.19 


1.24 


2.44 




PLACE1 003711 


0.74 


5.48 


1.35 


1.87 


1.8 


1.39 




PLACE 1003723 


1.07 


6.99 


4.7 


4.2 


5.31 


4.16 




PLACE1 003724 


3.31 


10.74 


9.1 


9.11 


11.79 


10.49 


45 


PLACE1 003737 


2.14 


2.21 


4. 72 


3.35 


3.1 


3. 29 




PLACE1 003738 


1.06 


1.94 


3.13 


3. 96 


3. 92 


3. 41 




PLACE1 003742 


2.25 


3. 58 


5.71 


6.81 


6.18 


2.85 


50 


PLACE1 003744 


6.13 


8.86 


14.6 


16. 21 


17.96 


19.13 




PLACE1 003758 


0. 85 


4. 55 


0. 96 


2 


1.46 


1.16 




PLACE1 003760 


13.44 


18. 68 


27.23 


31.82 


20. 52 


22. 79 




PLACE1 003762 


1.45 


4. 97 


3.7 


3. 77 


3. 78 


3.49 


55 


PLACE1 003765 


1.18 


5. 23 


3. 45 


2. 01 


3.1 


2.11 



1306 



EP 1 074 617 A2 



PLACE1 003768 
PLACE1 003771 
PLACEt003772 
PLACE1 003783 
PLACE1 003784 
PLACE1 003788 
PLACE1 003795 
PLACE1 003827 
PLACE1 003833 
PLACE1 003839 
PLACE1 003845 
PLACE1 003850 
PLACE 1003852 
PLACE1 003858 
PLACE1 003861 
PLAGE1 003864 
PLACE1 003870 
PLACE1 003885 
PLACE 1003886 
PLAGE 1003888 
PLACE 1003892 
PLACE1 003900 
PLACE 1003902 
PLACE1 003903 
PLACE1003915 
PLACE1003918 
PLACE1 003923 
PLACE1 003932 
PLACE1 003936 
PLACE1 003966 
PLACE1 003968 
PLACE1004018 
PLACE1 004020 
PLACE1 004028 
PLACE1 004034 
PLACE1 004042 
PLACE1 004078 
PLACE1004103 
PUCE1004104 



0. 36 
1.28" 

34.15 
1.48 
0. 69 
0.4 
1.01 

13.83 
0. 98 

22. 55 
6.09 
3.16 
0. 25 
1.34 
0. 95 
0.94 

3. 84 
1.33 

4. 56 
0. 75 

4. 93 
2. 27 
1.91 
0.42 
8.15 
1.88 
2. 06 
3.99 
1.02 
3.11 
1.68 

25.49 
8. 91 
0. 41 
3.56 

17.25 
1. 14 

5. 54 
5. 94 



1.14 
1.94 
38.19- 
3. 02 

3. 92 

4. 92 
4.1 

20.46 
1.49 
19.18 

6. 88 

4. 84 

3. 36 
4.42 
4.51 

5.5 
3.4 
1.42 
6.01 
3.79 
6.91 

5. 92 

7. 39 
5. 07 
7.04 
2.45 
3.73 
5.16 
3.82 
7.43 
5. 68 

33. 73 
10.18 
2. 55 

4. 53 
20.19 

4.1 
10. 93 
12. 29 



1.36 
2. 07 
-97. 86 

2. 22 
0. 87 
1.06 

3. 57 
20. 72 

3.9 
52. 95 
11.72 
' 7.19 
1.09 
1.99 
1.63 
2.74 
13.2 
1.59 
5.75 
1.96 
20. 79 
7.17 
5.25 
2. 94 
10. 78 

4. 75 

5. 63 
5. 47 
2. 81 
7. 76 
5. 94 

48. 16 
13. 26 

1.3 
5.22 
68. 35 

3.3 
13. 98 
27.78 



1.45 
1.84 
62.42 
18. 65 
2. 09 

I. 85 
4. 73 

22. 48 
3. 65 

50. 39 

24. 98 
5.45 
0. 99 
2.04 
2. 98 
2. 88 

10.71 
3. 07 
9. 27 

2. 87 
17. 21 

6. 34 
5.43 
2. 55 
8. 31 
3. 47 
2.7 
4.06 
3. 63 
4. 89 

3. 33 
32. 56 

II. 42 
1.38 
8. 42 

79.51 

4. 95 
13. 77 
24.18 



2. 75 
3.13 
64. 06 
19. 53 
2.19 
1.71 

4. 38 
30.84 

4.33 
56.11 
19.99 
5.95 
1.58 
1.85 

2. 78 
3.86 

16.12 

3. 76 
6. 87 
3.42 

22. 33 
9.75 
8. 07 
3.5 
9.79 
6.26 

5. 54 
7. 58 
2. 42 
7. 32 

4. 26 
40. 53 
18.03 

1.23 
9. 03 
93. 32 
6.51 
15. 09 
34. 98 



1.07 
1.43 
52. 43 
16.61 

2. 68 
0. 32 

3. 54 
25. 92 

3.31 
43. 86 
10.6 
6. 39 
1.05 
2. 92 
1.73 
2. 69 
12. 03 
2. 38 
4.3 
2. 68 
14. 87 
6.6 
6. 29 

2. 59 
9.84 
3.75 

3. 32 
5.09 
2. 78 
4.21 

4. 57 
28. 62 
24.15 

1.91 
13. 04 
79.44 

4. 45 
14.14 
29.71 
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PLACE1004113 


1.37 


3. 7 


3. 28 


2. 75 


3. 27 


1. 29 


PLACE1004114 


1. 12 


2.55 


2.23 


2. 84 


2. 49 


2. 93 


PLACE1-00411-8 


1.58 


3.52- 


-2.09 


2. 74 


3. 64 


2.5 


PLACE1004128 


4.4 


6. 84 


5. 66 


6.61 


8.13 


9.01 


PLAGE1004130 


2.25 


4. 83 


8. 35 


6. 86 


9.26 


6, 73 


PLAGE1004149 


3. 59 


7.3 


9. 86 


10.23 


13.29 


10. 12 


PLACE1004156 


3. 61 


7.91 


10.12 


11.66 


17.62 


13. 31 


PLACE1004160 


5. 45 


9. 54 


14. 36 


13.1 


19. 65 


14. 53 


PLACE1004161 


2.2 


4. 86 


3.54 


4. 85 


5.73 


7. 48 


PUCE1004166 


5. 61 


5. 81 


9.91 


8.3 


8. 66 


11.2 


PLACE1004168 


3.35 


4. 97 


3. 73 


4. 73 


6. 65 


6. 79 


PLACE1004170 


0. 78 


3.28 


*1. 93 


2. 98 


3.42 


2. 76 


PLACE1004178 


0. 83 


5. 23 


2. 37 


2.4 


2.59 


2. 36 


PLACE1004183 


0. 89 


7. 99 


4. 41 


3. 53 


4. 32 


4.84 


PLACE1004197 


0. 64 


5.14 


1.55 


1.73 


3.54 


1.65 


PLACE1004199 


1.66 


4. 52 


4. 09 


3. 78 


5.88 


4. 35 


PLACE1 004203 


1.8 


3. 57 


4. 17 


2. 43 


3.62 


2. 83 


PLACE1 004242 


3.8 


5. 64 


11.04 


8.55 


8.14 


8. 64 


PLACE 1004249 


31.4 


56.31 


117. 88 


127. 93 


152. 54 


151.22 


PLACE1 004255 


0. 79 


2. 65 


1.26 


2.59 


2.15 


1.93 


PLACE1 004256 


9.06 


11.68 


13. 63 


14. 66 


14.18 


23.37 


PLACE1 004257 


2. 63 


7. 95 


6.48 


7. 89 


8.8 


8. 64 


PLACE1 004258 


1.87 


5.21 


3.13 


4. 59 


3.15 


3.11 


PLACE1 004270 


0. 72 


3.8 


2.5 


2.7 


4.01 


1.65 


PLACE1 004272 


1.34 


3.68 


3. 73 


3.86 


5. 38 


6.15 


PLACE1 004273 


92.91 


89.59 


212. 62 


212.05 


129.56 


99. 82 


PLACE 1004274 


2. 09 


3.61 


6.51 


6.42 


7.14 


6.74 


PLACE 1004277 


2.3 


4.4 


5.76 


6.45 


7.7 


6.04 


PLACE1 004279 


0. 54 


3. 39 


2.23 


3.16 


2.64 


2. 02 


PLACET 004282 


2.43 


8. 25 


6.62 


4. 22 


5.56 


4. 49 


PLACE 1004284 


4. 59 


11.31 


7.84 


7.38 


8.16 


7. 15 


PLACE1 004289 


1.28 


7.85 


2.46 


3.06 


3. 63 


2. 1 


PLACE1 004299 


0. 33 


6. 41 


1.38 


1.54 


2. 67 


1.83 


PLACE 1004302 


1.01 


2.98 


3. 27 


2. 41 


2. 45 


1.12 


PLACE1 004305 


1. 11 


2.09 


1.9 


1.9 


1.82 


1.78 


PLACE1004316 


2.3 


4.48 


5.4 


6.06 


3. 85 


4.52 


PLACE1 004322 


2. 49 


3. 41 


5. 25 


6. 35 


7.14 


5.75 


PLACE1 004325 


2. 43 


6. 38 


3.84 


3.85 


3. 66 
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PLACE 1004332 


1.21 


7.18 


2.8 


3. 72 


3.46 


3.01 
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PLACE1 004336 


2. 87 


9. 6 


5. 36 


6. 88 


9. 21 


6. 71 




PLACE1 004346 
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7. 22 
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1. 69 
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2. 1 
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1.4 


2.8 
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2. 67 


10 
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1.79 


* 


4 27 


3 44 


4. 87 


3. 04 




PLACE1 004405 


2.16 


8. 39 


42 


13 36 




16. 74 




PLACE 1004407 


5.05 


13. 1 


37 




16 24 


1 1. 85 


15 


PLACE1 004424 


0.37 


5. 78 


' 
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PLACE1 004425 


1. 14 


1.94 






27 


3. 44 




PLACE1 004427 


1. 96 


3. 31 


4. 56 


4. 67 


4. 22 






PLACE1 004428 


0. 88 


2. 05 


2.17 


2. 66 




2 62 


20 


PLACE 1004433 


5. 7 


8.3 


10. 82 




15 67 


12 05 




PLACE1 004435 


0. 72 


4.17 


1.43 


1.95 




2 15 




PLACE1 004437 


4. 05 


7. 68 


14.2 


11.07 


13.01 


37 


25 


PLAGE1 004441 


7. 82 


11.68 


34. 06 




' - 


26 41 




PLACE! 004446 


1 . 5 


4. 36 


0.9 


1.03 




1 39 




PLACE1 004450 


0. 33 


1. 46 


1 . 34 


2.57 


1.71 






PLACE 1004451 


0. 51 


1.45 


2.14 


1.89 


2. 69 


88 




PLACE1 004456 


8. 22 


9. 7 


10. 97 


16. 68 








PLACE1 004458 


3. 39 


4. 81 


3.66 


7.77 


7. 05 


8.2 




PLACE1 004460 


0. 84 


4. 58 


2. 1 


2.91 


2. 69 


1.75 


35 


PLACE1 004467 


5. 31 


6. 81 


10. 65 


7. 67 


10. 14 


10.48 


PLACE 1004471 


2. 65 


5. 93 






7. 34 






PLACE1 004473 


1. 16 


4. 66 


3.5 


3.18 


3. 23 


3 21 




PLACE1 004475 


14. 03 


16. 41 


32.49 


31.09 
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40 


PLACE 1004482 


8. 37 


6. 7 


10. 79 


10. 04 


9. 76 
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PLACE 1004491 


0. 39 


2. 51 


1.49 


1.19 








PLACE 1004492 


61.52 


74.8 
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127 64 
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10. 71 
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8.45 
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10. 03 


45 
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7.37 


5. 09 


7.15 
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6. 18 




PLACE 1004510 


2. 51 


6.23 


6. 33 


6. 59 
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8. 16 




PLACE1 00451 6 
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7. 36 


2.12 


2. 79 


3 78 




50 


PLACE1004518 


1 . 64 


1. 78 


3. 03 


2.41 


3 88 


2 83 




PLACE1004519 


0.17 


0. 82 


0. 62 


1.43 


2. 79 


1.51 




PLACE 1004520 


6. 08 


8. 09 


10. 06 


7.44 


9. 11 


2. 52 




PLACE1 004530 


33.19 


43.86 


68.13 


41.86 


27. 72 


38. 09 


55 
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1.13 


3. 83 


2.12 


3.03 


3. 31 


3. 65 
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1.84 


5.19 


PLACE1 004604 


1.69 


4. 21 


PLACE1 004611 
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5. 87 


PLACE1 004629 


9.42 


15. 75 


PLACE 1004630 
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20. 82 


PLACE 1004637 


5. 03 


8. 82 


PLACE1 004645 


36.5 


39. 28 


PLACE1 004646 


1.07 


2.91 


PLACE 1004648 


0.8 


3. 42 


PLACE1 004655 


45. 95 


58. 09 


PLACE 1004658 


2.4 


7.34 


PLACE1 004664 


1.26 


4.83 


PLACE1 004672 


2.32 


6.79 


PLACE1 004674 


9.4 


11.97 


PLACE 1004681 


1.97 


3.84 


PLACE1 004686 


2.74 


4. 33 


PLACE 1004690 


10. 64 


13.43 


PLACE1 004691 


1. 14 


6.71 


PLACE1 004693 


1.34 


7.54 


PLACE1 004701 


13.01 


18. 45 


PLACE1 004705 


1.29 


3. 33 


PLACE1 004708 


37.69 


46.37 


PLACE1004716 


6.37 


8. 81 


PLACE1 004722 


1.31 


3. 05 


PLACE1 004736 


5.25 


7.71 


PLACE1 004737 


5.42 


12.71 


PLACE1 004740 


4. 88 


9.06 


PLACE 1004743 


1.31 


4.04 


PLACE1 004751 


0. 98 


2. 89 


PLACE1 004757 


3.45 


4. 34 


PLACE1 004761 


6. 41 


7. 32 


PLACE1 004773 


1.05 


2. 34 


PLACE1 004775 


0. 35 


3. 26 
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7. 82 


8. 66 


11.2 


10. 28 


4. 43 


6. 93 


8.48 


6. 5 


6.67 


5.92 


6. 78 


6. 15 


1.62 


2.14 


2. 21 


1. 95 


5.11 


4. 45 


6. 75 


4. 82 


16. 07 


13. 01 


14.38 


13. 34 


4.36 


4. 64 


5. 98 


4. 49 


9. 88 


2. 49 


4. 34 


1. 97 


4. 89 


3. 86 


4. 17 


3. 99 


19. 92 


23. 93 


30.49 


29.01 


35. 1 


16. 76 


23.04 


19. 17 


10.34 


6.61 


9. 17 


8. 29 


92.04 


85.16 


87. 94 


74. 59 


2. 87 


3.68 


2.19 


2. 28 


2. 52 


2. 53 


3.15 


1.22 


130.94 112.14 126.25 


99. 01 


6.31 


6.64 


8. 37 


6 


1.3 


3.02 


2.65 


1.89 


8.02 


6.3 


7.51 


7.14 


14.7 


8.3 


9. 75 


15. 25 


5.62 


5.05 


5. 69 


4. 39 


7.46 


9.22 


10. 77 


8. 59 


19. 62 


21.75 


19.21 


31.72 


3.71 


2. 92 


4.13 


2.75 


4. 89 


3.91 


4. 59 


5.97 


24. 24 


25.21 


24.46 


25. 1 


2. 27 


1.8 


1.96 


1.47 


80.19 


41.34 


39. 66 


50. 98 


11.08 


4. 22 


12. 55 


14. 26 


2.6 


2. 26 


3.28 


2. 51 


7.6 


9.16 


8. 89 


11. 63 


16.14 


8.15 


11.23 


13. 78 


8. 22 


7. 37 


7. 93 


8.2 


3.1 


1.97 


4 


3. 55 


2.88 


2.75 


3. 74 


3. 06 


10. 53 


8.4 


9.6 


7. 22 


12. 59 


9. 99 


10.44 


9. 72 


1.7 


1.94 


2. 31 


2. 72 


1.37 


1.29 


2.14 


1.07 
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PLACE 1004777 


2. 1 


7. 57 


2. 97 


3. 68 


4. 25 


4. 4 




PLACE1 004793 


0. 83 


4. 58 


1. 37 


1.9 


2.06 


1.25 


5 


PLACE1004796 


6. 65 


8.7 


43. 08 


7. 79 


8.57 


7. 88 




PLAGE1 004804 


0. 99 


4. 46 


3. 25 


2. 44 


2. 38 


3. 22 




PLACE1004813 


4. 55 


7. 11 


9. 84 


6.45 


5. 19 


5.45 




PLAGE1 004814 


7.16 


11.76 


17. 62 


15. 83 


11.39 


10. 1 


10 


PLACE1004815 


0,7 


2. 81 


2.43 


3. 12 


2.61 


3.44 




PLAGE1004816 


1.16 


2. 63 


2.04 


2. 36 


2. 26 


1.84 




PLACE1 004824 


3. 25 


7.37 


5.27 


8. 1 


9. 13 


8. 85 


15 


PLACE1 004827 


1.4 


10.89 


3. 17 


2.67 


3. 05 


1.3 




PLACE 1004836 


1.72 


12. 95 


4. 26 


6.25 


7. 99 


4. 49 




PLACE1 004838 


1.35 


8. 81 


2.2 


2. 49 


2. 34 


1.68 




PLACE 1004840 


1.59 


2. 06 


2.21 


1.85 


2. 08 


1.37 




PLACE 1004842 


0.86 


1.98 


1.89 


1.98 


1.78 


2. 33 




PLACE1 004850 


0.81 


2.35 


1.63 


1.83 


2. 76 


2.36 




PLACE1 004868 


0.81 


2. 97 


2.04 


1.62 


2. 23 


2 


25 


PLACE1 004885 


1.5 


7.09 


3. 51 


3.4 


6. 03 


4. 77 




PLACE1 004886 


1.87 


8. 53 


2. 76 


3. 33 


5. 12" 


4. 93 




PLACE1 004887 


18.14 


34. 01 


58. 51 


36.9 


38. 66 


30. 33 




PLACE1 004896 


8. 39 


14.15 


15.4 


9. 39 


11. 14 


14. 03 


30 


PLACE1 004900 


1.75 


2.7 


6. 69 


5. 66 


5. 74 


4.44 




PLACE 1004902 


5. 42 


6. 25 


9. 27 


6.39 


4.2 


3.6 




PLACE1 004904 


1.7 


4. 66 


2.52 


6.49 


4. 78 


3. 03 


35 


PLACE1 004911 


0. 69 


2.5 


1. 12 


5.95 


4. 82 


6. 09 


PLACE1004913 


3. 63 


5. 72 


7. 38 


4.49 


5. 45 


4. 79 




PLACE1004918 


1.3 


6. 69 


2. 05 


2. 39 


3. 24 


2. 64 




PLACE1 004930 


2. 74 


8. 84 


5.93 


10. 63 


16. 57 


14.71 


40 


PLACE1 004934 


1.14 


4.3 


3. 34 


2.97 


2.03 


2.5 




PLACE 1004937 


2.1 


4. 03 


4.91 


2. 74 


3.59 


2. 36 




PLACE1 004949 


4.32 


4. 98 


7. 67 


8. 53 


8. 48 


6.04 




PLACE1 004969 


0.74 


1.74 


1.99 


1.39 


2. 34 


1.4 




PLACE1 004970 


0.45 


2. 18 


1.2 


1.43 


1.31 


1.01 




PLACE1 004972 


1.63 


6. 56 


2. 69 


5. 66 


3.17 


4. 76 




PLACE1004974 


1.27 


5. 21 


4.2 


5.6 


5.7 
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PLACE1004975 


0. 59 


2. 84 


1. 11 


1.94 


1.98 


1.24 




PLACE1 004979 


1.58 


4. 06 


4. 26 


4.91 


5. 69 


4. 75 




PLACE1 004982 


5. 66 


6. 45 
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10. 03 


10. 67 


5.65 




PLACET 004985 


1.4 


1.47 


1.46 
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2. 17 


1.2 


55 


PLACE1 005003 


2. 85 


4. 22 


6 


6.05 


6. 37 


5. 78 
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PLACE1 005004 
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1.41 
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3.34 
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3. 37 


8.11 


5.46 


6.11 


8. 96 


6.39 








PLACE 1005 102 


2. 56 


7.14 


5. 01 


4.11 


5.51 


3.8 






30 


PLACE1005108 


2 


6. 08 


5. 87 


6. 58 


6. 19 


5. 09 








PLACE1005110 


1.34 


1.89 


3. 08 


1.75 


2. 75 


2.15 








PLACE1005111 


1.31 


1.34 


1.23 


1.45 


2.17 


1.54 






35 


PLACE1005123 


26.23 


26.21 


47. 58 


34. 26 


49.34 


34. 98 






PLACE1005124 
PLACE1005128 


3.2 
9.54 


4. 66 
8. 89 


4.18 
18. 22 


4.2 
16. 37 


6. 91 
16. 36 


5.44 
16.13 








PUGE1005130 


2.65 


6. 57 


5. 54 


2.84 


4. 98 


3. 58 






40 


PLACE1005141 


6.3 


9. 92 


11.25 


16.15 


20. 75 


18. 95 


** 


+ 




PLACE1005146 


1.3 


2.71 


3.03 


2. 17 


2. 53 


2. 29 








PLACE 1005 152 


1.85 


3.9 


4. 56 


4. 13 


4. 23 


4. 79 








PLACE1005157 


2. 66 


5. 19 


5.3 


4. 38 


4. 09 


7. 01 








PLACE1005162 


2.79 


3. 72 


9.31 


6. 57 


7.45 


7.1 








PLACE1005170 


17.34 


18. 92 


29.76 


21.38 


18.18 


23. 73 








PUCE1005176 


0.57 


5.6 


1.7 


2. 33 


2. 47 


1.94 






50 


PLACE1005181 


0. 53 


5. 14 


0. 96 


0.89 


1.36 


0. 37 








PLACE1005184 


4. 06 


9. 09 


10.4 


8. 97 


12. 82 


11.26 








PLACE1005186 


3.5 


3.41 


8. 56 


8. 05 


5.79 


5. 73 








PLACE1005187 


2. 85 


4 


4. 13 


6. 1 


4. 99 


4. 25 






55 


PLACE1005189 


6.12 


7. 71 


5. 34 


10.84 


10. 65 


12. 22 


** 


+ 



1312 



EP 1 074 617 A2 





PLACE 1005 193 


1. 48 


3. 78 


1. 71 


3. 84 


2. 91 


2.61 




PLACE1 005200 


1. 35 


4. 68 


2. 61 


2. 47 


3. 75 


3. 1 


5 


PLACE t00520£ 


2. 43 


6.48 


...4.26 


3. 35 


3, 95 


2. 95 




PLACE1005216 


1. 53 


5. 46 


4. 44 


5. 6 


6. 51 


4. 12 






1 43 


6. 21 


5 


4. 38 


5. 66 


3. 27 




Dl AACIAAEOOC 






3. 49 


3. 33 


3. 32 


4. 65 


10 


di aaciaacooo 


1 86 


3. 31 


4. 87 


5. 63 


6. 19 


3. 88 




Dl AACIAAEO'JO 

PLACfcl OOozoa 


1 06 


7^2 






2. 86 


2. 41 






4 35 




5. 41 


8. 48 


7 49 


10. 75 


15 


DI AAC1 AACOCA 


4 


10 31 




4. 38 


5. 9 


8. 88 


PLACE1005261 


3. 21 




4 74 










di aaciaago£c 


1.05 


4 47 


! 2 82 


2 28 


4 43 


2. 76 




DI AAC1AAC071 




5 31 


8 79 


5 87 


11 16 


7. 95 




Dt AAC1 AACO"77 


2 06 


3 48 


2 35 


2 62 


1 98 


2. 64 




DI AAC1 AAOQ"7 




4 31 


5 87 


2 98 


5 06 


6. 91 




DI AAC1AAOGG 




22 75 


48 29 


35 17 


24 24 


41. 06 




rLAOt lUOOoUO 




46 


11 13 


10 67 


11 85 


16. 25 


25 


Dl AAC1 AAC3 A7 




5 44 


4 14 


3 15 


5. 42 


4. 84 




Dl AACiAAEOAG 


2. 41 




3 95 


5 32 


5. 99 


5. 79 




Dl AAC1AAKO10 


1.08 


83 


1 6 


1 8 




1. 8 


30 


Dl AACIAACSOA 




3 65 


3 34 


3 39 


4. 05 


2. 26 




Dl AAC - ! AAC397 

rLAOt I UUOoz / 


1 . 8 




16 8 


10. 36 


7. 95 


4. 43 




PLACE 1005 331 


2. 28 




5 28 










PLACE1 005335 


1.53 


3.8 




2 03 


3 22 


2 42 


35 


di A/^cinncoifl 
rLAOt lUUWoo 


9.12 


12.58 




16 39 


16. 99 


20. 15 




PLAOtlOOooOl 






10 17 


9 28 








Dl AAC1 nncoec 
rLAUC I UUOOOD 


2 04 


6 93 




2. 99 


3 7^ 


4. 23 


40 


pi apfi oac^T} 
rLAl/t I uuao / o 


1 77 


6 34 


4. 44 


3. 91 


5. 36 


3. 37 






3 29 


9 47 


1^81 


7. 35 


1 5 93 


12. 41 




Dl aaci AAC'jo'} 
rLAoL 1 UUOooo 


8 16 
* 


7 54 








4. 03 




Dl AAC1 AAE-JQO 




2 04 


1 56 


1. 92 


3. 67 


2. 2 




Dl AACI AACdAG 


2. 97 


5 02 


4 99 






2. 97 




di ArpiAAC^m 

r LAOC 1 UU04 1 U 


12.41 


44 

* 


18 89 


24. 38 


20. 98 


27. 1 




Dl AAC1AAC/IOC 


5.16 










5. 45 


50 


PLACE1 005431 


12. 6 


15 65 


22 53 


19 64 


26 25 




PLACE1 005453 


1.4 


10. 38 


3. 93 


4.85 


4.45 


3.28 




PLACE1 005467 


3. 09 


11.87 


7 


5. 57 


11.63 


7. 28 




PLACE1 005471 


1.6 


1.94 


1.66 


2. 29 


1.52 


1.28 


55 


PLACE1 005476 


0.42 


1.73 


1.24 


1.6 


1.57 


1.46 



1313 



EP 1 074 617 A2 





PLACE 1005477 


1. 


58 


2. 26 


2. 51 


3 


2. 93 


2. 74 




PLACE 1005480 


0. 


77 


2.01 


1.86 


1. 93 


1.4 


0. 53 


5 


PLACE1G054.8.1 


0. 


44 


4. 


81. 


2. 3 


2. 77 


3. 62 


2.44 




PLACE1 005494 


0. 


27 


6. 


66 


1. 68 


1. 21 


1. 73 


1.06 




PLACE 1005495 


3. 


86 


12. 83 


8.31 


6. 85 


9. 25 


7.62 




PLACE1 005497 


2. 


27 


7. 72 


3. 95 


4. 24 


5.68 


5.91 


10 


PLACE1 005499 


5. 


71 


5. 


86 


11.07 


10. 82 


7.9 


6.49 




PLACE1 005502 


1. 


59 


2. 


87 


3.43 


4. 07 


3. 45 


1.49 




PLACE1005513 


1. 


77 


4. 


14 


3.35 


1.86 


2. 85 


1.98 


15 


PLACE1005515 


2. 


89 


4. 


76 


4. 22 


4. 58 


5. 29 


3. 78 




PLACE1005519 


1. 


04 


4. 


53 


3.29 


2.85 


2.85 


2. 83 




PLACE1 005526 


0. 


58 


5, 


55 


1 1.38 


1.3 


1.59 


0. 71 




PLACE1 005528 


2. 


08 


7. 


71 


5. 57 


5.94 


7.12 


5. 33 




PLACE1 005530 


2. 


16 


7. 


09 


4. 32 


5.17 


8. 23 


4. 67 




PLACE1 005536 


1. 


74 




1 


2. 74 


3.12 


2.43 


2.88 




PLACE1 005539 


10. 1 


11. 


64 


23. 77 


8. 65 


' 8.66 


5. 22 


25 


PLACE1 005543 


1 


.7 


3. 


57 


5.62 


3. 54 


4. 32 


2. 57 




PLACE 1005544 


0. 


86 


3. 


26 


3.15 


2.49 


2. 68 


2. 27 




PLACE1 005550 


4. 32 


7. 


61 


7.85 


10. 16 


7. 25 


6. 86 




PLACE1 005554 


1.15 


5. 


47 


2.67 


2.17 


2.17 


1.17 


30 


PLACE 1005557 


1.76 


7. 


21 


4. 95 


8.22 


7. 64 


7.7 




PLACE1 005563 


0.51 




4 


1.89 


1.45 


2.07 


1.06 




PLACE1 005569 


0.6 


0.5 


1.56 


1.59 


1.81 


1.09 


35 


PLACE1 005574 


1.07 


1. 


88 


2. 49 


2.48 


4. 43 


2.22 


PLACE1 005584 


1.3 


2. 68 


3.91 


3.91 


5. 58 


3. 03 




PLACE1 005590 


4. 28 


5.14 


8.4 


9.87 


10. 73 


8. 02 




PLACE1 005595 


3. 


08 


4. 03 


2.89 


3.65 


3. 81 


3. 89 


40 


PLACE1 005601 




2 


5. 66 


4. 22 


3.77 


4 


4.02 




PLACE 1005603 


1. 


08 


4.9 


1.04 


2.49 


0. 95 


1.94 




PLACE1 005604 


1 


.2 


6.71 


2.42 


3.6 


4.2 


3. 46 




PLACE1 005611 


2. 


22 


2.3 


3.98 


5.15 


5. 65 


2.89 




PLACE1 005622 


0. 65 


1. 


71 


1.98 


2.94 


3. 88 


1.26 




PLACE1 005623 


1.42 


3. 


08 


3. 27 


3.71 


3. 65 


1.61 




PLACE1005630 


3.31 


5. 


81 


7. 75 


87.83 


72.15 


89.12 


50 


PLACE1 005639 


0. 75 


4. 36 


1.28 


1.66 


2. 02 


1.18 




PLACE 1005646 


2. 


13 


5.41 


4.31 


5.4 


5.08 


2. 55 




PLACE1 005647 


2. 77 


9. 


69 


6.72 


7.34 


9.11 


6.25 




PLACE1 005648 




3 


8. 


11 


9.21 


8. 34 


10.59 


8. 22 


55 


PLACE1 005653 


1. 


99 


1.43 


2.74 


2.74 


2.13 


2. 67 



1314 



EP 1 074 617 A2 



PI APPIfifiKfiKR 




2. 48 


2. 24 


1. 68 


2. 78 


1. 58 


pi ArFinnsfiSQ 

rUflUC I uuoooy 


0 87 




1.01 


1. 62 


1 84 


1. 32 


pi APpmfiRfififi 

rt-nl/E. 


3 §] 


8. 03 


~-5. 77 


8. 87 


8. 88 


8. 34 


PI AfTlfifl^fifid 




6. 57 


6. 14 


3. 39 


4. 27 


3. 19 


PI AfFlfWRfififi 


0 89 


5. 91 


3. 55 


4. 63 


4. 93 


3. 97 


rLACtlUUDOOa 


4 46 








13. 9 


14. 6 


rLALiC; 1 UUODoi 


1 94 


5. 27 


4. 49 


6. 2 


5. 2 


5.47 


DI A/^CIAAEftQQ 


0 6 








2. 67 


2. 38 


r LAOL 1 UUO / Do 


32 




53 46 


53 89 


59. 98 


53 76 


DI AAC1AAC70C 


25 


3 75 


6 41 


5 64 




7. 29 


DI AAC1 AAE"79"7 

rLACt 1 UOo III 


2 97 


4 54 


4 15 


3 9 


3 49 


4 


DI AAC1 AAC70A 

PLACfclUUo/oU 


0. 77 




! 3 26 




1 54 


1 28 


PLACE! 005736 


5. 37 


7.55 




9 2 


^ 17 


1 } 74 


PLACE1 005739 


0. 81 












PLACE 1005745 


8.03 


7.11 






6 97 


11 44 


DI APCIAAETCO 


1.31 




' 


2 55 


2 24 


1 25 


PLACE1 005755 


0.8 






1 72 


3 28 




PLACtluOo/oo 


10. 79 




' 2 


18 22 


19 3' 


21. 47 


PLACE1 005760 


10. 22 




68 06 


49 69 


68 81 


53. 09 


PLACE 100b /bo 


1.47 




3 58 


3 79 


4 63 


3 Q2 


PLACE I WO /DO 


1.25 




3 69 


4 58 


5 13 


4. 19 


rLACfc i UOO / / 1 


5.71 


13.6 


3 7 


11 28 


17 49 


17. 27 


PLACE 1005783 


1.82 


2.44 


3.64 




3 71 




PLACE1 005799 


4. 79 


5. 25 


8. 37 


6.12 


8. 78 


8 62 


di a r*c 1 Arte oft*) 
PLACE lOOboOz 


1.07 


3. 78 


3. 64 


2.7 


3.64 


1. 96 


PLACE1 005803 


3. 06 


6. 15 


4.78 


5.6 


4.94 




PLACE1 005804 


0. 92 


8. 41 








2 44 


PLACE1005813 


17. 23 




78 06 


70 01 


94 17 


74 89 


DI AAC1AACQ1C 
rLAUt I UUOo I D 




18 5 ? 6 


4 38 


3 8 


5. 01 


4. 1 


DI AAC1AACQOQ 


2 11 


3 62 


4 42 


5 34 




3. 56 


PL ACt I UUo boo 




92 82 


182 22 


122 


114 37 


107. 96 


PLACE 1005834 






3 95 


3 55 


3 56 




DI A/^C1AACQOC 


22.7 


19.1 


15 


72 32 


60. 34 


68. 56 


PLACE 1 005836 


2. 39 






2 61 




2. 55 


PLACE 1 005845 


0. 97 


5 42 


2 66 


2 67 


3 05 




PLACE1 005850 


1.82 


3.91 


3. 04 


2. 84 


2. 85 


2.15 


PLACET 005851 


1.03 


3.44 


1.46 


1.2 


2.01 


1.11 


PLACE1 005856 


0. 92 


4. 01 


2.42 


2. 24 


3.37 


3.37 


PLACE1 005875 


1.78 


3.89 


4.77 


3.3 


3. 48 


3.17 



1315 



EP 1 074 617 A2 





PLAGE1 005876 


1. 33 


3. 99 


4. 76 


6. 87 


6. 34 


6. 9 




PLACET 005878 


1.3 


2. 67 


2. 08 


3. 54 


4.46 


2. 79 


5 


PLACE1D05880 


2. 36 


4. 09 


—4.-31 


4. 16 


3. 07 


3. 45 




PLACE1 005884 


1. 6 


4. 87 


1. 89 


2. 48 


2. 21 


2. 73 




PLACE 1005890 


1. 9 


9. 57 


3. 7 


2. 26 


3. 09 


1. 88 




PLACE1 005898 


3. 29 


10. 87 


5. 34 


7. 36 


8. 12 


6. 36 


10 


PLACE1005913 


1. 46 


9. 31 


8. 05 


4. 99 


6, 47 


4. 33 




PLACE1 005921 


0. 99 


1. 92 


2. 03 


1. 49 


2. 22 


0. 79 




PLACE1 005923 


0. 74 


1. 61 


1. 17 


1.47 


2. 42 


1. 43 


15 


PLACE1 005925 


0. 83 


2. 67 


3. 18 


2. 19 


2. 14 


1. 68 




PLACE1 005927 


1. 26 


2. 49 


1. 93 


1. 95 


2. 56 


2. 3 




PLACE1 005932 


2. 04 


5. 66 


! 2. 44 


2. 53 


2. 32 


2. 52 




PLACE1 005934 


0. 88 


7.91 


3. 16 


3.9 


5.61 


4. 19 




PLACE1 005936 


1. 31 


8. 96 


3. 02 


2. 02 


2. 84 


2. 3 




PLACE 1005939 


54. 61 


68. 58 


111.22 


157. 61 


194. 58 


212. 18 




PLACE 1005951 


2. 36 


3. 39 


4. 98 


5. 56 


4.48 


2. 35 


25 


PLACE1 005953 


1.5 


1.64 


2. 64 


2. 59 


2. 43 


3. 03 




PLACE1 005955 


1. 64 


2. 01 


3.8 


4. 07 


3. 43 


2. 55 




PLACE1 005966 


0. 76 


3. 42 


1.69 


1.75 


2 


2. 19 




PLACE1 005968 


1.52 


4. 96 


3.2 


4. 71 


5.15 


6. 12 


30 


PLACE1 005975 


2. 58 


7. 11 


5. 42 


6. 18 


7. 01 


6.49 




PLACE1 005990 


0. 7 


7. 7 


1.54 


2. 1 


1.87 


0. 88 




PLACE1 005997 


88. 15 


118. 52 


1 96. 48 


189.6 


226. 97 


172. 1 


35 


PLACE1 006002 


3.38 


3.97 


8.87 


8.4 


7. 71 


9. 18 


PLACE1 006003 


1. 55 


3.02 


4. 83 


5.09 


4.44 


5. 33 




PLACE1 006011 


1.85 


3. 63 


3. 46 


4.48 


2. 68 


1.91 




PLACE1006017 


0. 84 


2. 74 


2. 81 


3.4 


3.4 


3. 58 


40 


PLACE1 006037 


2. 99 


7. 05 


2. 48 


6. 14 


3. 64 


4. 29 




PLACE1 006040 


2. 2 


7.87 


3. 97 


6. 64 


6.9 


7. 77 




PLACE1 006063 


0. 94 


4. 64 


2. 59 


2. 11 


3. 15 


2. 25 




PLACE 1006071 


3. 06 


6. 52 


4. 97 


5. 36 


4.03 


4. 47 




PLACE1 006073 


2. 74 


3. 53 


6. 43 


7. 19 


6. 81 


6. 93 




PLACE 1006074 


1.4 


2. 22 


3. 34 


2. 62 


3. 23 


1. 69 




PLACE1 006076 


1. 36 


2.51 


2. 98 


3.15 


2. 47 


2. 75 


50 


PLACE1006079 


1.38 


4. 32 


1.78 


2. 1 


1.1 


1. 11 


PLACE1 006093 


0.49 


3. 76 


1 


3.56 


3. 85 


1.83 




PLACE1006116 


2. 99 


6.44 


4.04 


5. 28 


5. 01 


4. 91 




PLACE1006119 


3.15 


6. 81 


7.07 


9.22 


10.4 


8. 03 


55 


PLACE1006129 


2.12 


5.6 


3. 98 


6. 59 


7. 62 


5. 65 



1316 



EP 1 074 617 A2 



PLAOtlUuoloy 


3.44 


2. 98 


6. 03 


7.77 


8. 85 


5.58 




PLA0tlUuDl4o 


0.5 


1.48 


1.87 


3.18 


4. 13 


3. 17 




rLAlrfc T-UOoJo./ 


1.55 


2. 54 


-4. 82 


2.96 


3.9 


2.44 




PLACE1006159 


0. 69 


3.61 


0. 94 


2. 68 


1 " 


1.04 




PLAGE1006164 


0. 35 


3. 18 


1. 37 


1. 73 


1.85 


1.21 




PLACE1006167 


2. 18 


6. 5 


3. 37 


3. 95 


4. 52 


3.13 




PLACE1006170 


2. 79 


6. 09 


6. 09 


4. 34 


5. 31 


3.68 




PLACE1006181 


2. 75 


7. 34 


2. 84 


5. 8 


5. 51 


5.22 




PLACE1006187 


0. 76 


1. 3 


2. 15 


2. 01 


2. 41 


1. 48 




PLACE1006195 


0. 11 


1. 24 


1. 73 


1 . 93 


1. 93 


0. 87 




PLACE1006196 


1. 8 


4. 01 


4. 15 


4. 32 


5. 77 


2. 19 




PLACE1O06197 


2. 12 


5. 6 


'5. 24 


4 


3. 47 


3. 39 




PLACE1006198 


0. 27 


3. 68 


1. 21 


0. 84 


1.63 


0. 5 




PLACE1 006205 


0. 89 


5. 59 


0. 99 


2.43 


2. 18 


1.28 




PLACE1 006208 


7. 28 


13. 32 


13.46 


14. 09 


14. 99 


12. 5 




PLACE 1006211 


2. 6 


8. 05 


7. 92 


6. 07 


9.08 


9. 35 




PLACE1006219 


6. 77 


5. 77 


8. 94 


14. 88 


22. 25 


15. 35 


* 


PLACE 1006223 


1.55 


1.46 


3. 19 


1. 39 


3 


1. 64 




PLACE1 006225 


0. 56 


2. 27 


1.3 


1.04 


2. 3 


0. 99 




PLACE 1006236 


1.53 


3. 2 


2. 92 


3. 06 


5.01 


2. 29 




PLACE1 006239 


0.67 


3. 62 


1.97 


2.61 


3. 66 


3. 41 




PLACE1 006245 


3.86 


7. 13 


5.45 


4. 43 


7. 44 


3. 28 




PLACE 1006246 


1.66 


6. 56 


6. 19 


5. 59 


7. 66 


6. 33 




PLACE 1006248 


1. 58 


4. 47 


5. 6 


2. 77 


3. 1 


2. 82 




PLACE 1006262 


0. 93 


2. 24 


1. 49 


2.08 


1. 61 


1. 4 




PLACE1 006269 


2. 28 


4.71 


3. 42 


2.06 


2. 47 


2. 33 




PLACE1 006275 


1.6 


3. 57 


3. 37 


4. 12 


3. 68 


3. 53 




PLACE1 006277 


1.01 


2. 42 


1.4 


1. 79 


3. 01 


0. 88 




PLACE 1006288 


9. 32 


13. 59 


22. 49 


26. 85 


18. 4 


25. 21 




PLACE1 006290 


1. 79 


6. 81 


5. 99 


8. 87 


7. 56 


9. 13 




PLACE1 006298 


1. 93 


5. 52 


2. 47 


3. 87 


5. 08 


4. 55 




PLACE1 006311 


0. 65 


3.38 


1. 75 


225. 97 


161. 43 


251. 12 


** 


PLACE1006318 


3. 52 


4. 03 


4. 17 


4. 04 


3. 17 


4. 01 




PLACE1 006325 


5. 43 


6. 73 


6. 31 


8. 09 


8. 38 


8. 08 


** 


PLACE1 006331 


1.87 


3. 36 


3. 21 


4. 44 


3. 59 






PLACE1 006335 


1.76 


3.64 


2. 55 


4. 45 


2. 98 


2. 92 




PLACE1 006357 


0. 27 


4.51 


1.59 


1.7 


1.49 


1.2 




PLACE1 006360 


1.1 


5.11 


1.79 


2.46 


2. 74 


2. 62 




PLACE1 006364 


4.51 


8.06 


7. 29 


7. 37 


9.19 


5.75 





1317 



EP 1 074 617 A2 





PLACE 1006365 


1. 68 


4. 65 


1. 97 


1.8 


2. 12 


0. 97 




PLACE1 006368 


1. 53 


3. 11 


2. 57 


3. 01 


3. 04 


4. 27 


5 


PLACE IO06371 


1. 38 


3. 2 


- A . 46 


1. 68 


3. 01 


1. 67 




PLACE1 006373 


2. 21 


5. 21 


5. 75 


7. 83 


8. 02 


7. 56 




PLACE1 006382 


0. 9 


4. 67 


2. 81 


3. 3 


1. 92 


2. 95 


10 


PLACE1 006385 


1. 59 


6. 33 


1. 86 


2. 68 


2. 59 


2. 71 


PLACE1 006391 


1.19 


5 


1.95 


1. 96 


2. 79 


1. 63 




PLACE1006412 


1.88 


5. 53 


5. 92 


7.07 


9. 93 


5. 27 




PLACE1006414 


0. 63 


3.42 


0. 95 


1.22 


1.87 


1.6 


15 


PLACE1006419 


7, 79 


9.8 


11.93 


5.19 


7.29 


5. 32 




PLACE1 006438 


0. 99 


6. 07 


3.42 


3.29 


4. 56 


5. 14 




PLACE1 006443 


2. 05 


5. 01 


'5. 12 


5.01 


5.31 


6. 44 




PLACE1 006445 


0. 84 


5. 76 


3.65 


3. 53 


3. 27 


3.55 




PLACE1 006447 


1.34 


5. 81 


3.28 


2. 95 


3. 26 


3.96 




PLACE1 006466 


0. 75 


4. 38 


1.35 


1.49 


1.66 


1.08 




PLACE 1006469 


0. 67 


4. 66 


2.31 


1.65 


2. 26 


1. 67 


25 


PLACE1 006470 


2. 47 


3. 71 


3. 74 


5. 25 


7. 02 


4. 35 




PLACE1 006472 


24.4 


23.44 


52. 17 


26. 23 


28. 52 


9. 36 




PLACE1 006476 


2. 52 


4.31 


8. 67 


6. 21 


7.23 


5. 93 




PLACE1 006482 


1.64 


3. 35 


4.43 


4. 25 


4. 67 


4. 98 


30 


PLACE1 006488 


14.12 


19.42 


32. 69 


40. 76 


34. 77 


41.4 




PLACE1 006492 


2. 03 


6.41 


4. 38 


4.04 


4. 98 


3. 02 




PLACE1 006506 


1.78 


6. 67 


4. 04 


4. 41 


5.71 


4.17 


35 


PLACE1O06515 


1.65 


5.7 


3. 08 


3.19 


2. 84 


4.08 


PLACET 00651 6 


1. 1 


7. 32 


7. 05 


4. 89 


5. 69 


7. 28 




PLACE1 006520 


1.02 


2. 74 


2. 12 


1.19 


3 


1.54 




PLACE1 006521 


2.4 


3.54 


6. 38 


6.49 


6.86 


5. 08 


40 


PLACE1 006529 


5. 96 


7. 35 


6. 96 


10. 56 


8.2 


7. 93 




PLACE1 006531 


1.01 


4.31 


3. 33 


1.84 


2.05 


2. 43 




PLACE1 006534 


1.68 


6. 04 


2. 59 


3.01 


3.86 


3. 19 




PLACE 1006540 


2. 68 


9. 7 


7.77 


8.71 


11.21 


4. 46 


45 


PLACE1 006549 


0. 6 


9. 45 


2. 09 


1.6 


2. 28 


1.65 




PLACE 1006550 


1.76 


8. 82 


4. 07 


2. 77 


2.94 


4. 14 




PLACE1 006552 


1.3 


2. 48 


2.14 


1.97 


1.3 


0. 81 


50 


PLACE1 006557 


2.38 


4.01 


3. 79 


2.84 


2.51 


2.45 




PLACE1 006563 


2.49 


3.44 


5.7 


4. 23 


4.15 


4.3 




PLACE1 006579 


1.53 


7.5 


4. 82 


4. 88 


5.38 


5. 78 




PLACET 006594 236.53 241.11 


397.64 122.37 278.58 


324. 29 


55 


PLACE1 006598 


0. 72 


8. 53 


2.4 


1.53 


1.58 


2. 07 



1318 



EP 1 074 617 A2 





PLACE 1006607 


1. 47 


7.69 


4. 18 


3. 45 


5. 86 


4. 29 




PLACE1 006610 


9. 46 


13. 73 


38. 26 


27. 65 


32. 76 


22. 64 


5 


PLACE1006615 


6. 22 


9. 09- 


48. 78 


20. 25 


15. 74 


15. 86 




PLACE1006617 


0. 91 


1. 54 


2. 66 


1. 87 


2. 49 


2. 09 




PLACE1006618 


5.42 


8. 01 


9. 24 


5. 33 


8. 59 


5. 76 




PLACE1 006626 


1.53 


4. 11 


1.3 


2. 47 


2. 78 


1. 16 


10 


PLACE1 006629 


0. 99 


5. 05 


1. 36 


2. 22 


2. 56 


1. 76 




PLACE1 006637 


1.29 


6. 54 


3. 97 


3. 77 


4. 23 


4. 87 




PUCE 1006640 


0. 59 


5. 14 


1. 17 


0. 85 


2. 54 


0. 94 


15 


PLACE 1006644 


1.66 


4.46 


2. 12 


2. 79 


2.49 


2. 39 




PLACE1 006657 


1.28 


2.09 


2. 31 


4. 55 


3. 09 


2. 19 




PLACE 1006673 


2. 29 


4. 73 


i0. 34 


11.06 


10. 89 


6. 45 




PLACE1 006678 


2. 54 


2. 98 


1.44 


1.37 


1.96 


1.39 




PLACE1 006682 


3.5 


5. 93 


2.58 


15.44 


20. 96 


23.99 




PLACE 1006684 


1.12 


4.8 


1.81 


1.64 


2.54 


1.65 




PLACE1 006698 


1.54 


5. 86 


4. 52 


2. 15 


3.57 


1.9 


25 


PLACE 1006704 


1.81 


5.41 


2.71 


2. 93 


2. 92 


2. 97 




PLACE1 006708 


1.69 


5.07 


3.49 


3.46 


4. 11 


3. 7 




PLACE1 006711 


14.21 


16.18 


29. 77 


24.34 


26. 25 


22. 42 




PLACE1006714 


2. 27 


3. 26 


4. 74 


4. 57 


5. 23 


3. 53 


30 


PLACE1006716 


1.51 


2. 75 


3.7 


6 


7. 05 


3. 99 




PLACE 1006731 


1.65 


3. 77 


2. 83 


2. 71 


4 


3. 09 




PLACE1 006754 


0. 43 


3.94 


1.73 


1.8 


1. 81 


0. 99 


35 


PLACE1 006760 


7. 56 


10. 98 


10. 08 


8.58 


8. 89 


11.31 


PLACE 1006779 


1.44 


4. 12 


2. 88 


3. 19 


3. 79 


2. 97 




PLACE1 006782 


0.44 


5.17 


2. 42 


2. 95 


1.57 


1. 15 




PLACE1 006783 


9.34 


11.46 


18.65 


157. 98 


223. 05 


66.46 


40 


PLACE1 006786 


3.31 


4. 08 


6. 07 


5. 9 


6. 24 


3. 34 




PLACE1 006792 


1.61 


3. 31 


5. 38 


5. 66 


3. 33 


4. 18 




PLACE1 006795 


0. 89 


2. 43 


0. 74 


0. 81 


1. 27 


1. 01 




PLACE1 006800 


1. 62 


4. 94 


2. 53 


4. 7 


4. 56 


3. 93 


45 


PLACE1 006805 


3. 94 


7. 79 


5.5 


10. 83 


9. 8 


8. 79 




PLACE1 006809 


3. 55 


5.7 


5. 94 


9. 58 


10. 61 


8. 97 




PLACE1006815 


1.7 


7. 57 


4. 1 


5. 12 


5. 23 


5. 8 


50 


PLACE1006819 


0. 33 


0. 88 


0. 95 


0. 89 


1. 76 


0. 63 




PLACE1 006820 


2. 35 


2. 01 


4.91 


4.84 


6.72 


4.18 




PLACE 1006826 


2. 28 


6. 22 


4. 84 


7.68 


7. 62 


5.58 




PLACE1 006829 


3.76 


5.51 


6. 54 


9.49 


8. 66 


8. 69 


55 


PLACE1 006853 


1.2 


4.21 


1.97 


2. 25 


2. 93 


2. 88 



1319 



EP 1 074 617 A2 



PLACE1 006860 


1 


4. 29 


1. 62 


1 . 61 


2. 1 


1 


PLACE1 006867 


5. 65 


9. 36 


11. 34 


7. 04 


8. 33 


7. 63 


PLACEW06875 


1.15 


6. 1& 


—5. 66 


4.84 


4. 53 


4. 63 


PLACE1 006878 


1 . 59 


2.84 


3.09 


2. 99 


3.22 


2. 39 


PLACE1 006883 


3. 21 


5. 08 


6. 78 


6.83 


7. 38 


6.19 


PLACE1 006898 


1. 67 


4. 23 


3. 67 


3. 54 


4. 77 


4. 59 


PLACE1 006901 


2. 59 


4.75 


4. 03 


3. 71 


3. 28 


4. 14 


PLACE 1006904 


0. 91 


3. 59 


2. 7 


3. 26 


2. 92 


2. 04 


PLACE1006917 


3. 63 


7. 13 


6. 1 


5. 8 


7. 21 


7. 03 


PLACE 1006932 


0. 54 


5. 85 


1. 29 


0. 92 


1. 34 


1. 19 


PLAGE 1 006935 


1.3 


5.46 


2. 54 


1.59 


4. 03 


1. 6 


PLACE1 006956 


0.92 


2.55 


3.4 


2. 55 


2.41 


2. 09 


PLACE1 006958 


0. 78 


2.41 


1.35 


1.76 


4. 2 


3. 39 


PLACE 1006959 


4. 97 


" 8.48 


9. 98 


11. 46 


9. 58 


13. 62 


PLACE 1006961 


8. 03 


9.85 


14.42 


13. 73 


11.57 


14. 2 


PLACE 1006962 


2. 97 


7.44 


6.56 


5. 04 


7.26 


6. 22 


PLACE 1006966 


2. 02 


6. 94 


3. 46 


3. 15 


3. 89 


2. 89 


PLACE1 006979 


0. 95 


4.44 


2.03 


1. 46 


2. 64 


1. 77 


PLACE 1006989 


2. 19 


5.05 


3.02 


3. 27 


3. 9 


5. 06 


PLACE1 007001 


4. 98 


6. 79 


10.71 


4.03 


7.43 


7. 38 


PLACE1007014 


1.37 


3.03 


3.45 


1.79 


2. 18 


2. 2 


PLACE1 007021 


0.74 


3.03 


2. 11 


0. 75 


2. 2 


1.73 


PLACE1 007026 


2. 1 


9. 23 


3.93 


4. 15 


4. 27 


5. 42 


PLACE1 007028 


4.12 


8.5 


10. 56 


7. 89 


8. 34 


9. 35 


PLACE1 007038 


237. 33 


267. 91 


446. 14 


406. 27 


622. 67 


671. 17 


PLACE1 007040 


1.55 


3. 14 


2.85 


1. 57 


3.31 


2.45 


PLACE1 007045 


1.08 


3. 74 


2.85 


2. 9 


5. 03 


2. 74 


PLACE1 007048 


147.06 


149. 67 


259. 53 


121.61 


21 1 . 26 


109. 43 


PLACE1 007053 


4. 9 


6. 69 


10 


3. 59 


4.91 


4. 71 


PLACE1 007068 


7. 56 


10. 33 


62. 76 


39. 52 


45.9 


36. 69 


PLACE1 007070 


5. 97 


10. 85 


10. 28 


8. 65 


9. 6 


14. 3 


PLACE1 007076 


8. 22 


14.4 


14. 19 


16. 53 


23. 62 


24. 67 


PLACE1 007077 


2. 65 


6.45 


4. 01 


5. 2 


5. 28 


5. 43 


PLACE1 007081 


0. 36 


4. 47 


1. 94 


1. 92 


1. 92 


1.37 


PLACE1 007082 


1. 23 


4. 66 


4. 95 


4. 32 


4. 5 


3. 99 


PLACE1 007092 


2.49 


4. 12 


7.26 


4. 77 


5. 22 


4.34 


PLACE1 007096 


0. 72 


2. 19 


0. 74 


1.35 


1.63 


0. 97 


PLACE1 007097 


0. 54 


2. 49 


1.35 


1.61 


1.28 


1.04 


PLACE1 007099 


1.58 


4. 66 


2. 56 


2. 77 


3.64 


3. 72 



1320 



EP 1 074 617 A2 





PLACE1007105 


1.18 


6. 51 


3. 44 


2. 65 


4. 13 


2. 21 




PLACE1 007108 


3. 55 


13. 02 


7. 41 


5. 03 


6. 87 


5. 75 


5 


PLACE10071 11 


1. 33 


9. 51 


- -1. 52 


1 . 74 


2. 37 


1 . 52 




PLACE1007112 


1. 23 


7. 26 


1. 79 


2. 09 


3. 12 


2. 36 




PLACE1007130 


0. 54 


2. 02 


1 . 92 


0. 87 


1 . 47 


0. 33 




PLACE1007132 


1. 46 


3. 32 


4. 63 


3. 58 


3. 38 


2. 88 


10 


PLACE1007140 


0. 61 


2. 58 


2. 41 


1. 98 


1. 98 


1. 32 




PLACE1007143 


2. 79 


6. 32 


4. 62 


4. 9 


5. 34 


5. 33 




PUCE1007169 


2. 21 


8. 59 


3.46 


5. 44 


8. 46 


7. 99 


15 


PLACE1007178 


0. 82 


8. 66 


2.48 


3. 28 


6. 28 


4. 1 




PLAGE1007190 


3.31 


10. 9 


6. 7 


10. 51 


13. 57 


11.14 




PLACE1 007201 


0. 81 


5.82 


1.41 


1. 72 


3. 04 


2. 51 




PLACE1 007202 


37. 76 


34. 95 


76. 28 


58. 23 


34. 42 


37. 86 




PLACE1 007226 


2.01 


2. 39 


2. 73 


1. 89 


3. 14 


2. 29 




PLACE1 007238 


1. 64 


3. 07 


1. 83 


2.39 


2. 73 


2. 2 




PLACE1 007239 


1. 81 


3. 68 


2. 99 


1. 76 


2. 72 


2.44 


25 


PLACE1 007242 


0. 61 


5. 18 


1.87 


1. 54 


1. 14 


1.67 




PLACE1 007243 


2.21 


7.36 


2. 29 


2. 24 


3. 27 


3. 31 




PLACE1 007247 


0. 36 


6. 17 


1.71 


1. 11 


1.36 


1. 34 




PLACE1 007257 


1.67 


5. 33 


3.34 


3. 3 


5. 27 


4. 25 


30 


PLAGE1 007274 


1.46 


2.18 


4.43 


4. 38 


4. 03 


4. 06 




PLACE1 007276 


0. 93 


2. 02 


1.1 


2. 13 


2. 1 


1. 74 




PLACE1 007282 


2. 51 


4.2 


5. 72 


4. 28 


3. 62 


4. 66 


35 


PLACE1 007286 


2. 97 


4.8 


7.85 


10. 14 


12. 47 


8. 79 


PLACE1 007296 


10. 55 


19.45 


24. 46 


31.43 


17. 57 


27. 05 




PLACE1 007301 


0. 65 


5. 17 


1. 55 


1. 19 


1. 54 


1. 11 




PLACE1007314 


3. 11 


6.61 


8. 64 


7.98 


8. 96 


10. 24 


40 


PLACET 00731 7 


1. 19 


3. 34 


1.27 


1.88 


1. 62 


1. 79 




PLACE 1 007329 


0. 89 


0. 73 


1. 78 


2. 38 


2. 35 


2. 09 




PLACE1 007338 


3. 96 


6. 47 


9. 58 


11. 59 


8. 93 


2. 32 




PLACE1 007342 


0. 71 


1.8 


1.3 


1. 1 


1. 1 


0. 7 




PLACE1 007345 


1. 72 


4. 57 


2. 54 


2. 72 


3. 6 


3. 29 




PLACE1 007346 


1. 43 


4. 61 


3. 89 


5. 77 


4. 53 


4. 1 




PLACE1 007359 


0. 74 


4.55 


2. 16 


2. 59 


2.44 


3. 53 


50 


PLACE 1 007367 


4. 53 


8. 63 


15. 16 


12. 49 


13. 49 


11. 75 


PLACE 1007375 


0. 36 


3.24 


2. 02 


1.75 


2. 56 


1.59 




PLACE1 007377 


1.49 


2.01 


3. 18 


3. 29 


3. 96 


2. 36 




PLACE1 007386 


1.55 


1.75 


1.47 


2. 37 


1.68 


1.36 


55 


PLACE1 007392 


1.57 


2. 99 


2. 49 


2. 79 


4. 48 


3.51 



1321 



EP 1 074 617 A2 





rLAon i uu muz. 


2.41 




rl_AUC 1 UU / hU» 


1.05 


5 


r LAV/C t-UU / *»- U> 






Ol AAC1 AATJIOA 


12.12 




PLACE 1007431 


1. 87 




PLACE 1007450 


0. 79 


10 


PLACE 1007452 


0. 42 




PLACE1 007454 


23. 74 




PLACE 1007460 


0. 75 


15 


PLACE 1007478 


0. 41 




PLACE 1007484 


0. 6 




PLACE1 007488 


0. 4 




PLACE1 007507 


2. 91 




PLACE1 007511 


0. 53 




PLACE1007513 


10. 57 




PLACET 007524 


1. 55 


25 


PLACE1 007525 


1. 24 




PLACE1 007537 


8. 6 




PLACE1 007544 


1. 55 




PLACE1 007547 


1. 36 


30 


PLACE1 007557 


1. 12 




PLACE 1007560 


9. 38 




PLACE1 007565 


0. 37 


35 


PLACE1 007580 


1. 06 


PLACE1 007583 


0. 76 




PLACE1 007591 


0. 79 




PLACE1 007598 


1. 13 


40 


PLACE1 007610 


0. 41 




PLACE1 00761 8 


1. 57 




PLACE1 007621 


1. 78 




PLACE 1007626 


23. 99 




PLACE1 007632 


2. 03 




PLACE1 007635 


1. 61 




PLACE1 007645 


10. 59 


50 


PLACE1 007649 


1.7 


PLACE1 007659 


1.33 




PLACE1 007669 


2. 01 




PLACE1 007677 


1.25 


55 


PLACE1 007688 


3.4 



5. 66 


3. 08 


1. 52 


2. 91 


1.8 


4. 57 


1. 04 


2. 51 


2. 68 


2. 02 


6. 97- 


--■ 6. 5 


7. 05 


9. 14 


6. 52 


12. 66 


20. 8 


25. 26 


23. 9 


22. 88 


7. 4 


5. 51 


7. 17 


5. 28 


5. 91 


1. 22 


2.65 


3 


2. 99 


2. 39 


2. 36 


1. 76 


2. 09 


2. 98 


1.45 


28. 02 


76. 56 


59. 97 


75. 95 


46. 61 


3. 52 


2. 35 


2. 34 


1. 93 


2. 58 


3. 07 


1. 33 


1.35 


2. 18 


1. 92 


4.8 


2. 57 


2. 56 


1.45 


1.69 


6.24 


1. 64 


1.74 


2. 61 


1.46 


6. 36 


4. 49 


5. 31 


8. 29 


8. 11 


1.29 


1. 06 


1.06 


1. 29 


. 0. 42 


10. 43 


24. 05 


12.24 


16. 88 


16.9 


3. 33 


3. 53 


3. 96 


4. 72 


2. 96 


2. 95 


3. 14 


2. 38 


2. 85 


2. 24 


9. 68 


49. 88 


43. 78 


63. 66 


40.1 


6. 45 


4. 97 


3.2 


3. 92 


4. 61 


5. 03 


4. 15 


2. 37 


2. 84 


2.4 


3. 16 


3. 14 


3. 07 


3. 9 


3. 41 


8.86 


12. 57 


11.03 


9. 62 


17. 59 


2. 27 


1 


1 


1. 16 


0.91 


3.71 


3. 06 


10.8 


11.15 


13.74 


3.88 


1. 78 


2, 51 


2. 37 


1.09 


4. 62 


1.7 


2.2 


2. 53 


2.07 


6. 98 


3. 86 


2. 71 


3.46 


4. 71 


5. 63 


1. 28 


1.33 


3. 18 


1.5 


1.91 


2.01 


1.75 


2.2 


2. 41 


2. 83 


3.64 


3. 33 


3.57 


4. 38 


25.61 


32. 78 


30. 53 


30. 94 


13.53 


3. 26 


2. 52 


2. 65 


3. 81 


4. 63 


4. 62 


6.42 


2.8 


4. 19 


3. 37 


11. 55 


15.06 


9. 99 


11.58 


11. 95 


5. 88 


3. 47 


2. 78 


4. 95 


3.13 


5. 85 


3. 61 


4. 88 


6. 22 


4.9 


2. 1 


3. 74 


2. 97 


4. 63 


4.4 


2. 29 


2. 81 


2. 68 


3. 07 


2.91 


5. 69 


5. 43 


1.98 


4. 53 


4. 98 




1322 









EP 1 074 617 A2 





rLAUfc I UU/oyU 


1.4 


4.03 


2.12 


3. 74 


3. 37 


4.61 




rLAUtlUU/oy/ 


0. 69 


7.13 


1.37 


1.84 


2. 56 


1.8 


5 


rLACfclUQ//02 


2. 03 


7.08 


— 5i-7 


4. 03 


3. 91 


4. 08 




PLACE 1007705 


1. 38 


3. 93 


1. 59 


1. 74 


4. 45 


2. 75 




Dl kl^Ci /wmnc 
rLA0bl00//UD 


3. 11 


6. 08 


4. 69 


5. 25 


8. 84 


7. 49 




PLACE1 007725 


3. 41 


4. 69 


6. 65 


5. 1 


3. 29 


5. 39 




PLACE 1007729 


0. 98 


2. 65 


1. 8 


2. 7 


3. 11 


1. 99 




PLACE1 007730 


1. 25 


4. 29 


3. 07 


3. 66 


3. 75 


4. 32 




PLACET 007737 


1. 43 


4. 79 


3. 39 


3. 79 


4. 7 


4. 1 7 


15 


PLACE1 007743 


1. 38 


4. 26 


2. 29 


2. 3 


2.83 


2. 03 


PLACE1 007746 


6. 56 


9. 02 


10. 42 


9. 65 


13. 29 


12. 97 




PLACE1 007753 


0. 53 


4. 48 


1. 71 


1. 35 


2. 86 


1. 94 




PLACE1 007769 


1. 31 


4. 31 


3. 5 


3. 27 


4. 51 


4. 58 




PLACE1 007780 


5. 77 


4. 63 


7. 11 


6. 51 


3. 75 


2. 17 




PLACE1 007791 


1. 82 


3. 29 


3. 38 


3. 16 


3. 69 


2. 87 




PLACE1 007807 


0. 67 


2. 79 


1. 72 


2. 33 


1.76 


1. 29 




PLACE1 007810 


0. 39 


4. 45 


2. 63 


4. 11 


4. 08 


3. 27 


25 


PLACE1007814 


3. 57 


5. 98 


5. 04 


4. 2 


4. 62 


6. 3 




PLACE1 007828 


2.01 


7. 64 


3. 34 


2. 69 


4. 64 


3.44 




PLACE1 007829 


1. 32 


6. 9 


2. 88 


2. 87 


4. 87 


3. 06 


30 


PLACE1 007841 


1. 64 


7. 26 


1. 87 


2. 25 


3. 14 


3. 39 




PLACE 1007842 


1. 1 


3. 32 


2. 44 


2. 09 


3.96 


1. 39 




PLACE1 007843 


1.2 


1. 92 


1. 43 


2. 13 


1.48 


1. 86 




PLACE 1007845 


1. 76 


3 


4. 11 


3. 45 


3.42 


2. 36 


35 


PLACE1 007846 


0. 99 


3. 26 


1. 64 


2. 02 


2. 73 


1. 5 




PLACE1 007848 


1.09 


3. 51 


2. 23 


2. 39 


2. 62 


2. 25 




PLACE1 007852 


2. 26 


7. 88 


3. 82 


2. 94 


4.61 


3. 24 


40 


PLACE1 007858 


3. 65 


11. 57 


5. 81 


61. 71 


80. 46 


57. 09 




PLACE 1007866 


19. 42 


25. 98 


40. 48 


43 


80. 39 


56. 73 




PLACE 1007871 


8. 1 


7. 9 


15. 45 


16. 17 


12.35 


11.08 




PLACE1 007877 


1. 09 


2. 09 


1.45 


1.4 


2. 39 


1. 53 




PLACE1 007878 


5. 98 


9. 75 


14. 61 


13. 65 


7. 49 


8. 9 




PLACE1 007881 


0. 43 


2. 66 


1. 34 


1. 59 


1.94 


1. 93 




PLACE1 007885 


4. 35 


7. 85 


6. 76 


5. 57 


6. 53 


7. 01 


50 


PLACE1 007897 


0. 27 


6.51 


1.85 


1.72 


1.53 


1.41 


PLACE1 007908 


3.14 


12. 29 


5. 73 


5. 96 


7.9 


8.24 




PLACE1 007922 


6.08 


11.75 


8. 75 


5. 24 


7.15 


4. 54 




PLACE1 007946 


1.07 


2. 03 


1.86 


2. 71 


2. 28 


1.94 


55 


PLACE1 007950 


6.98 


7.6 


18. 21 


16.17 


19.34 


12.63 



1323 



EP 1 074 617 A2 





PLACE 1007954 


-0. 03 


2. 45 


1. 15 


2.46 


1.57 


1.51 




PLACE1 007955 


0. 92 


4. 01 


2. 17 


2. 05 


2.52 


3.05 


5 


PLACE1 0079.56 


0.6 


3.61 . 


.2.91 


2. 35 


2.1 


2. 22 




PLACE1 007958 


0. 75 


6.31 


1.34 


0. 79 


1.21 


0.8 




PLAGE1 007965 


0. 64 


5. 88 


3. 25 


3.38 


2.91 


2.17 




PLACE1 007969 


1.09 


6.37 


3. 06 


2. 35 


3.29 


2.21 


PLACE 1007971 


2. 73 


4.17 


5.21 


6.1 


4. 41 


5. 92 




PLACE 1007990 


1.95 


2. 33 


2. 31 


3. 22 


3.09 


1.88 




PLACE 1008000 


0. 32 


2.16 


1.98 


1.85 


1.27 


0.66 


15 


PLACE 1008002 


0. 99 


3.38 


1.7 


1.81 


2.04 


0.51 




PLACE1 008037 


0. 57 


4. 19 


1.7 


4. 59 


2. 86 


2.02 




PLACE 1008044 


1.42 


5. 81 


1 2.46 


4.18 


4.93 


4. 16 




PLACE1008045 


0.4 


4.07 


1.54 


1.75 


2 


1.65 


20 


PLACE 1008080 


- 2.05 


6. 08 


3. 22 


4. 23 


4.03 


4. 78 




PLACE 1008092 


1.56 


1.56 


1.48 


.1.48 


2.98 


1.86 




PLACE 1008095 


0. 59 


2. 14 


1.48 


2. 38 


■ 2.73 


1.23 


25 


PLACE 10081 05 


0. 95 


1.76 


1.71 


2. 24 


2.71 


0. 74 




PLACE1008107 


0. 27 


2. 33 


0.7 


1.72 


1.44 


1.68 




PLACE1008111 


1.73 


5. 01 


2.12 


4. 57 


5.4 


4. 04 




PLACE1008113 


5. 88 


9.24 


12. 48 


16. 57 


20. 29 


19. 24 


30 


PLACE1008122 


1.22 


5.54 


2. 55 


1.61 


1.57 


1.5 




PLACE 10081 29 


1.5 


5. 64 


2.8 


2. 43 


5. 36 


2.91 




PLACE1008132 


5.51 


4.47 


8. 34 


6.61 


11.2 


7. 63 




PLACE1008137 


0. 96 


1.82 


1.02 


2.12 


3.88 


0.8 


PLACE1008174 


0. 77 


3.16 


2.43 


5.12 


4. 39 


2. 46 




PLACE1008177 


1.62 


4. 87 


3. 09 


3.79 


3.26 


3. 77 




PLACE1008181 


1.76 


3.87 


1.6 


2.06 


2. 43 


1.43 


40 


PLACE1008195 


2. 66 


6. 08 


2.97 


4. 34 


4.14 


3.9 




PLACE1008198 


1.06 


5. 56 


2.52 


2. 55 


3.31 


1.54 




PLACE 1008201 


1.22 


4. 45 


3. 58 


5. 92 


7.69 


5. 64 




PLACE 1008209 


2. 35 


2. 29 


4. 46 


2.51 


5. 31 


4. 44 


45 


PLACE1 008226 


1.8 


2. 35 


5.25 


4. 72 


5. 68 


7.08 




PLACE1 008227 


0. 77 


2.67 


3. 02 


2. 38 


4.6 


3.54 




PLACE1 008231 


1.26 


3.85 


1.85 


1.05 


1.83 


0.78 


50 


PLACE1 008238 


1.22 


3. 21 


2.9 


2. 47 


2 


1.72 


PLACE1008244 


1.01 


4. 69 


1.56 


1.68 


3.2 


1.56 




PLACE 1008249 


0.8 


4. 94 


2. 55 


1.22 


2.17 


2.01 




PLACE1 008266 


11.31 


18.61 


43. 04 


60.04 


82. 48 


59. 04 


55 


PLACE1 008273 


1.47 


3.95 


3.81 


3.53 


3.8 


4. 47 



1324 



EP 1 074 617 A2 





PLACE1 008275 


1. 59 


3. 67 


2. 17 


2. 62 


2. 57 


2. 34 




PLACE1 008280 


0. 85 


2. 6 


1. 84 


2. 42 


2. 48 


2. 36 


5 


PLACE1008282 


4. 71 


8. 1 a 


. 6, 89 


7. 27 


9. 02 


6. 38 




PLAGE1 008297 


2. 32 


4. 7 


3. 36 


2. 89 


3. 42 


3. 21 




PLAGE1 008303 


1. 65 


6. 68 


1. 24 


4. 12 


3. 83 


2. 65 




PLACE1 008309 


0. 43 


6. 52 


0. 82 


1. 77 


1. 5 


1. 29 


10 


PLACE1008315 


5.3 


5.93 


8. 61 


4. 92 


4. 79 


9. 83 




PLACE1 008329 


0. 47 


2. 23 


2. 06 


2. 32 


2. 8 


2. 49 




PLACE 1008330 


0. 72 


4. 06 


3. 16 


2. 48 


3. 36 


2. 96 


15 


PLACE1 008331 


0. 84 


5.01 


2. 1 


4.5 


2. 17 


2. 91 




PLACE1 008351 


4. 34 


8. 66 


7.41 


7.91 


7.31 


7. 1 




PLACE 1008356 


1.56 


8. 23 


' 1. 93 


2. 86 


4. 16 


3. 35 




PLACE1 008359 


1. 57 


4.11 


2. 89 


2 


2. 97 


2. 94 


20 


PLACE1 008368 


2. 27 


6. 38 


7.43 


5. 72 


7. 33 


6.95 




PLACE1 008369 


0. 57 


2.46 


1.45 


1.12 


1.59 


1.68 




PLACE1 008392 


0.8 


3. 09 


2. 54 


2.44 


3. 22 


3. 24 


25 


PLACE1 008394 


2. 08 


4.84 


3. 75 


3.98 


5. 03 


4. 76 




PLACE 1008398 


5. 32 


9. 36 


11.44 


11.36 


11. 3 " 


12.33 




PLACE1 008401 


1. 19 


7. 06 


3.21 


2. 82 


3. 43 


3. 33 




PLACE1 008402 


3.21 


6. 45 


7.2 


7. 23 


10. 15 


9. 26 


30 


PLACE 1008405 


10.3 


10. 95 


18. 42 


17. 17 


18. 82 


20.4 




PLACE 1008409 


1.88 


5.19 


5.69 


4. 97 


5. 41 


5. 65 




PLACE1 008420 


1.4 


1.87 


1.96 


2. 67 


2. 69 


2. 27 


35 


PLACE1 008424 


0. 88 


2. 69 


2. 54 


1.69 


2. 34 


1. 71 


PLACE1 008426 


0. 98 


2. 58 


1.58 


1.7 


2. 66 


2. 32 




PLACE 1008429 


0. 92 


3. 17 


2. 14 


1.91 


3.4 


1.84 




PLACE1 008430 


1.63 


4. 85 


3.04 


2. 93 


3.52 


3 


40 


PLACE1 008437 


0. 87 


3. 64 


3. 01 


2. 83 


1.82 


1.57 




PLACE 1008453 


1.16 


4. 8 


1.02 


1.64 


2. 06 


1. 17 




PLACE 1008454 


2. 14 


6. 46 


9. 23 


5. 46 


9. 02 


5. 92 




PL ACE 1008455 


2. 06 


4. 33 


7.2 


5.26 


6. 68 


4. 87 


45 


PLACE1 008457 


0.51 


2.6 


2.01 


2. 28 


2.43 


2. 47 




PLACE 1008465 


0.49 


2. 41 


1. 72 


1.56 


2. 13 


0.48 




PLACE 1008469 


2.42 


4. 36 


5. 32 


5.16 


4. 75 


7. 1 


50 


PLACE 1008488 


0.81 


5.48 


1.97 


2.44 


2. 03 


1. 8 


PLACE1008519 


1.48 


10. 85 


6.17 


4. 41 


4. 99 


4.51 




PLACE 1008524 


1.04 


11.09 


1.72 


2 


3. 22 


2. 02 




PLACE1 008531 


0. 64 


8. 37 


1.92 


1.33 


2. 05 


1.72 


55 


PLACE1 008532 


2. 12 


3 


5. 51 


5. 66 


4. 72 


4.19 



1325 



EP 1 074 617 A2 





PLACE 1008533 


2.01 


4 


4. 07 


5.53 


5.18 


3.77 




PLACE 1008542 


1.61 


2. 36 


0. 96 


2. 05 


2.1 


1.72 


5 


PLACE1 008549 


0. 96 


3.06 . 


..fi.67 


1.45 


2.1 


1.53 




PLACE1 008560 


1.18 


4. 23 


2. 28 


2.29 


3.93 


3.47 




PLACET 008567 


0. 87 


7. 26 


T.85 


2. 33 


3.67 


2. 38 




PLACET 008568 


2. 37 


10.67 


5.49 


2. 97 


7.47 


4.21 


PLACE1 008569 


3. 94 


10. 32 


6. 74 


6.1 


8.6 


7.6 




PLACE1 008584 


0. 88 


1.4 


1.58 


2. 86 


3.38 


1.31 




PLACE 1008585 


4. 96 


4.8 


7.56 


11.08 


4. 84 


3.57 


15 


PLACE 1008603 


5.9 


7.25 


31 


30. 55 


43.67 


29.76 




PLACE1 008621 


0.55 


2. 28 


0. 95 


0. 72 


1.89 


1. 16 




PLACE1 008625 


0.64 


4.01 


1 0.9 


1.18 


1.41 


2. 03 




PLACE1 008626 


0.55 


6. 06 


0.9 


1.03 


0. 83 


0. 95 


20 


PLACE1 008627 


0.46 


8. 32 


1.86 


1.87 " 


3.34 


2.7 




PLACE1 008629 


3.22 


9. 18 


5.84 


5.44 


6.75 


4. 41 




PLACE1 008630 


1.68 


3.39 


4. 23 


4. 21 


■ 3.01 


3. 51 


25 


PLACE1 008643 


1.31 


0. 93 


1.98 


1.72 


2.34 


1.94 




PLACE1 008650 


0.25 


3.05 


1.62 


2.23 


1.63 


1.24 




PLACE1 008657 


1.17 


2. 39 


2.51 


2. 34 


4. 04 


2.91 




PLACE1 008664 


0.91 


5. 93 


2.37 


2. 91 


2.51 


1.13 


30 


PLACE1 008693 


0. 97 


4. 93 


3. 09 


2. 53 


3. 81 


2.2 




PLACE1 008696 


0. 88 


3. 84 


2. 21 


2.26 


2.11 


1.47 




PLACET 00871 5 


1.05 


4. 7T 


2. 11 


1.34 


2. 65 


2. 65 


35 


PLACE1008716 


2. 48 


3. 94 


4. 19 


5.75 


6.9 


7. 07 


PLACE1 008722 


3. 85 


4.34 


7.37 


7. 64 


7.19 


3.45 




PLACE1 008738 


5.17 


9.13 


12.7 


9.49 


5. 83 


4.8 




PLACE 1008742 


6. 57 


6.87 


14. 66 


14.94 


15. 06 


12. 41 


40 


PLACE1 008744 


3. 52 


6. 98 


5.61 


5. 83 


4.55 


2.74 




PLACE 1 008748 


0. 63 


4. 39 


2. 75 


2.44 


1.67 


1.61 




PLACE1 008757 


0. 99 


4. 74 


4.51 


2. 77 


5. 74 


2.17 




PLACE1 008766 


2. 66 


6. 75 


3. 77 


3.51 


6. 47 


4.06 


45 


PLACE1 008785 


1.39 


1.68 


2.6 


3. 26 


3.8 


3. 89 




PLACET 008790 


1.57 


1.8 


2.29 


3.5 


5. 39 


2. 96 




PLACE1 008798 


1.71 


3. 82 


4. 45 


6 


5. 93 


3.32 


50 


PLACE 1008807 


1.34 


3.95 


1.61 


2. 54 


2. 62 


1.8 


PLACE1 008808 


1.6 


4.53 


3.01 


4.24 


3. 69 


5.04 




PLACE1 008813 


1.38 


4. 85 


1.97 


1.9 


1.95 


2.3 




PLACE1 008836 


1.34 


5.81 


3. 68 


3. 89 


6. 17 


4.1 


55 


PLACE1 008851 


1.21 


6. 65 


3.94 


4. 85 


10.04 


4.54 



1326 



EP 1 074 617 A2 



PLACE 1008854 


0. 56 


0. 48 


1.14 


1.16 


1.41 


1.6 


PLACE 1008864 


1.98 


1.92 


2. 96 


2. 73 


2. 65 


2. 49 


PLACE1 008867 


1.2 


6.57 . 


.6. 22 


6.43 


5.71 


4. 82 


PLACE1 008876 


11.7 


16.5 


27. 29 


26. 74 


20.94 


23.24 


PLACE 1008887 


1.37 


4.31 


1.44 


3. 26 


2.07 


3. 28 


PLACE1 008902 


1.33 


5. 62 


2. 93 


3.17 


4. 58 


2.06 


PLACE1 008911 


4. 04 


8. 56 


10.48 


11.31 


13. 99 


15. 66 


PLACE1008917 


0.6 


4. 53 


2. 72 


1.7 


2.9 


1.71 


PLACE 1008920 


0. 75 


0. 77 


0. 87 


0.61 


1.58 


1.44 


PLACE1 008925 


0. 25 


0.9 


1.04 


0.94 


1.91 


0.84 


PLACE 1008930 


4.12 


7. 32 


9. 83 


5. 11 


10.36 


7. 17 


PLACE 1008934 


0.9 


3.42 


f 2.9 


2. 89 


2.28 


1.7 


PLACE1 008941 


1.57 


4.14 


2.8 


2.06 


2.59 


4. 05 


PLACE1 008947 


2.3 


5.41 


5.51 


3.96 


5.84 


5.16 


PLACE 1008984 


1.26 


6.31 


3. 25 


3.1 


3.93 


3.19 


PLACE1 008985 


0.94 


2.75 


2.74 


2.84 


2.43 


2.7 


PLACE1 008994 


0.27 


1.72 


0.65 


1. 11 


0. 78 


0. 68 


PLACE1 009020 


0.46 


3.49 


2.42 


2.49 


3.1 


2.16 


PLACE1 009027 


0. 89 


2.7 


1.59 


2.24 


1.75 


2. 09 


PLACE1 009039 


-0.06 


3.31 


3.42 


2.39 


1.59 


1.49 


PLACE 1009045 


1.53 


6.33 


6.05 


23. 13 


20. 76 


22.2 ** 


PLACE1 009048 


0. 41 


5. 97 


2.3 


0.61 


1.04 


0. 54 


PLACE1 009050 


0. 97 


4.9 


1.68 


1.07 


1.47 


1.55 


PLACE1 009060 


5.61 


8.4 


9. 51 


10.74 


8. 55 


11.96 


PLACE1 009067 


1.14 


2.8 


2. 03 


1.6 


2. 34 


3.4 


PLACE1 009071 


1.44 


4. 05 


3.9 


3. 79 


7. 24 


9. 82 


PLACE 1009090 


1.27 


6. 46 


2. 35 


3. 11 


4. 73 


2. 86 


PLACE1 009091 


5. 58 


10. 22 


38.11 


38. 77 


49. 35 


36. 29 


PLACE1 009094 


0. 26 


5. 68 


1.88 


1.67 


5. 04 


1.71 


PLACE 1009099 


1 


5. 52 


3. 47 


3.49 


3.36 


3.84 


PLACE1009110 


1.59 


5. 82 


1. 16 


1.68 


4.3 


4.39 


PLACE1009111 


1.88 


5. 24 


2. 66 


3. 95 


3. 77 


2. 88 


PLACE1009113 


2. 24 


3. 52 


3. 62 


6. 14 


4. 87 


7.29 * 


PLACE1009130 


4.46 


6.8 


7. 84 


6.68 


9. 36 


10. 47 


PLACE1009150 


0. 88 


3. 54 


1.95 


3. 23 


3.3 


3.01 


PLAGE1009155 


1.11 


5. 06 


2. 98 


4. 46 


4.43 


3. 87 


PUCE1009158 


1.06 


5. 77 


1.95 


1.77 


2. 35 


2. 88 


PLACE1009166 


0. 76 


4.8 


1.53 


1.59 


2.16 


1.3 


PLACE1009172 


1.43 


3.96 


2. 45 


2. 26 


5. 85 


2.61 



1327 



EP 1 074 617 A2 





PLACE1009174 


1.13 


3. 45 


2.42 


1.67 


3. 02 


2. 38 




PLACE1009183 


1.62 


3. 54 


4. 47 


4.1 


6. 33 


8. 06 


5 


PLACE100918.6 


1.04 


5.07. 


. .2.3 


2. 46 


2. 86 


2. 91 




PLACE1009190 


0. 75 


2. 32 


1.44 


1.53 


1.9 


1.65 




PLACE1009196 


0.81 


4.01 


2. 73 


2. 24 


2. 38 


1.99 


10 


PLACE1 009200 


1.01 


4. 44 


2.94 


2. 84 


4. 39 


2. 91 


PLACE1009217 


2. 55 


4.91 


3.43 


4. 46 


7.29 


7. 23 




PLACE1 009230 


1.9 


5. 55 


6. 63 


5. 63 


9.16 


9. 46 




PLACE1 009236 


4. 97 


7. 07 


12.6 


8.21 


10. 79 


7.13 


15 


PLACE1 009246 


11.71 


11.96 


24. 75 


14. 59 


16.36 


9.05 




PLACE1 009265 


6. 95 


7. 82 


14. 01 


15.61 


5. 19 


12. 17 




PLACE1 009279 


0.67 


2. 07 


! 2. 46 


1.93 


2. 54 


1.63 


20 


PLACE1 009298 


5.54 


9.92 


9.52 


10. 21 


11.25 


17.55 


PLACE1 009308 


1.13 


6.82 


2. 04 


2.48 


2.48 


2. 34 




PLACE1O09319 


2.04 


9. 25 


3.15 


2. 92 


3. 54 


2.5 




PLACE1 009328 


1.04 


5. 78 


1.81 


2. 98 


3. 39 


2.17 


25 


PLACE1 009335 


1.38 


6. 55 


4. 72 


2. 24 


3.21 


3.01 




PLAGE1 009338 


2. 56 


4. 14 


5.1 


3.24 


4.3 ' 


1.57 




PLACE1 009344 


0. 73 


2.45 


1.08 


1.31 


1.55 


0. 84 




PLACE 1009355 


5.41 


7.37 


9. 95 


13.44 


10. 76 


13. 55 


30 


PLACE1 009368 


1.3 


2.56 


2. 41 


2.43 


2. 32 


2.19 




PLACE1 009375 


1.21 


6.41 


3.05 


3.04 


4.46 


2. 53 




PLACE 1009388 


1. 18 


8. 68 


3.01 


3.46 


4. 53 


2. 72 




PLACE1 009398 


1. 19 


9.2 


3. 74 


3. 17 


4. 28 


3. 96 


PLACE1 009404 


2. 78 


9. 18 


4.51 


5. 33 


6. 73 


6. 94 




PLACE1 009410 


1.27 


2. 35 


2. 33 


2.51 


2.31 


1.44 




PLACET 00941 7 


0. 95 


2. 25 


4. 34 


2. 55 


3. 08 


1.71 


40 


PLACE1 009424 


1.88 


3.61 


3.18 


2.85 


3. 24 


3. 93 




PLACE1 009434 


0.84 


3.94 


2. 91 


1.29 


1.82 


2.19 




PLACE 1009443 


1.21 


7.2 


2. 55 


2.42 


3. 43 


3.17 




PLACE 1009444 


1.33 


7. 71 


4. 05 


2.51 


3.17 


3. 79 


45 


PLACE1 009459 


0. 23 


7. 99 


1.55 


1.71 


1.83 


0.86 




PLACE 1009460 


1.75 


6.84 


3. 26 


5.15 


4. 31 


4.08 




PLACE1 009468 


0. 99 


2. 83 


3. 42 


4.43 


4. 42 


2. 97 


50 


PLACE1 009476 


0. 21 


1.21 


0. 73 


1.05 


0. 67 


1.33 




PLACE1 009477 


1.35 


3.13 


2. 67 


3. 06 


2. 35 


2.2 




PLACE 1009493 


0. 87 


3.35 


0. 94 


1 


1.87 


1.41 




PLAGE 1009502 


0. 76 


4. 64 


2.13 


1.19 


1.89 


1.66 


55 


PLACE 1009524 


1.32 


4. 22 


1.63 


0. 94 


2.14 


1.6 



1328 



EP 1 074 617 A2 





PLACE1 009527 


0. 95 


4.51 


2.11 


1.64 


2. 55 


1.28 






PLACE 1009531 


20. 82 


28. 24 


41.52 


46. 25 


43. 25 


49. 96 




5 


PLACE100953.5 


1.1 


1.56. 


.2.68 


2.42 


2.15 


1.11 






PLACE1 009539 


2. 15 


3. 41 


4.18 


3. 88 


2. 65 


2. 57 






PLACE 1009540 


5.89 


8 


11.66 


14.8 


4. 47 


3.84 




10 


PLACE1 009542 


1.11 


3. 37 


1.42 


1.51 


2. 06 


1.44 




PLACE1 009546 


0. 62 


5. 27 


0. 97 


2. 24 


1.64 


1.25 






PLACE1 009556 


0. 35 


4. 46 


3. 46 


3. 36 


2. 86 


3.16 






PLACE1 009569 


0. 05 


3.93 


2. 46 


3. 34 


2.7 


3.11 




15 


PLACE 1009571 


1.67 


4. 27 


2. 52 


3. 04 


2. 85 


2. 67 






PLACE1 009573 


3.81 


2. 97 


6. 73 


6. 92 


8. 12 


6. 49 






PLACE1 009576 


1.92 


2.51 


1 4.3 


2. 73 


3. 66 


2.08 






PLACE 1009580 


1.42 


1.81 


1.74 


2. 73 


3. 47 


2. 33 


* 


20 


PLACE 1009581 


0.89 


• 4.25 


2. 03 


2.91 


4. 38 


2.74 






PLACE1 009587 


0. 96 


4.91 


2. 29 


2.43 


3.2 


1.99 






PLACE 1009593 


2,71 


6. 73 


4. 37 


4. 94 


6.85 


5. 03 




25 


PLACE1 009595 


1.81 


5.44 


2.66 


2. 67 


5 


2. 79 






PLACE1 009596 


1.57 


6. 83 


2.6 


3.44 


3. 97 


2.7 






PLACET 009600 


3. 03 


4. 27 


4.48 


5.48 


9.14 


4. 42 






PLACE 1009604 


2. 32 


4.64 


5.02 


4. 22 


6.11 


3.23 




30 


PLACE 1009607 


1.29 


2.48 


3.18 


3. 19 


4.17 


3. 18 






PLACE1009613 


1.94 


5.23 


2. 94 


2. 65 


3. 08 


2. 23 






PLACE1 009621 


1.66 


6.72 


3.32 


8. 21 


8.67 


8. 06 


* 




PLACE 1009622 


1.78 


5.93 


3. 78 


3.9 


4.1 


3.9 




PLACE1 009624 


1.16 


5.77 


3.42 


3.2 


3.65 


3.5 






PLACE1 009637 


2 


6. 88 


3.36 


3.07 


4. 59 


3.91 






PLACE1 009639 


1.94 


1.76 


4.15 


3.44 


3. 67 


4. 99 




40 


PLACE1 009654 


20.88 


17.13 


34. 95 


14.94 


24. 53 


20. 64 






PLACE1 009659 


2. 77 


6. 78 


7.45 


6. 38 


8. 38 


6. 55 






PLACE1 009665 


1.04 


4. 21 


1.93 


1.19 


2. 72 


1.93 






PLACE1 009669 


7. 73 


9.64 


14.54 


9. 85 


16. 89 


8. 82 




45 


PLACE1 009670 


1.76 


5.36 


2. 54 


2. 77 


4. 47 


4. 01 






PLACE1 009708 


2.1 


5.57 


5. 09 


3. 64 


6.54 


5. 84 






PLACE1 009721 


1.34 


4. 28 


3. 56 


5. 78 


5.81 


3. 01 




50 


PLACE1 009731 


1.36 


3. 59 


3 


3. 58 


6. 53 


5 




PLACE1 009735 


1.94 


3.94 


3.21 


5.16 


7. 52 


4. 78 






PLACE1 009737 


1.89 


4. 29 


2. 95 


4. 83 


5. 61 


5.47 


* 




PLACE1 009741 


1.3 


4. 32 


3. 45 


2. 09 


5. 03 


3. 07 




55 


PLACE1 009752 


1.34 


5.64 


2.65 


2.3 


3. 33 


1.68 





1329 



EP 1 074 617 A2 





PLACE1 009763 


3. 95 


9.73 


6. 82 


7. 13 


7.44 


8. 39 




PLACE1 009766 


1.46 


6. 98 


3. 32 


3. 07 


5.19 


3. 75 


5 


PLACE1009772 


0.48 


5. 19 


. .. 0. 6 


1.01 


2.46 


0. 89 




PLACE1 009782 


0.91 


2. 39 


2. 03 


2. 88 


2. 91 


3. 74 




PLACE1 009794 


2. 58 


4. 45 


5.11 


3.54 


3. 66 


5.03 




PLACE1 009798 


1.59 


5. 37 


4 


6. 26 


5.57 


5. 67 


10 


PLACE1 009845 


1.05 


6. 02 


2. 92 


2. 79 


3.39 


3. 92 




PLACE 1009849 


0. 96 


6.61 


2. 35 


1.79 


3. 41 


2. 59 




PLACE1 009857 


0. 79 


4. 86 


1.45 


1.19 


1.27 


1.56 


15 


PLACE 1009861 


1.43 


4. 67 


3.87 


4.1 


3. 47 


3.11 




PLACE1 009872 


53. 53 


52.43 


88.5 


74. 95 


49. 47 


81.73 




PLACE1009877 


5. 45 


7. 59 


\2. 08 


10. 03 


10.3 


12. 32 




PLACE1 009879 


0. 82 


3. 28 


1.59 


1.55 


2. 99 


1.34 


20 


PLACE 1009886 


0. 68 


4.04 


1.53 


1.62 


3.04 


1.72 




PLACE 1009888 


1.03 


7.4 


3. 23 


5.34 


5. 84 


7. 94 




PLACE1 009908 


1.56 


7. 63 


8. 64 


3.37 


6.71 


5.9 


25 


PLACE1009919 


4.5 


7. 53 


8. 26 


5. 84 


10. 72 


10. 15 




PLACE1 009921 


0. 96 


3.94 


3. 32 


1.63 


4. 28" 


2. 47 




PLACE1 009923 


3. 82 


5. 56 


6. 85 


6. 32 


8.13 


5. 57 




PLACE 1009924 


3. 01 


2. 49 


4. 53 


4.43 


4.31 


1.04 


30 


PLACE1009925 


0.61 


2. 77 


1.84 


2.51 


2.2 


2.5 




PLACE1 009931 


2. 78 


5.21 


9 


8.71 


6. 93 


8. 09 




PLACE1 009935 


0. 74 


3. 71 


2. 1 


1.19 


1.08 


1.5 


35 


PLACE1 009947 


0. 47 


3.83 


1.64 


1.51 


2.46 


2.03 


PLACE1 009961 


0. 43 


4. 08 


1.39 


1.69 


2.18 


1.9 




PLACE1 009971 


0. 92 


4.9 


1.98 


1.35 


1.74 


1.45 




PLACE 1009982 


40.34 


48.71 


89.8 


53.8 


57. 87 


66. 96 


40 


PLACE 1009992 


0. 94 


1.9 


2. 59 


1.47 


2.52 


0. 68 




PLAGE1 009995 


6.47 


10. 83 


15. 72 


7. 79 


9.03 


11.23 




PLACE1 009997 


0.55 


3.7 


3.03 


2. 76 


3.2 


2. 64 




PLACE 101 0002 


1.4 


4.14 


2. 82 


2.89 


3.04 


3. 46 


45 


PLACE1010011 


2. 09 


8. 13 


3. 85 


4.4 


5.21 


4. 68 




PLACE1010013 


0.18 


12. 85 


1.74 


0. 92 


1.81 


0. 68 




PLACE1010021 


3. 18 


11.98 


5.42 


4.12 


4.13 


6. 06 


50 


PLACE1010023 


2.15 


8.45 


5.16 


5.62 


6. 52 


6.14 


PLACE 101 0031 


4.6 


4. 35 


7. 23 


6.79 


4. 91 


1.82 




PLACE 101 0039 


1. 17 


3.3 


1.45 


1.28 


1.23 


1. 19 




PLACE1010045 


1. 1 


2. 83 


3. 66 


2.52 


3.55 


2. 64 


55 


PLACE1010053 


1.42 


3. 56 


1.65 


2.21 


2. 76 


2.37 



1330 



EP 1 074 617 A2 





PLACE1010060 


1.63 


6.1 


4.13 


4.11 


4.6 


4. 05 




PLACE1010069 


0. 41 


7. 96" 


2. 32 


1.48 


2.91 


1.3 


5 


PLACE101 0.070 


0. 92 


8. 04. 


1.5 


0. 45 


1.78 


1.09 




PLACE1010074 


5.25 


11.67 


11.8 


12. 32 


9.51 


11.22 




PLACE1010076 


12. 75 


11.95 


29. 01 


19. 58 


15.88 


16. 82 


10 


PLACE 101 0078 


2. 96 


2. 42 


4. 36 


4.64 


4. 39 


3. 85 


PLACE1010081 


2. 74 


4. 1 


3.7 


6.85 


7.81 


4. 59 




PLACE1010083 


0. 69 


2. 53 


1.51 


1.22 


1.86 


2. 26 




PLACE1010089 


1.86 


4. 89 


3.35 


3.45 


3.47 


3.48 


15 


PLACE 101 0096 


2.17 


7. 73 


2. 91 


3.43 


4.19 


3.2 




PLACE1010102 


3. 89 


10. 9 


5. 33 


7. 1 


9.64 


7. 57 




PLACE1010105 


2. 98 


7. 46 


4 4. 93 


7.31 


9.04 


9.82 




PLACE 101 01 06 


2. 46 


2. 95 


4. 48 


5. 47 


4. 88 


5.8 


20 


PLACE1010130 


0. 53 


1.79 


1.17 


2.27 


2.55 


1.23 




PLACE 101 01 32 
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4. 36 


3. 66 




VESEN2000175 


0. 57 


2. 64 


1. 94 


3.03 


2.05 


2. 59 




VESEN2000186 


3. 77 


5. 53 


6.53 


6. 68 


3.87 


2. 47 


15 


VESEN2000199 


8. 94 


13. 26 


21.75 


19. 58 


24.45 


24. 12 




VESEN2000200 


0.5 


4. 97 


2. 78 


3.03 


3.1 


1.6 




VESEN2000204 


0. 48 


12.7 


' 1. 02 


0. 98 


1.2 


0. 33 




VESEN2000218 


6. 66 


20. 26 


19. 48 


21.37 


20. 75 


18.86 


20 


VESEN2000230 


0. 84 


7.4 


1.45 


2. 74 


1.7 


2. 41 




VESEN2000272 


2. 29 


4 


8. 92 


7 


8.31 


5. 88 




VESEN2000299 


1.99 


2. 97 


3.2 


3.3 


3. 77 


3.31 


25 


VESEN2000323 


4.51 


8.12 


8. 37 


8. 91 


9.5 


9. 36 




VESEN2000327 


3. 16 


5.8 


4. 42 


3. 62 


7. 66 


5. 07 




VESEN2000328 


5.44 


8. 02 


11.88 


8. 73 


15. 35 


14. 36 




VESEN2000330 


6.39 


15. 42 


14.7 


14. 59 


27. 73 


18. 86 


30 


VESEN2000336 


0. 82 


8. 97 


2.54 


3. 46 


3.83 


2. 88 




VESEN2000354 


1.56 


8. 24 


2.48 


1.53 


2.71 


2. 1 




VESEN2000378 


7.17 


8. 87 


14. 57 


13. 23 


11. 14 


10.3 




VESEN2000379 


19.87 


23. 02 


44. 55 


49.13 


42. 81 


32.61 


35 


VESEN2000397 


0. 72 


2. 38 


1.24 


1.36 


2. 06 


1.54 




VESEN2000416 


2.83 


3. 88 


4.41 


5.74 


5.31 


5.71 




VESEN2000420 


1.08 


3.58 


1.94 


0. 95 


1.21 


1. 13 


40 


VESEN2000430 


0.51 


6. 68 


1.53 


2. 06 


1.79 


1. 8 




VESEN2000448 


0. 51 


6. 87 


1.73 


2. 12 


2.69 


1. 5 




VESEN2000449 


2. 43 


8. 07 


6.59 


8. 3 


11.31 


8. 21 




VESEN2000456 


0. 74 


0. 87 


2.11 


1.54 


1.22 


0. 87 


45 


VESEN2000562 


4.07 


3.42 


17. 42 


13. 67 


22. 82 


14. 47 




VESEN2000573 


0. 18 


1.75 


1.75 


1.04 


1.21 


1. 13 




VESEN2000604 


1.73 


3.44 


2. 24 


2. 04 


1.67 


2. 15 


50 


VESEN2000614 


4.16 


9. 02 


14. 64 


13. 54 


16. 27 


12.27 


VESEN2000638 


0.48 


5. 92 


1.98 


1.33 


1.91 


1.68 




VESEN2000641 


0. 83 


3. 69 


1.34 


1.95 


2. 21 


1.43 




VESEN2000645 


2.18 


5. 29 


5. 38 


5.91 


5. 73 


5.5 


55 


Y79AA1000013 


2. 57 


2.7 


4. 33 


3.45 


3.8 


3.94 
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Y79AA1 000030 


1.79 


4. 06 


4. 52 


3. 


24 


3.85 


2. 47 






Y79AA1 000033 


2. 87 


6 


8.4 


8. 


37 


10.17 


5.83 




5 


Y79AA1-000037 


1.38 


3. 3& 


-5. 71 


4. 


84 


6.82 


4. 49 






Y79AA1 000041 


1.05 


5.16 


3.79 


4. 


73 


3.65 


2. 06 






Y79AA1 000059 


1.69 


5 


4. 09 


3. 


88 


4. 51 


2. 82 




10 


Y79AA1 000065 


24. 06 


28. 99 


52. 25 


82. 


48 


101.48 


98. 73 


** 


Y79AA1 000081 


39.47 


49. 78 


73.62 


113. 


19 


114. 49 


98. 22 


** 




Y79AA1000127 


4. 08 


4.21 


5.8 


8. 


42 


10.03 


7. 39 


* 




Y79AA1000130 


2. 24 


2.48 


5. 76 


6. 


61 


8.1 


8. 03 


* 


15 


Y79AA1000131 


507. 64 


569. 21 


946. 04 


769. 


75 725.35 


342. 07 






Y79AA1000134 


1.99 


4. 93 


4.21 


5. 


63 


4. 75 


5. 38 






Y79AA1000143 


3.58 


8. 79 


U. 83 


9. 


98 


10. 98 


11.04 


* 




Y79AA1000144 


4. 63 


10. 79 


10. 59 


11. 


02 


11.62 


11 






Y79AA1000150 


18.39 


22. 18 


84. 69 


93.5 


117. 62 


78.89 






Y79AA1000153 


183. 67 


191.4 


436. 64 


423.46 442.52 


386. 45 






Y79AA1000166 


2.13 


2. 25 


4.15 


3. 


52 


" 4.97 


3.6 




25 


Y79AA1000179 


2.58 


3. 76 


4.2 


6. 


85 


7. 58 


3. 89 






Y79AA1000181 


1.96 


3. 92 


4.2 


4. 


82 


5.66 


3. 79 






Y79AA1 000202 


22. 93 


24. 47 


55. 57 


91. 


68 


86. 86 


83.22 


** 




Y79AA1 000207 


5. 22 


7. 51 


9. 82 


14. 


95 


16. 24 


12. 62 


* 


30 


Y79AA1 000214 


14. 94 


22. 18 


33. 76 


50. 43 


60. 78 


41.96 


* 




Y79AA1 000222 


11.8 


14.89 


21.69 


49. 21 


58. 01 


68. 86 


** 




Y79AA1 000226 


11.04 


14.94 


34. 41 


22. 


86 


33. 54 


30. 03 




35 


Y79AA1 000227 


5. 95 


4.52 


7. 25 


8. 


98 


9. 51 


9. 62 


* 


Y79AA1 000230 


1.09 


1.49 


2. 02 


2. 07 


2. 88 


2. 59 






Y79AA1 000231 


5. 99 


9. 04 


15. 81 


14. 63 


23.77 


17.1 






Y79AA1 000239 


15. 47 


20. 55 


25. 65 


18. 95 


24.01 


22. 11 




40 


Y79AA1 000258 


2. 64 


5.17 


6. 72 


5. 87 


4. 95 


5.84 






Y79AA1 000268 


2.65 


5.48 


5. 09 


4. 33 


5. 76 


4.01 






Y79AA1 000269 


4. 32 


7. 88 


7. 86 




8 


6. 86 


8. 24 






Y79AA1 000270 


5. 28 


8. 35 


11.58 


13.17 


17. 58 


16. 23 


* 




Y79AA1 000280 


1.74 


4.17 


4.9 


5.29 


3.1 


5. 27 






Y79AA1 000285 


3.44 


4. 21 


5.91 


4. 01 


6. 86 


5. 22 






Y79AA1 000295 


0. 75 


3. 06 


4. 85 


4. 32 


4. 23 


4. 45 




50 


Y79AA1 000307 


2. 88 


3. 91 


5. 06 


9. 


35 


7. 58 


11.25 


* 




Y79AA1000313 


3.11 


9. 02 


9. 85 


10.61 


12.84 


13. 36 






Y79AA1000314 


4. 23 


10. 74 


9.19 


6. 


93 


6. 53 


7.51 






Y79AA1 000328 


4. 65 


10.05 


2. 64 


7. 


73 


9.28 


8. 68 




55 


Y79AA1 000334 


1.43 


4. 22 


3. 55 


2. 


68 


2.81 


3. 46 
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Y79AA1 000342 


10. 65 


10. 


05 


26.47 


23.7 


19.13 


28. 35 




Y79AA1 000346 


7.61 


8. 


17 


7.9 


20.1 


22. 06 


20. 18 


5 


Y79AAW00347 


6. 94 


7. 


96 


42. 42 


18. 78 


16. 47 


18.48 




Y79AA1 000349 


6. 93 


9. 


63 


12. 67 


12. 31 


11.96 


14. 75 




Y79AA1 000355 


3. 17 


8. 


28 


8. 94 


8.84 


13. 55 


8. 77 


10 


Y79AA1 000368 


5. 24 


8. 


39 


24. 43 


22.48 


35. 67 


22. 55 


Y79AA1 000388 


22.9 


32. 


66 


62. 37 


94.17 


128. 35 


109.08 




Y79AA1 000392 


3.02 


6. 


81 


3. 76 


3. 42 


2. 73 


3.78 




Y79AA1 000405 


3.98 


5. 


97 


8. 25 


7.14 


8.17 


9. 32 


15 


Y79AA1 000410 


6.01 


7. 


87 


15. 72 


13. 79 


17. 05 


14. 95 




Y79AA1 000420 


1.54 


4. 


78 


3.13 


3.32 


3. 95 


5.1 




Y79AA1 000423 


1.38 


7. 


08 


! 5. 59 


5. 22 


6. 04 


10. 27 




Y79AA1 000426 


3.61 


9. 


44 


8. 66 


4. 24 


4.43 


5. 22 


20 


Y79AA1 000432 


0.8 


4. 


79 


2.16 


1.91 


2. 01 


2. 34 




Y79AA1 000453 


23.94 


30. 


67 


47. 79 


39. 74 


50. 65 


58. 24 




Y79AA1 000465 


4.12 


6. 


02 


6. 65 


4. 77 


4.14 


7. 69 


25 


Y79AA1 000469 


11.59 


9. 


61 


18. 04 


13. 82 


16. 21 


17. 18 




Y79AA1 000480 


1.24 


4. 


37 


2. 78 


3. 33 


3. 57 


2. 79 




Y79AA1 000502 


5.31 


7. 


97 


12. 58 


10.49 


11.35 


15. 26 




Y79AA1 000521 


1.24 


4.4 


4.13 


2.51 


3.61 


2.7 


30 


Y79AA1 000534 


3. 22 


8. 


13 


8. 92 


11.97 


14. 41 


13. 46 




Y79AA1 000538 


3. 58 


6. 


95 


8. 79 


9. 52 


12.12 


8.41 




Y79AA1 000539 


12. 76 


14. 


96 


53.11 


42. 61 


68. 56 


50. 97 


35 


Y79AA1 000540 


1. 32 


3. 


59 


1.61 


2. 54 


2. 97 


3.21 


Y79AA1 000560 


160.46 


140. 


99 


339. 33 


380.8 


313. 21 


220. 43 




Y79AA1 000574 


1 


2. 


92 


1.65 


1.98 


2. 04 


1.59 




Y79AA1 000584 


2.07 


4. 55 


4. 97 


4. 62 


5. 39 


4. 04 


40 


Y79AA1 000589 


10. 74 


13. 67 


81.43 


59. 09 


95. 35 


68.5 




Y79AA1 000598 


1.43 


7. 


64 


2.17 


1.85 


3. 88 


3. 18 




Y79AA1 000600 


2.7 


10. 02 


7.93 


13. 64 


15. 64 


12.84 




Y79AA1 000609 


1. 18 


5. 


16 


1.44 


2. 28 


2. 77 


1.55 


45 


Y79AA1000618 


1.85 


10. 59 


5. 76 


7.4 


9.5 


9.37 




Y79AA1 000627 


1.91 


3. 


93 


4. 57 


3. 27 


3. 02 


2. 43 




Y79AA1 000636 


5.16 


5.7 


9.9 


15.57 


11.52 


5. 38 


50 


Y79AA1 000649 


9.45 


10. 97 


12. 73 


18.7 


11.56 


20. 54 




Y79AA1 000656 


15. 32 


20. 21 


96. 75 


80.17 


115. 97 


82.61 




Y79AA1 000673 


1.02 


5. 


86 


2.14 


1.39 


3.13 


2.4 




Y79AA1 000674 


11.88 


21. 


96 


78. 28 


59.4 


98. 22 


62. 67 


55 


Y79AA1 000678 


2.48 


8. 


91 


3.88 


3.01 


4.15 


2.45 
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Y79AA1 000682 


17. 99 


53. 99 


93. 7 


102. 53 


110. 87 


118. 22 




Y79AA1 000683 


1. 87 


2. 66 


3. 21 


4. 27 


2. 59 


2. 17 




Y79AA1-000697 


21. 76 


27. 52- 


-43. 01 


21. 93 


24. 76 


27.31 




Y79AA1 000700 


5. 07 


7. 1 


7. 08 


7. 51 


6. 93 


9. 97 




Y79AA1 000702 


5. 13 


14. 57 


13. 31 


41. 48 


56. 57 


63. 15 


** 


Y7QAA1 f)Ofl7ft4 


1. 34 


5. 24 


1. 14 


1. 5 


2. 1 


1. 18 




Y7QAA1AAA7AG 


1. 86 


9. 7 


6. 24 


6. 06 


7. 98 


6. 45 




Y7QAA1AAA71 7 
T /yAA I UUU / 1 / 




12 g 3 <5 


9. 42 


9. 73 


11.1 


8. 7 




I /yAA I UUU / jc.^ 


5 61 




8. 65 


26. 26 


34. 81 


34. 31 


** 


V7Q A A 1 00/170 /l 
T /yAA 1 UUU / 


6 42 


9 77 


1 £) 83 


26. 57 


21. 7 


1 1. 95 




V70AA1AAA70C 
I /MAAIUUU/^O 


0 77 


1 24 






Vl 


0. 71 




V7qaai aaatj/i 

1 / yAA 1 UUU / dl 


2 05 


4 46 


*4 92 


3 57 








V7Q a a 1 nnr>7 a q 

I /yAAIUUU/HO 


0 88 


4 38 


1 77 


2 14 


2 99 


1 56 




T /yAA iuuu/ou 


4 17 


8. 47 


20 58 


18 11 


20 02 


18. 62 






1 25 




2 33 


2 23 


3 38 






V7Q A A 1 AA/177.4 
T / ann t UUU / / *t 


2 11 


6 23 


4 24 


4 28 


5 79 


4 21 




V7QAA1 AAA77*; 
T /yAAIUUU/ /o 




37 


1 9 


2 13 


18 


2 11 




V7QA a 1 nnmfi 
Y /yAAIUUU/ / / 


4. 36 


84 

5. 


9 63 


10 05 




6 01 




Y/9AA1U0U//O 


1.72 










1 44 




v"7o a a 1 aaa7qo 
T/yAAIUUU/o/ 




4 18 


3 72 


3 53 


2 89 


2 96 




V"7QA A 1 AAA7QA 
T / aAA I UUU / OH 


7 04 


10 01 


7 78 


13 87 


15 58 


14. 26 


** 


T /WAA luuu/yt 




5 21 


1 88 


2 92 


1. 69 


1. 23 




V7QA A 1 AAAQAA 
T /yAA I UUUBUU 




5 44 


3 82 


3 38 




3^39 




T /yAA I UUUoUii 


0 64 




1 15 


2 52 


1 77 






V7QA A 1 AAAOAC 

Y /»AA l UUUoUO 


2 29 


4 03 


2 63 


2 43 


2 11 


2 6 




V7AA A 1 AAAOI A 
T /»AA lUUUol 4 


2 73 


3 9 


4 14 


4 98 


7 09 


6. 76 


* 


V7QA A 1 AAAOOI 

T /yAA luuuezo 


7" 91 


9 99 


12 07 


12 02 


12 42 


6. 56 




V7QA A 1 AAAOOjI 
I / yAA 1 UUUo£4 


0" 98 


2 47 


1 84 


2 75 


2 26 


0. 79 




Y7QAA1fifMR97 
I / aAn 1 UUUu^- / 


1 6 


4. 02 


7. 27 


6. 71 


8. 91 


6. 14 




V7QAA1 AAACJ1 
I /yAA lUUUOO I 


7 04 
* 










27. 82 


** 


V7Q A A 1 AAfifi t 1 
i /yAA 1 UvUOoo 




67 46 


191 76 


270 42 


308 ^ 


248. 21 


* 


V7QAA1 AAAOCA 
I /yAA I UUUoou 


1.69 


5 68 


2 72 


4 92 


4 59 


4. 21 




V7Q A A 1 AAAOC £ 
T / yAA I UUUOO0 


3. 49 


6 78 


6 31 


9 28 


6 01 






V7QAA mnnoM 

I /yAA IUUUoDZ 






2 44 




2 87 


2 59 




V7GA A1 AAAO*7C 

Y /yAAiUUUo/O 


7 46 


10 04 


17 91 


27 36 


27 61 


25 46 




Y79AA1 000888 


4. 59 


5.07 


28. 1 


24.51 


38. 78 


22.48 




Y79AA1 000902 


4.65 


5.74 


8.44 


12.18 


12. 32 


7.68 




Y79AA 1000935 


3.53 


5.99 


6.69 


8. 28 


10. 07 


9.18 


* 


Y79AA1 000959 


0. 74 


6.29 


4.35 


6. 71 


5. 77 


6.07 
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Y79AA1 000962 


1.22 


4. 45 


3. 18 


2. 9 


2. 41 


1. 79 






V"70 A A 1 fkflAfl£0 

i /aAAlUUUyoo 


18.6 


26. 86 


35. 93 


31.61 


42. 17 


49. 13 




5 


Y79AA1-Q00966 


18. 52 


19.25 


•98. 1 8 


77. 47 


116. 12 


61 . 1 






Y79AA1 000967 


8. 62 


8. 82 


33. 82 


34. 47 


40. 36 


29. 3 






Y79AA1 000968 


3. 32 


5. 67 


6. 89 


8. 86 


9. 4 


7. 96 


* 




Y79AA1 000969 


0. 91 


3. 18 


3. 04 


2. 66 


2. 91 


1. 41 




10 


Y79AA1 000976 


1. 43 


4. 72 


3.02 


2. 55 


3. 51 


1. 43 






Y79AA1 000978 


1. 99 


5. 6 


7. 26 


6.9 


10. 54 


5. 56 






Y79AA1 000985 


9. 39 


12. 84 


40. 49 


38. 26 


44.3 


27. 89 




15 


Y79AA1 000989 


21. 59 


22. 49 


46. 19 


51.84 


58.65 


55. 19 


* 




Y79AA1 000991 


22. 11 


22. 21 


110. 42 


72.46 


96.96 


82. 23 






Y79AA1001013 


59. 2 


62. 64 


140. 9 


174.85 214. 13 


201. 9 


* 




Y79AA1001014 


2.27 


4. 16 


4. 1 


4.8 


5.2 


6.55 






Y79AA1001019 


3. 37 


5.89 


7. 74 


9. 24 


9.02 


9.43 


* 




Y79AA1001020 


5. 37 


7. 82 


9. 43 


12.31 


11.11 


10. 86 


* 




Y79AA1001023 


0. 83 


6. 11 


2. 29 


1.22 


1.95 


1. 54 






Y79AA1001030 


4. 23 


8. 79 


10. 87 


11. 14 


10. 72 


12.43 




25 


Y79AA1001035 


0. 19 


2. 88 


0. 03 


14.44 


8. 19 


17. 16 


* 




Y79AA1001041 


1.78 


2. 46 


2. 36 


2.93 


2.45 


2. 78 






Y79AA1001043 


11. 65 


12. 62 


15. 22 


8. 64 


12.01 


14. 71 




30 


Y79AA1001048 


1. 1 


4. 78 


3. 73 


4. 05 


4. 52 


4. 21 






Y79AA1001056 


4. 56 


7. 82 


11. 04 


8. 27 


7. 11 


9. 94 






Y79AA1001061 


1. 53 


7. 79 


5. 28 


6.13 


7. 46 


6. 66 






Y79AA1001062 


2. 62 


6. 14 


5. 02 


4.44 


6.01 


4. 67 




35 


Y79AA1001068 


3.46 


6. 39 


7. 29 


6. 61 


8. 69 


7.05 






Y79AA1001073 


8. 19 


13. 08 


17.46 


24. 14 


22.1 


29. 81 


* 




Y79AA1001077 


7. 1 


7. 08 


17. 15 


14. 69 


14. 74 


17. 08 




40 


Y79AA1001078 


3. 11 


8. 34 


11.07 


5. 01 


12.15 


12. 92 






Y79AA1001081 


3. 59 


5. 61 


4. 94 


9. 62 


9. 98 


10. 5 


** 




Y79AA1001088 


27. 75 


38. 61 


69. 33 


93. 1 


88. 97 


113.04 


* 




Y79AA1001089 


4. 64 


7. 8 


11. 92 


22. 67 


22.6 


27. 73 


** 


45 


Y79AA1001090 


1. 38 


4. 15 


2. 2 


3. 58 


2. 83 


2. 35 






Y79AA1001105 


3. 7 


5. 23 


15. 81 


12. 52 


22. 1 


13. 35 






Y79AA1001142 


8. 53 


13.38 


15. 85 


14. 28 


11.42 


22. 32 






Y79AA1001145 


2.22 


4. 68 


5. 13 


4.97 


6. 26 


5. 87 




50 


Y79AA1001162 


2. 27 


2.91 


1.62 


1.62 


4. 56 


4 






Y79AA1001167 


0.86 


2. 76 


2. 38 


1.12 


2. 35 


0. 77 






Y79AA1001176 


0. 57 


3. 33 


1.14 


2.02 


1.68 


0. 88 




55 


Y79AA1001177 


1.21 


5.5 


2. 22 


2. 35 


3.01 


1.99 
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Y79AA1001179 


6. 81 


8. 66 


16. 73 


22. 82 


22. 64 


20. 07 




Y79AA1001185 


1. 33 


5. 3 


4. 55 


3. 65 


4.49 


5. 8 


5 


Y79AA1-O012O1 


5. 69 


11.3 


46. 13 


14. 57 


15. 21 


19. 38 




Y79AA1001205 


1. 87 


3. 28 


2. 85 


5. 87 


4. 85 


4. 09 




Y79AA1001211 


1. 64 


4. 75 


6. 93 


4. 83 


4. 36 


4. 15 




Y79AA1001212 


3.55 


6. 93 


15. 91 


13. 74 


15 


11.65 


10 


Y79AA1001216 


52. 59 


51.46 


93. 73 


76. 52 


97.53 


109. 55 




Y79AA1O01228 


6. 1 


11. 21 


9. 34 


8. 99 


12. 19 


10. 24 




Y79AA1O01233 


0. 68 


11. 46 


2. 39 


0. 92 


1.66 


1.09 


15 


Y79AA1001236 


4. 46 


12. 86 


9.25 


11.4 


10.66 


13.08 




Y79AA1001239 


4. 62 


13. 93 


9.94 


11.53 


12. 15 


12. 94 




Y79AA1001240 


8. 74 


8.6 


13.75 


9.13 


6.68 


3.01 




Y79AA1001255 


10. 37 


12. 22 


22.61 


12. 47 


7.51 


6.57 




Y79AA1001264 


3. 63 


5. 15 


4. 49 


7.73 


8. 59 


8. 75 




Y79AA1001272 


10. 81 


13. 63 


17.47 


21.56 


20. 67 


21.32 




Y79AA1001281 


0.45 


4. 95 


1.89 


1.42 


1.81 


0. 95 


25 


Y79AA1001299 


2. 49 


11.34 


9. 06 


9. 9 


9. 26 


9. 81 




Y79AA1001312 


2.49 


10. 36 


5.17 


2.15 


4. 77 


4.14 




Y79AA1001319 


3. 34 


11. 88 


5. 27 


7. 23 


6. 05 


7. 15 




Y79AA1001323 


1.22 


1. 16 


2. 09 


1. 11 


1.55 


0.89 


30 


Y79AA1001328 


2.04 


3. 18 


3. 62 


4. 66 


4.48 


4. 05 




Y79AA1001343 


154. 19 


151. 55 


345. 05 


304. 88 


394. 54 


265. 65 




Y79AA1001351 


0.81 


2. 77 


1.67 


0. 03 


1.26 


0. 96 


35 


Y79AA1001364 


1.65 


6. 07 


4. 03 


3. 39 


4.43 


3. 6 


Y79AA1001367 


2. 16 


7.41 


2. 93 


3. 09 


5.34 


3.19 




Y79AA1001384 


0.5 


5. 14 


1.98 


0. 73 


1.15 


0. 94 




Y79AA1001391 


0. 59 


3. 73 


2.88 


1.35 


1.65 


1.2 


40 


Y79AA1001394 


3. 12 


4. 66 


12. 92 


10. 94 


9.56 


10.94 




Y79AA1001402 


2. 77 


3. 7 


5. 95 


5. 65 


5.09 


4. 14 




Y79AA1001410 


0. 82 


2. 78 


2. 33 


2. 06 


2.31 


2. 25 




Y79AA1001414 


2. 76 


7.5 


7. 59 


11.08 


10. 73 


10. 06 




Y79AA1001426 


0.61 


4. 36 


2.61 


1.5 


1.43 


1.82 




Y79AA1001427 


14. 22 


13.44 


86. 36 


59. 92 


88. 36 


63.53 




Y79AA1001430 


11.28 


16. 98 


20. 98 


29. 04 


34. 03 


34. 38 


50 


Y79AA1001439 


16. 22 


21. 53 


33. 42 


45. 02 


43. 74 


43. 1 


Y79AA1001485 


1.65 


2.51 


4. 38 


4. 85 


3. 88 


3. 57 




Y79AA1001493 


1.29 


2.3 


3.43 


2.43 


2. 35 


2.46 




Y79AA1001511 


4. 79 


8. 57 


11.05 


9. 39 


9.11 


6. 47 


55 


Y79AA1001523 


2. 64 


6. 57 


5. 08 


8. 74 


7.37 


6. 1 
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Y79AA1001530 


7. 46 


11.69 


22 


41.43 


36. 37 


36. 07 




Y79AA1001532 


5.12 


7. 35 


6.69 


10. 49 


14. 82 


12.9 


5 


Y79AAT001533 


1.84 


4. 8& 


2. 53 


4.15 


4 


4.19 




Y79AA1001541 


2. 82 


5. 89 


7. 54 


7. 23 


5. 08 


7. 34 




Y79AA1001548 


4. 25 


4.84 


9. 82 


10.46 


7.37 


7. 1 


10 


Y79AA1001555 


2 


2. 55 


3. 65 


4.7 


5. 28 


4. 25 


Y79AA1001562 


7. 76 


10.11 


17.15 


14. 07 


16.16 


10. 83 




Y79AA1001581 


2 


5. 05 


4. 47 


5.1 


7.01 


3.54 




Y79AA1001585 


3. 18 


7. 38 


10. 96 


9. 72 


10. 93 


8. 05 


15 


Y79AA1001592 


2. 61 


7. 38 


5. 97 


8.15 


8 


7. 02 




Y79AA1001594 


0.76 


4. 73 


3. 85 


1.96 


3.24 


1.73 




Y79AA1001603 


56. 74 


70. 81 


153.14 


131.56 


112.16 


107. 66 




Y79AA1001613 


3. 74 


3.52 


14.81 


13.12 


15. 36 


10.66 


20 


Y79AA1001630 


0.71 


2. 36 


1.73 


1.14 


2. 64 


0. 67 




Y79AA1001647 


1.96 


3. 57 


2. 47 


4.14 


4. 32 


2. 65 




Y79AA1001664 


4. 67 


8. 39 


11.43 


8. 96 


10.01 


8. 73 


25 


Y79AA1001665 


1.39 


6.4 


3. 73 


4. 67 


4. 71 


3. 75 




Y79AA1001679 


8.92 


15.94 


20. 71 


20. 53 


26. 67 


25. 35 




Y79AA1001692 


1.87 


5.55 


3.95 


3. 99 


3. 95 


3. 51 




Y79AA1001696 


1.97 


6.49 


2. 77 


1.83 


2.63 


2. 55 


30 


Y79AA1001705 


6.09 


6.44 


10. 39 


7. 62 


7.92 


7. 85 




Y79AA1001711 


16.17 


12.34 


29. 74 


13. 73 


23.83 


21 




Y79AA1001717 


0. 72 


2. 99 


1.29 


1.68 


3.13 


1.14 


35 


Y79AA1001719 


2.5 


5. 79 


6.44 


6. 15 


6.07 


6.43 


Y79AA1O01727 


6. 87 


12. 13 


14. 99 


8. 73 


14. 71 


8. 77 




Y79AA1001750 


10.21 


13.63 


21.67 


21.92 


32. 29 


24. 33 




Y79AA1001760 


25.24 


27.31 


122. 97 


113. 56 


155.17 


83. 24 


40 


Y79AA1001777 


1.17 


3. 59 


1.6 


2.49 


1.75 


1.28 




Y79AA1001781 


0.31 


2.3 


0. 42 


1.62 


1.84 


1.42 




Y79AA1001787 


1 


3. 94 


3. 54 


5.51 


5.18 


5.15 




Y79AA1O01793 


16. 23 


15.19 


91.7 


60.44 


87.21 


75. 35 


45 


Y79AA1001795 


1.23 


3. 84 


2. 24 


2.05 


2. 45 


2.8 




Y79AA1O01799 


4.9 


8. 35 


6.99 


10.7 


10. 72 


11.26 




Y79AA1001800 


2. 25 


8.3 


10. 1 


8.49 


10.51 


9.9 


50 


Y79AA1001801 


1.77 


6.44 


4. 87 


7.67 


5.91 


7. 33 




Y79AA1001803 


0.74 


2.15 


1.72 


1.85 


1.68 


1.17 




Y79AA1001805 


6. 05 


6. 88 


12. 15 


10.21 


8. 32 


11.15 




Y79AA1O01807 


3. 37 


6. 33 


12.56 


11.76 


17.8 


16. 79 


55 


Y79AA1001827 


1.7 


4. 41 


3.12 


3.43 


3.6 


2. 52 
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Y79AA1001846 


1. 82 


6. 52 




6. 52 


5. 09 




Y7QAA1f>fl1fi4S 
I /yAA 1 VvJ 1 O*t0 




5. 57 


2 75 






5 14 


i 7 y AM rvU ! wv 


l" 38 


6.16- 


2 76 


3 24 


4. 56 


3 63 


Y"7GAA1flfl1QR1 
I /wAA 1UU lOOO 


0 86 




2 53 


2 93 




3 85 


I /SfAAIUU I ODD 


2 2 
2. 29 
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5 81 
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3 98 


3 46 


VTA A A1AA1 Q7A 

r /9AA1001874 


0. 12 


2.18 


-0 


17 


0 75 


0 51 


V7AA A1 AA1 Q7C 


9. 33 


12.67 


13. 09 


* 


17 79 


18* 63 


Y79AA1001907 


68. 02 


70. 94 


96.4 


1 8.34 


8 75 


104 86 


V"7A A A 1 AA1 AAO 


0. 64 


8.4 










Y79AA1001 923 


1.61 






' 


3 76 


3 3 
* 


Y79AA1001927 


19.1 


22. 05 


36.94 


42. 46 


45. 29 


48.81 


Y79AA1001930 


4. 07 


6. 65 


8. 07 


7. 92 


12. 42 


12. 21 


V"7AA A i AA1 AO*} 

I/9AA1 00193/ 


2. 84 


4.41 


8.47 


11.51 


9.1 


8. 57 


Y79AA1001933 


2. 14 


3. 27 


3. 69 


4. 34 


7. 99 


6.65 


Y79AA1 001 942 


1. 58 


3. 45 


2. 69 


2.94 


2. 13 


2. 41 


Y79AA1001963 


9. 6 


9. 37 


46. 06 


38. 48 


49. 64 


47. 27 


Y79AA1001968 


18. 61 


27. 73 


37. 44 


42. 93 


44.16 


55. 23 


Y79AA1 001 983 


1 . 81 


6. 35 


4. 28 


3.97 


5. 86 


4. 47 


Y79AA1 002000 


2. 55 


5. 35 


4. 55 


4. 42 


3.21 


2. 83 


Y79AA1 002004 


13. 1 


18. 87 


27. 47 


23. 72 


29. 45 


40. 93 


Y79AA1 002008 


2. 51 


3. 73 


3.79 


4.54 


2.19 


2. 85 


Y79AA1 00201 2 


1. 37 


3. 22 


2.81 


3. 22 


2.29 


2.87 


Y79AA1 00201 7 


1. 34 


2. 53 


2. 46 


3.51 


3. 07 


2.82 


Y79AA1 002022 


2. 99 


4. 94 


5. 93 


7. 32 


7. 51 


6. 01 


Y79AA1 002027 


2. 02 


6. 33 


2. 67 


2. 69 


4. 03 


4. 09 


Y79AA1 002050 


2. 53 


8. 12 


4. 22 


6.68 


6.91 


5.11 


Y79AA1 002058 


13. 69 


21. 8 


70. 12 


59. 07 


70. 89 


55. 33 


Y79AA1 002060 


6.38 


13.17 


20. 54 


17.14 


21.12 


24. 23 


Y79AA1 002062 


4. 33 


5.18 


8. 1 


8.54 


6. 66 


5.51 


Y79AA1 002065 


33. 54 


39. 97 


72.6 


49.46 


30.04 


41.81 


Y79AA1 002067 


10. 1 1 


11. 64 


17. 24 


16. 25 


9. 42 


8.13 


Y79AA1 002069 


0. 97 


1. 79 


0. 54 


1.55 


1.44 


0.66 


Y79AA1 002070 


10. 16 


33. 47 


44. 36 


52. 16 


71. 15 


73.35 


Y79AA1 002074 


38. 55 


74. 38 


179. 6 


165. 55 


282. 48 


224. 96 


Y79AA1 002076 


0. 48 


9. 71 


2. 89 


2. 86 


3. 34 


1 . 91 


Y79AA 1002083 


1.2 


7.48 


2.03 


2. 73 


1.75 


2.06 


Y79AA 1002084 


1.79 


2.59 


4.54 


3. 73 


3.73 


2. 98 


Y79AA 1002086 


0. 96 


1.78 


1.71 


2. 77 


1.88 


1.43 


Y79AA1 002087 


11. 18 


14.9 


27.67 


33. 34 


30. 01 


23.08 
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Y79AA1 002089 


1.18 


3.46 


2. 13 


1.46 


2.92 


3. 26 




Y79AA1 002093 


2. 19 


5. 48 


5.25 


5. 28 


5. 68 


6. 17 


5 


Y79AA1-0021O1 


1.11 


8. 58- 


■ 2.98 


6. 54 


5. 58 


6. 6 




Y79AA1002103 


1.47 


10. 22 


3. 39 


4.43 


6.49 


4.7 




Y79AA1002115 


4.34 


9. 78 


7.37 


7. 45 


7. 03 


6. 95 


10 


Y79AA1002121 


1.55 


2.16 


2.18 


1.67 


2.55 


2.31 


Y79AA1002125 


6.67 


7. 08 


9. 29 


8.81 


6.4 


7.6 




Y79AA1002129 


1.64 


6. 23 


7. 84 


5.41 


2.2 


4.93 




Y79AA1002131 


0.9 


3.25 


0. 78 


0. 77 


1.29 


1.15 


15 


Y79AA1002139 


0. 69 


5. 02 


1.04 


1.83 


1.53 


1.34 




Y79AA1002144 


25. 99 


29. 62 


51.01 


42.61 


51. 16 


43. 17 




Y79AA1002177 


1.72 


5. 97 


*4. 33 


4. 79 


3. 09 


4. 73 




Y79AA1002183 


10.44 


13. 89 


17.69 


27.61 


29. 67 


28. 92 


20 


Y79AA1 002202 


3.97 


7.15 


8. 34 


18. 27 


10.12 


17. 85 




Y79AA1 002204 


0. 53 


0. 99 


1.56 


1.7 


2.2 


1.54 




Y79AA1 002206 


2. 63 


5. 36 


7. 28 


4. 35 


2.95 


1.49 


25 


Y79AA1 002208 


4. 26 


6. 54 


3. 94 


6. 88 


6.3 


3. 96 




Y79AA1 002209 


1.8 


6. 34 


2. 88 


4. 38 


3. 74 


4. 57 




Y79AA1 002210 


0. 41 


4.14 


2. 09 


1.8 


2. 24 


1.65 




Y79AA1 002211 


2. 25 


5.39 


3.85 


5.71 


5.3 


4.5 


30 


Y79AA1002213 


1.15 


4.13 


6. 53 


7.38 


7. 54 


7. 43 




Y79AA1002215 


18.7 


18. 69 


26. 61 


17.72 


15. 59 


9. 62 




Y79AA1 002220 


3.78 


3. 38 


2. 87 


4. 89 


4.19 


4. 14 




Y79AA1 002226 


8. 54 


8.9 


9.75 


13. 06 


14.2 


4. 41 


Y79AA1 002229 


1.35 


3. 88 


3.38 


2. 95 


2. 79 


2.67 




Y79AA1 002234 


3.24 


6. 82 


3.94 


4. 29 


7.74 


6.88 




Y79AA1 002235 


5.6 


7.55 


6.43 


8. 78 


9.74 


9. 47 


40 


Y79AA1 002246 


0. 59 


5.06 


2.41 


3.94 


2.54 


4. 27 




Y79AA1 002258 


0.72 


7.26 


2. 92 


3.99 


4. 19 


2. 7 




Y79AA1 002279 


17. 79 


19.12 


27.8 


16. 52 


19.13 


11.5 




Y79AA1 002292 


1.68 


2.1 


3.22 


2. 96 


3.91 


2. 73 


45 


Y79AA1 002298 


0.76 


2.52 


1.32 


2.03 


2.77 


1.06 




Y79AA1 002307 


1.05 


4. 35 


1.79 


0. 76 


1.05 


1.2 




Y79AA1 002309 


1.15 


4.19 


2.3 


2.21 


1.78 


2. 55 


50 


Y79AA1002311 


2.84 


7. 35 


3.43 


5.71 


6.04 


5.45 


Y79AA1 002334 


1.72 


6.54 


2. 95 


4. 77 


4.19 


3. 35 




Y79AA1 002351 


1.27 


5.5 


2.89 


3.5 


3. 38 


3. 06 




Y79AA1 002355 


12. 83 


12. 25 


28. 96 


22.94 


22. 07 


21.02 


55 


Y79AA1 002361 


2. 22 


2. 27 


3.26 


2. 47 


4.54 


1.55 
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3 
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" 
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Y79AA1 002471 


4. 44 






7. 43 


8. 06 




Y79AA1 002472 


2.41 






6.8 


8. 39 


10 06 


Y79AA1 002474 


1.93 






4. 89 


6. 52 




Y79AA1 002482 


3. 52 


6. 66 


10. 37 


9.02 


11.81 


8. 69 


Y79AA1 002487 


1.38 


4.12 


2. 46 


1.96 


3. 01 


2. 56 


Y79AA1 002490 


10. 37 


9. 91 


16. 35 


11.11 


12. 88 


16. 86 


Y79AA1 002493 


1.96 


4. 07 


6. 14 


6.5 


8.9 


4.1 


ZRV6C1 006278 


0. 61 


4. 08 


2.22 


1.81 


1.58 


2.11 



1364 



EP 1 074 617 A2 



Table 353 

Expression of each cDNA in skin-derived fibroblast cells exposed and unexposed to 
ultraviolet light (the table also includes clones that are not described in Examples) 

In the table, UV_0h represents skin-derived fibroblast cells without ultraviolet irradiation; 
UV_4h and UV_24h represent skin-derived fibroblast cells 4 and 24 hours, respectively, after the 
irradiation. The assay was performed in triplicate (n=3) and each result is shown in the column 
of Expl , Exp2, or Exp3. "t-test 0/4" and "t-test 0/24" represent the results of the test for 
significant difference between the unexposed cells and the cells 4 hours after the irradiation, and 
between the unexposed cells and the cells 24 hours after the irradiation, respectively. The table 
also includes the information on an increase (+) or decrease (-) in the expression level of the 
gene in the exposed cells 4 hours or 24 hours after the ultraviolet light irradiation. The results of 
the test for significant difference are shown in the columns of *p<0.05 and **p<0.01. 
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GAPDH(Crl) 
3actin(Cr2) 



ADRGL 1000005 
ADRGL1000007 
ADRGL1000009 
ADRGL1000011 
ADRGL1 000027 
ADRGL 1 000058 
ADRGL 1000069 
ADRGL1000077 
ADRGL10O0O92 
ADRGL1000099 
ADRGL1O0O136 
A0RGL1O00147 
AORGL10001S9 
ADRGL4000160 
ADRGLlOOOm 
ADRGL1000181 
BGGI1 1000015 
BGGI 11000016 
BGG11 1000017 
BGGI 11000022 
BGGI 11000031 
BGGI 11000042 
BGG1 11000046 
BNGH4100002S 
BNGH4100Q026 
BNGH41 000027 
BNGH41000035 
BNGH41000037 
BNGH41000042 



Exp. 1 Exp. 2 Exp. 3 

7715" 

256.82 283. S3 414.29 



15.9 10.68 
47.47 31.62 
3.97 2.45 
21.55 13.26 
1.68 



TOT 

85.7 
8.72 
21.8 
5.6 
76.55 
10.67 
6.34 
55.77 
43.1 
70.27 
1J.64 ! 
7. 55 
8.28 
5.01 
18.02 
22.91 
74.82 
11.46 
15.11 
14. 45 
77.71 
43.06 
71.87 
11.92 
57.91 
103.3 
18.43 
94.88 
131.08 
32.46 
6. 77 
7.21 
39.68 
8. 76 
15.82 
13.44 
42.98 
32.45 
29.88 
11.13 
38.12 
13.66 
22. 36 
23.1 
18. 61 
S.71 
5.05 
27.15 
107.91 
8.62 
102. 14 
15 
28.79 
3.27 
6.84 



Exp. 2 Exp. 3 
0.06 1.18 
388.38 117.29 329.8 



Exp. 1 Exp. 2 Exp. 3 



41.54 
6.06 
18. 36 
4.02 
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9.72 


19.53 


13.15 


9.91 


10.84 


7.59 


4.75 


4.2 








HEMBA1000S47 


16.09 


12.61 


26.19 


11.54 


11.54 


13.04 


5.83 


5.77 


5.14 




t 
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HEMBA10005S! 
HEMBA1000555 
ffiKBAI 00OS57 
KEMBA10D0561 
HEMBA1000S63 
KEMBA1000S67 
HEMBA 1000568 
HEHBA1000569 
HEMBA1000575 
HEJU8A1000588 
HEMBA1000590 
HEMBA1000591 
HBBA 1000592 
l€MBA1000594 
KEMBA1000604 
KEMBA100Q607 
HEMBA10006O8 
HEMBA 1000622 
HEHBA1000634 
HEMBA10O0636 
HEHBA1000637 
HEMBA10OO655 
HEMBA10O0657 
HEMBA1000662 



HEMBA1000671 
HEMBA1000673 
HEMBA1000675 
HHBA1000678 
HEMBA1 000682 
HEMBA10006S6 
HEM8A1000702 
HEMBA1000705 
HEMBA1000713 
HEHBA1000718 
HENBA 100071 9 
HQBA1O0O722 
HEMBA1000726 
HENBA1000727 
HEMBA1000732 
HEMBA1000736 
HENBA 1000743 
HEMBA1000745 
HENBA1OO0747 
HEMBA1000748 
HEM8A1000749 
HENBA 1000752 
HENBA1000753 
HEMBA 1000757 
HEMBA1000760 
HENBA1000769 
HEMBA1000773 
HEN8A1000774 
HEM8A100Q780 
HEMBA1000783 
HEMBA1O0O791 
HEMBA1000793 
HENBA 1000802 
HEMBA1000S13 
HEHBA1000817 
HEMBA1000822 
HEMBA1000827 
KEMBA 1000833 
HEMBA1 000835 



31.43 
23.07 
20.2 
8.79 



7.1 
5.23 
24.12 
30.95 
5.11 
21.62 
5S.03 
8.41 
7.92 
52.78 
27.22 
8.86 
30.73 
14.08 
6.27 
6.29 
30.41 
24.11 
11.22 
5.24 
34.57 
21.71 
10.84 
4.6 
10.43 
27.65 
21.36 
10.72 
32.15 
16.97 
8.15 
9.38 
6.76 
7.61 
5.32 
7.08 
18.03 
9.61 
14.73 
11.82 
13.51 
7.76 
3.65 
21.34 
6.15 
8.54 
29. 92 
30.39 
4.74 
46. 62 
12. 55 
6.54 
13.88 
12.7 
118. 36 



29.13 
51.65 
22.07 
6.3 
6.02 

I. 55 
5.62 
3.31 

15. 32 
5.81 
6. 06 
22.46 
41.43 
7.29 
17.48 
59 
4. 42 
7. 76 
74.71 
28.11 
11.75 
31.69 
9. 28 
5. 79 
6.77 
19.43 
24. 74 
13.93 
8.15 
35. 39 
40.16 
17. 35 
3.75 
11 

31.72 
28.6 
14.07 
32.06 
26.82 
9. 73 
7.92 
5.78 
8.S4 
4. 72 
S. 97 
20.17 

II. 01 
8.44 
6.81 

13.09 
13.89 

4.13 
27. 53 

5.35 

7. 55 
28.02 
19. 19 

2.72 
47.69 
12.98 
19.54 
14.84 

15.8 
117.03 



74.52 
28.63 
26.42 
13.7 
9.65 
3.34 
14. 84 
7.08 
39.5 
8.91 
5.7 
26.56 
24.53 
6.57 
22.7 
91.06 
6.41 
16. I* 
70.68 
25.27 
7.97 
54.9 
10.28 
10.27 
9.71 
27.86 
28.83 
16. 24 
11.3 
53.17 
35.85 
25.73 
8.97 
19.66 
34.47 
18.8 
15.25 
69.89 
19.68 
16.83 
11.45 
11.72 
13.88 
12.62 
13.4 
33.28 
10.43 
14.96 
16.04 
20.98 
13.94 
15.13 
42.71 
9.22 
8.23 
44.77 
19. 38 
8.7 
50.56 
16.93 
13.74 
28.11 
16.64 
136.17 



42.08 
16.75 
16.84 
3.18 
3.7 
2.35 
8.57 
4.64 
24.17 
7.39 
S. 36 
10.74 
10.67 
8.37 
28.09 
71.67 
8.42 
9.11 
39.88 
25.4 
5.21 
27. 54 
5. 96 
3.02 
5. 57 
31.58 
18.72 
11.01 
5.35 
14.17 
10.91 
7. 39 
3.21 
5.79 
19. 34 
18.63 
12.4 
34.36 
5.88 
6.74 
7. 38 
5.12 
4.04 
2.69 
6.2 
13. 55 
7 

4.78 
4. 91 
7. 09 
4. 47 
0. 99 
22.13 
6.03 
4. 94 
28.48 
8. 64 
3.43 
27.4 
6.72 
4.86 
13.31 
5.65 
175.69 1 



38.34 36.48 
19.18 84.47 



18. 08 

1.89 4. 15 

5. 59 3. 42 

0. 99 3. 67 

7.03 7.81 

2. 77 3. 17 

18.92 19.53 

8. 88 8. 85 

6. 93 6. 66 

18.87 21.61 



4. 07 
13.89 
64.7 



6. 27 
5.25 
22.01 
18.93 



5.29 
9. 62 
24. 63 
18. 52 



11.41 
7.08 

12. 77 
7.77 
5.82 
5. 68 
9.91 



5. 39 
22.57 
16.27 

2.84 
35.01 
11.22 

7.54 
20. 08 

5.56 



27.97 
21.47 
21.6 
4.27 
4.89 
2.89 
7.88 
2.3 
17.36 
8.33 
4.07 
11.03 
10.57 
5.32 
13.92 
60.28 
7.92 



18.18 
21.24 
11.99 
2.09 
1.86 
1.41 
3.61 
.18 



11.61 
4. 63 

10.58 
7.04 
8.11 



5. 68 
21.5 
16.1 
2.21 

30. 28 
3.95 
6.86 

16.37 
4.66 



9. 94 
32.15 
9.12 
4.93 
21.5 
3.93 
2.93 
2.22 
20. 58 
21.96 



4.3 
7.56 
3.08 
11.72 
22.89 
21.77 
7. 24 
36.32 
4.45 
5.57 
9.33 
5.16 
4. 98 
3.85 
8.23 
12.43 
4.8 



9.68 
2.71 

30.47 
2.5 
3.76 

32.85 

13.32 
2.09 

30.89 
2.79 
4.29 
7.68 
3.19 
112.03 



14 
2.25 
2.31 
5.76 

11.36 
3.27 
9.43 
42.6 
3.99 
3.81 

24.17 
9.28 
3. 34 

18.39 

18.82 
4.t6 
2.8 

14.98 

17.14 
6.91 
1.55 

23.76 

11.52 
7.08 
4.72 
6.95 

15. 55 

16.83 
4.41 

22.04 
8.11 
4.8 
6. 94 
3.39 
2.87 
2.1 
3.96 

12. 59 
4. 54 
6.35 
3.42 
4.5 
6.14 
1.47 

15.88 
2.74 
3.66 

19.21 

16.07 
1.11 

15.81 
1.89 
1.48 
5.83 
1.79 

74.79 



17.63 
16. 53 
15. 53 

3.68 

4.27 

2.17 

9.31 

2.24 
17.06 
5.9 

4.39 
13.01 
12.37 

3.89 
17.25 
SI. 42 

8.94 
11.14 
25.34 
12.36 

3.68 
24.41 

5.24 

3.38 

4.62 
15. 56 
28.31 < 

7.33 

1.87 
33.18 
5.8 

9.42 

3.61 
13.37 
26.61 < 
13.89 

3.46 
41.04 

7.29 

5.38 
12.57 

8.47 

5.45 
3.4 

6. 55 
18. 76 

8.58 i 

8.17 

2.84 

6.77 

7.78 

3.38 
17.88 

2.78 

3.46 < 
32.35 
12.64 

2.74 
34.56 > 

3.94 

3.36 
12.73 

1.87 i 

83.7 
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HEMBA1 000843 
HEMBA1 000851 
HEMBA1000852 
HEMBA1000867 
HEHBA1 000869 
HEMBA1000870 
HEMBA1000872 
HEMBA1000875 
HEMBA 1000876 
HEMBA1000907 
HEMBA1000908 
HEMBA1000910 
HEMBA1000918 
HEH8A1000919 
HEMBA 1000934 
HEMBA1000935 
HEMBA1000940 
HEMBA1000942 
HEMBA 1000943 
HEMBA100094S 
HEMBA) 000960 
HEMBA 1000982 
HEMBA 1000968 
HEMBA1 000971 
HEMBA 1000972 
HEMBA1000974 
HEMBA100097S 
HEMBA1000979 
HEMBA1000981 
HEMBA1000983 
HEMBA100098S 



HEMBA1000991 
HEMBA10O1007 
HEMBA10O10O8 
HEMBA1001009 
HEMBA100I014 
HEMBA1001017 
HEM8AI0O1O19 
HEMBA I 001020 
HEMBA1001021 
HEMBA1001022 
HEMBA1001024 
HEMBA1001026 
HEMBA1001043 
KEMBA1001051 
HEMBA1 001052 
HEMBA1001059 
HEMBA1001060 
HEMBA1001064 
HEMBA1 001071 
HEMBA10O1077 
HEMBA1001078 
HEMBA1001080 
HEMBA1001084 
HEMBA1001085 
HEMBA1O01O88 
HEM8A1001093 
HEMBA1001094 
HEMBA1001099 
HafiJA100U04 
HEMBA1001109 
HEMBA1001114 101 
HEMBA1001121 



12.55 
7.99 
16.57 
6.41 
6.66 
16.63 
19 
7.38 
12.29 
4.99 
7.89 
4.91 
21.04 
4.44 
4.04 
4.4 
8.69 
12.05 
2.61 
5.48 
30.15 
10.91 
9.18 
12.8 
8.17 
17.96 
8.54 
12.05 
31.09 
16.01 
7.28 
13.51 
15.73 



3.64 11.79 
8.05 12.14 



4. 57 

5.61 

8.39 12.11 

15.91 20.05 

3.51 9.04 



6.2 
5.26 
2.98 
36.78 
7.14 
6.35 
9.13 



5.71 12.9 
3.7 5.48 
7.41 10.99 



3.74 
6.37 
120.57 
6.69 
56.7 
22.93 
7.94 
2.97 
6.95 
13.55 
18.26 
10.12 
12.67 
3.47 
5.99 
3.87 
4.27 
3.23 
55.09 
03 
8.11 



2.83 
3.71 
5.28 



5.2 
6.61 
138.21 211.05 
6.44 
56.44 76.92 
14.44 26. 
5.9 11.63 
5. 22 
10.47 



160.97 118.61 
7.04 9.73 



7.82 
4.94 
6. 74 
12.25 
2.07 
9.58 
5.83 
2.7 
3.81 
25.17 
3. 35 
3.99 
3.11 
6.45 
9. 92 
0.06 
3.82 
44.07 
4.87 
7.34 
4. 73 
6.78 
22.9 
5.78 
11.86 
12.11 
8. 83 
4.91 
15.8 
13.38 
3.64 
2.95 
2.44 
33. 05 
9. 32 
7.22 
8. IS 
3.87 
9.91 
3.68 
2.99 
4.42 
111.88 
6.15 
96.6 
16.88 
5.61 
8.63 
10.99 
15.7 
14.28 
11.43 
10.37 
3.04 
5.52 
1.83 
6.66 
7.66 
54.26 
64.42 
5.44 



12.36 
3.75 

10.22 

12.17 
6.58 
7.25 
11.2 
4.19 

10.69 
7.88 

10. 96 
5.91 

23.52 
2.86 
3.21 
4.92 



9.92 
3. 94 
6.68 
12.73 
4.87 



1.63 
4. 51 
41.58 
9.87 
5. 87 
7.24 
5.58 
19.86 
4.48 
10.02 
16.96 
12.27 
4.64 
12.5 
13.44 
3.96 
3.18 
3.53 
32.39 
5.72 
3.14 
4.18 
3. 59 
9.22 
2. 95 
4.11 
5. 88 
82.79 
5.41 
52.77 
15.28 
6.84 
6.39 
11.81 
24.22 
9.2 
8. 23 
7.16 
2.22 
4.12 
2.98 
5.88 
21.55 
41.61 
78.99 
4. 04 



10.61 
1.89 
4. 56 
19. 82 
3.17 
2.45 
2.1 
4. 28 
8.31 
0.43 
6.06 

37. 38 
8.15 
5.5 
3.99 
5.96 

19.01 
4.06 

10.56 

23.49 
20.3 
4.99 

15. 39 
8. 96 
2.18 
4.1) 
2.07 

34. 29 
6.57 
5.53 
5. 07 
5.86 

14.59 
3.77 
4.69 
7.-08 

99. 92 
3.95 
73 

14.69 
7. 38 
5.39 

13.69 

16.62 
7.86 
10.4 
7.36 
2.64 
4.26 
1.32 
4.18 

10.79 

45.47 
99.5 
4.32 



12.67 
6.33 

11.13 

16.16 
5. 66 
6.35 
7.42 
3. 96 

12.67 
8.24 
2.83 
5.84 

25. 88 
3.08 
2.55 
3.77 
6.33 

14. 27 
1.65 
3. 38 



4.92 3.16 

4.56 3.74 

5. 46 4. 31 

13.64 8.08 

6.6 5 

16.5 7.76 

26.22 14.59 

15.26 9.78 

4.05 3.11 

12. 22 6. 19 

12.92 7.37 

2.52 1.45 

4.27 1.48 

2.05 0.9 

37.95 15.24 

4.21 2.97 

3.87 2.27 

8.01 5.07 



14.87 
5.01 
3.26 
3.82 
14.25 
14.01 
8. 52 
9.72 
4.71 
4.75 
1.79 



1370 



EP 1 074 617 A2 



HEMBA1001122 
HEMBA1001123 
HEWBA1001133 
HEHBA1001137 
HEMBA100U40 
HEHBA1001144 
HEMBA1001 145 
HEM8A1001158 
HEHBA1O01172 
HEMBA1001174 
HEMBA1001175 
HEMBAIOOt 182 
HEMBA1001184 
HEMBA1001192 
HEMBA100U96 
HEMBA100U97 
HEMBA1001208 
HEWA1O01213 
HEHBA1001214 
KEMBA1001221 
HEIBA100122S 
HEMBA100122E 
HEWA1001228 
HEHBA1O01229 
HEIEA1001235 
HEMBA1001238 
KEMBA1001242 
HEIKA1001247 
H9BA1001253 
HEH8A1001257 
HEWA1001261 
HEMBA1O01262 
HEMBAIOOt 265 
HEMBA1001266 
HEHBA1O01269 
HEM8A1001272 
HEJBA1001279 
Ha»A10012St 
HEMBA1001286 
HEMBA1001289 
HEMBA1001291 
HBBA1001294 
HEWA1001296 
HEMBA1O01297 
HEM8A1001299 
HEMBA1001302 
HEM8A1O01303 
HEMBA1001306 
HEMBA1001308 
HEMBA1001310 
HBBA1001312 
HEMBA1O01319 
(SBA1001322 
HEWA100t323 
HEMBAIOOt 326 
HE1BA1001327 
HEMBA1OO1330 
HEMBA1001348 
HE1BA1001350 
HEMBA1001351 
HBBA1O01352 
HEH8A1O01353 
HEWA1001358 
HEMBA1001361 



9.39 
17.13 
8. 92 
6.57 
9. 84 
75.62 
228.88 
11.25 
13.23 
4. 77 
25. 64 
253.75 
2. 72 
7.71 
20. SI 
377.82 
6.77 
162.45 
10.4 
12.82 
4.23 
43.15 
5.8 
171.43 
51.44 
19.14 
153. 09 
33.3 
159.45 
10.7 
6.83 



12 
15.44 
22.75 
62.54 

5. 33 

26.1 
43.22 
42. 89 

4.71 
3S.57 

8.41 

7. 97 
10. 62 
34.22 
25. 32 
10.97 
14. 82 
44. 73 

8.14 
42.22 

3. 83 
10.16 
41.14 
38. 26 
22.04 
29.76 

8.77 
15.78 
31.73 
IS. It 
239. 33 
74.35 

9.19 



7. 37 

11.4 
79.41 
419. 26 
10.45 
15.14 

4. 96 
49. 85 
199. 19 

5. 66 

9.61 
33. 03 
621.74 

4.91 
150. 13 
15.18 
12.25 

4.43 
51.42 

4.52 
141.71 

62.4 
19.72 
161.43 
29.15 

91.8 
11.57 

4.18 

7.56 
18.41 
26. 99 
134.76 

4.56 
31.13 
55.66 
33.78 

4.83 
24. 72 
15.41 
20.06 
19.22 
39. 68 
40.78 

8.86 
11.94 
35. 49 

6.04 
39.35 

6.75 
10.91 
36. 93 
32.16 

9.71 
31.78 

6.35 
12.52 
33.01 
10.31 
87.11 

56.7 

10.7 



17.71 
24. 47 
12.93 
12.88 
16.66 

130.35 

297.93 
12.32 
21.25 
13.93 
37.18 

217.61 
6.46 
13.89 
45 

462. 95 

151. tl 



64.65 
8.07 
227.65 
68.51 
19.8 
160.87 
48.14 
142.61 
12. 78 
8.42 
5. 09 
25 
30.66 
5.56 
13. 33 
42. 25 
55. 89 
59.69 
5.28 
38. 55 
16.09 
12.99 
19.19 
53.21 
38.96 
13.92 
17. 26 
88. 39 
8.8 
44. 87 
12. 77 
17. 38 
47.79 
36.43 
15.11 
64. It 
12.87 
19.81 
83.64 
24. 58 
196.31 
93 
19. 27 



6.58 

15. 29 
3.69 
4.24 

10. 87 
64.7 

34.88 
5.71 
10.8 
3.36 
5. 53 
213.83 
2. 92 
5.11 

22.81 
613.89 
4.11 
224. 78 
6.51 
2.1 
1.43 

33.28 
5. 69 
215. 79 

46.01 

10.86 
152.69 

21.32 
116.02 
5.67 
7.74 
4.62 
9.71 

16.84 
0.22 
2.87 

28.49 

31.39 

41.46 
3.13 

19. 37 
9.8 
5.33 
4.41 

25.14 

17.94 
4. 53 
5.51 

29.14 
2.67 

10.33 

3. 57 
17.38 
4.89 
7.86 
34. 57 
5.62 
3.72 
16.41 
3.9 
30.75 
21.23 
11.26 



5.73 
11.78 
4.11 
4.79 
12.26 
57.88 
83.53 
7.87 
9.67 
4.72 
36.99 
179.06 
7.84 
4.84 
18.19 
355.35 
4.25 
129.48 
7.45 
6.95 
2.73 
48.87 
4.51 
153.09 
34.3 
15.88 
145.07 
32.34 
138. 28 
10.33 
2.14 
4.49 
8.97 
17.03 
1.58 
3.94 
33.02 
34.2 
36.64 
4.27 
18.57 
8. 09 
6.56 
7.4 
29.23 
26.15 
5.04 
7.45 
49.52 
3.81 
40.14 
5.03 
7.15 
18.24 
17.62 
12.59 
26.99 
7.19 
3.89 
14. 04 
5.27 
66.77 
34.67 
10.32 



6.53 
13.71 
4. 57 
2.86 
10.82 
71.9! 
106.81 
10.11 
9.91 
5.71 
18.9 
196.11 
3.84 
2.98 
24.13 
492.48 
4.69 
188.61 
6.56 
5.45 
4.08 
38.83 
3.32 
225.88 
36.55 
9.5 
151.85 
22.28 
127.87 
4.37 
4.76 
6.27 
12.14 
12.35 
0.07 
3.83 
28.73 
26.87 
48.02 
3.23 
13.13 
6.28 
3.52 
S.61 
20.66 
22.11 
4.42 
6.38 
28 
3.08 
18.42 
13.5 
4.09 
15.31 
29.01 
16.77 
26.81 
5.23 
6.89 
17.67 
4.13 
70.17 
61.64 
15.03 



8.45 
43.23 
28.23 
6.5 
10.54 
5.53 
6. 53 
166.5 
2.54 
2.49 
7.47 
223.5 
3.47 
135.18 
4. 99 
2.31 
2.02 
29.67 
3. 32 
105.81 
26.86 
15.04 
99.19 
34.27 
95.67 
9.19 
3.41 
3.32 
13.4! 
18. 86 
24.28 
3.1 
22.53 
21.08 
50.11 
3.56 
19.39 
18.25 
5.19 
6.49 
39.68 
18.04 
4.71 
3.83 
40.25 
5. 37 
38.81 
4.72 
5.93 
13.8S 
7.49 
4.84 
34.76 
5.41 
7.45 
14.45 
8.48 
148.92 
20.12 
5.68 



2.9 3.3 

2.06 3.89 

8.07 5.83 
38.45 52.04 
79. 02 93. 39 

4.55 5.45 

8.89 11.23 

3.53 3.57 

8.52 5.43 

128.3 113.47 

1.64 3.55 

2.97 4.44 

12.08 16.7 

509.73 494.09 

2.44 4.54 
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HEMBA1001364 
(CI6A1001375 
HEMBA10013T7 
HEH8A1001383 
HEMBA1001387 
HEWA1001388 
HEHBA1001390 
HEHBA1001391 
HEMBA1001398 
HEMBA1001405 
HEHBA100140S 
HEMBA1001407 
HHBA100141 
HEM8A1001413 
HEK8A1001414 
HEMBA100141S 
HEHBA1001416 
HEMBA1O01432 
HEMBA1O0I433 
HEMBA1001435 448. 



HEMBA1001442 
HEJBA1 001446 
HEMBA100H50 
HEH8A1001454 
HEMBA1001455 
HEHBAt 001459 
HEIBA1001461 
HEHBA1001462 
HEMBA1 001463 
HEMBA1 001469 
HEMBA1001473 
HEMBA1001477 
HEMBA1 001478 
HEHBA1001480 
HEKBA10014S3 
HEM8A1 001490 
HEMBA1001495 
HOBA1 001497 
HEMBA1001510 
HEMBA1001S15 
HEMBA1D01517 
HEHBA1001S22 
HEIBA1001526 
H0BA1OO1533 
HBBA1001S47 
HHBA10015S2 
HHBA10C1553 
HEMBA1001557 
HE»A1001563 
HEMBA1001566 
HEM8A1001569 
HEKBA1001570 
H9BA1001579 
HEHBA1O01581 
HQBA1001582 
HEWA1001585 
H0BA1OO1589 
HEMBA1001595 
HBBA1 001604 
HaBA1001608 
HEWA1001615 
163IBA1001620 
HEICA1001621 
HEMBA100163S 



5. 59 5.71 

10.82 8.04 

30.09 30.45 

3.9! 6.12 

4.6 4.17 

3.38 12.99 

16.62 20.96 

2. 64 5.63 
7.95 9 

12.88 15.37 

1.07 1.48 

26.07 42.46 

12.19 10.95 

3. 96 7. 52 
10.32 10.99 

108.07 112.24 

5. 94 4. 6 

3.3 3.49 

5.11 5.55 

61 559.24 

84 10.08 

3.77 5.34 

87.92 103.44 

32. 58 33. 13 

4. 27 6. 3 

13.66 26.28 

30.98 26.88 

9. 43 9. OS 

1.15 4.7 

23.94 42.87 

7. 37 9. 89 

143.72 139.98 

3. 38 2. 99 



10. 67 
5.91 
2. 97 



85.92 121.26 
4.11 4.25 
12.19 16.67 

6.81 4.99 
7.95 8.96 

152.72 179.08 
23.66 24.89 
43.55 20.96 
5.42 4.63 
30.69 48.66 

8.82 12.26 
3. 29 3.32 



8.25 

9.96 
47:44 
10.35 

9.82 
10.77 
41.58 

6. 55 
20. 79 
29.38 

6.07 
69. 39 
23.76 
13.68 
22.49 
218.31 

7.89 

7. 34 

7. 48 
661.15 

7.28 

6.49 
ISO. 5 
59.47 

7.42 
34.13 
43.29 
11.64 

4.74 
64.76 
11.35 
283. 29 
11.83 
23.93 
23.32 
28.13 
55.68 
114.17 
13.73 
9.2 
15.08 
21.22 
20.31 
23.12 
10.54 

5.75 
22.05 
11.09 
15.37 

8.62 
27.87 
19.57 
222.36 

7.71 
20.04 

13.1 
19.02 
178.84 
37.02 
66.71 

6.98 
53.49 
20.39 

8.82 



5.34 
6.56 

34.01 
4.08 
4.35 
8.84 
20.9 
6.35 

14. 55 

17.27 
4.64 
34.3 

12.34 
7.68 

13.09 
263.58 
5.06 
4.93 
5.92 
777.73 
7.83 
8.2 
232.41 

19.79 
3.13 

12.19 

63.45 
4.2 
4.99 

64.17 
4.59 

91.65 
2.63 
4.88 

22.22 

15. 26 

75.52 
128.19 
8.69 
1.95 
6.1 

10.39 
6.19 

12.09 
8.17 
6.36 

10.98 
3.83 
5.55 
2.13 

11.41 

12.99 
134.48 
3.25 

15.87 
7.76 
7.86 
145.86 

23.72 
67.7 
6.61 

25.04 

18. 14 
2.2 



8.32 
6. 52 
31.38 
4.49 
3.61 
13.96 
20.32 
4.1 
10.11 
15.08 
2.23 
28.94 
12.91 
4.74 
11.95 
139.52 
3.57 
5.S5 
7.1 
679.52 
12.04 
4.64 
124.8 
12.7 



5.27 
9.69 
32.06 
7.04 
6.6 
33.38 
3.3 
145.02 
2.55 
9.2 
18.94 
17.45 
52.85 
117.69 
8.1 
4 

6.94 
13.01 
10.35 
16.84 
5.66 
S. 56 
12.27 
4.84 
6.29 
3.6 
11.78 
13.03 
102.06 
2.45 
10.82 
5 

6.17 
142.24 
21.32 
43.63 

4.72 
17.81 
12.47 

2.68 



6.23 
8.55 
34.79 
3.29 
5.27 
11.27 
29.35 
4.57 
10.1 
16.39 
2.45 
28.07 
16.6 
6.7 
9.01 
200.62 
4.15 
7.57 
6.22 
650. 29 
8.46 
4.7 
175.34 
25. 66 
4.96 
14.19 
36.73 
5.63 
4.02 
52.34 
4.44 
139.05 
3.35 
12.63 
28.05 
15.48 
69.44 
137.5 
7.82 
3.02 
5.43 



11 
7. 24 
9. 55 
9. 57 
2.49 
11.05 
5.27 
6.53 
3.87 
14.08 
16. 53 
70.96 
2.33 
11.89 
7.16 
6 

141.98 
19. 26 
57.55 

4.09 
22.67 
10.32 

3.13 



4.19 
3.93 
26. 34 
3.04 



2.87 
8.03 
19. 08 
1.16 
2.3 
2.79 



3.4 
9.09 
13.42 
3.84 
26.15 
13.01 
4.77 
7.42 
94.4 
3.74 
4.22 
4.04 
640. 12 
5.85 
3.45 
89.47 
18.88 
6.16 
9. 18 
26.62 
4;19 
4.68 
14.36 
2.71 
125.85 
2.27 
3.97 
14.33 
22.44 
21.73 
43.07 
5.34 
1.96 
7.39 
10.54 
6.93 
9.42 
6.23 
2.68 
5.9! 
3.14 
4.15 
2.2 
8.02 
9.14 
25.6 
0.91 
13.98 
4.04 
7.81 
126.66 
15.87 
24.58 
3.11 
7.35 
10.67 
2.05 



17.7 27.56 

1. 38 3. 14 

3.86 9.96 

7.68 15.75 
0. 53 

15.14 21.96 

4.8 11.91 

2. 46 3. 91 

9.57 11.87 

74.64 97.27 

1.73 3.21 

3. 23 2.6 

2.29 5.52 

377.73 869.06 



I.J 



2.4 



2.72 
10.01 
13.02 



5. 25 
9. 25 
4. 75 



1 5.09 
7.82 10.68 
6. 97 8. 01 

2 6.53 
1.52 3.88 
5.27 11.03 



1.85 
5.42 

83.83 110.77 

14. 33 15. 78 

18.07 23.43 

2.02 10.18 

9.47 10.42 

8.68 14.11 

0.94 1.44 
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HEMBA1001636 
HEHBA1QQ1640 
HEMBA10QTS47 
HEMBA1001651 
HEMBA1001S55 
HEHBA1001658 
HEMBA1001861 
HEICA10O1665 
HE1SA100I670 
HEKBA1Q01672 
HOBA100I673 
HEMBA1 001675 
HEHBA100I676 
HEMBAI001678 408. 
HEMBA1001680 
HEMBA1001681 
HEHBA1Q01684 
HEHBA1001695 
HEWA1001702 
HEIIBA1 001709 
HQIBA1001711 
HEHBA1001712 
HEH6A1O01714 
HEMBA1001717 
HEHBA1001718 
HEHBA1001723 
HEHBA1001731 
HEMBA1001734 
HEKA1001736 
HEM8A1001741 
KEMBA1G0I744 
KEMBA 100 1745 
HEIBA1001746 
HEH6A1001761 
HEMBA1001762 
HQIBA1001781 
HEMBA10017&4 
HEMBA1 001791 
HEMBA1001794 
HEHBA100180O 
HEMBA10018O3 
HEMBA1001804 
HEM8A1001808 
HEMBA1001809 
HEMBA1001811 
HEMBA1001815 
HEJBA1001816 
HEMBA1001819 
HBKA10Q1820 
HEH8A1001822 
HBBA1001824 
HEHBA100I83S 
HEMBA1001844 
HHBA1 001847 
HEMBA1001849 
HEM8A1 001850 
HBBA1001861 
HHBA1O01862 
HOBA100I864 
HEMBA1001866 
HOBA1001869 
HEMBA1001871 
HEHBA1001876 
HQBA1001878 



3.01 
29.8 
5.45 
40.25 
10.17 
S.48 
1.92 
5.27 
14. 59 
5. 67 
67.5 
11.65 
5.94 
18.84 
17.81 
4. 07 
9.98 



3.66 7.63 

43.06 50.77 

3.94 16. ZS 

49.2 70.61 

9.88 20.! 



6.3 
4.2! 
2.14 
4.46 
17.3 
5.44 
12.02 
6.01 
4.38 
2.72 
3.48 
7.38 
15.06 
3.63 
6.61 
10 
4.09 
12.27 
15.21 
7.14 
5.49 
20.29 
3.21 
13.17 
10.28 
1.39 
10.03 
4.85 
12.35 
15.52 
6.04 



6.19 14.07 

83.13 100. 8 

14.39 26.02 

6.55 16.33 
460.84 545.99 

21.9 34.13 
7.09 7.63 

10.79 18.71 

10.78 12.21 

4.98 12.28 

4.26 13.24 
2.9 7.77 

21.73 24.38 

5.05 12.26 

13.24 20.14 
7.09 15. 
5.84 13.91 
5.88 12.37 

4.86 15.18 
10.86 24.38 
22.96 34.81 

4.77 7.03 

5.99 11.87 
14.3 20.05 
4.47 15.81 

16.22 31.71 

11.25 22.91 
8.4 14.02 

5.04 11.37 

19.03 24.02 
4.6 6.87 
17 29.4 

12.82 18.21 
1.46 0.57 

14.07 29.16 

4.27 3.18 
11.27 24.93 
16.02 31.22 
14.01 18.83 

2.22 6.75 

12.84 23.21 
8.63 7.51 

9.62 14.11 

10.52 19.05 
6.03 7.01 
9.14 14.78 

17.09 25.61 
3.42 4.47 
31.74 

3.87 7.65 

7.28 17.71 

19.53 27.(6 
6.35 8.61 
3. S3 8.22 

14.72 27.92 



2.63 
23.27 

4.05 
64.68 

6.79 

3.21 

I. 72 
3.17 

10.01 
4.38 

79.52 

11.92 
9. 03 

212.4 
4. 77 
4.19 
5. 52 
4.59 
2.87 
2.55 
4.65 
4.68 
3.87 

10.04 
6.91 
3.89 
2.09 
4.34 

12.76 

18.57 
5.75 
4.17 

II. 55 
2.95 

11.79 
6.13 
11.89 
7.91 
20.07 
7. 34 
25.23 
18. 52 
2.77 
27.06 
10.29 
14.76 
15.84 
8.04 
3.5 
14. 57 
6.46 
4.64 
12.42 
5.38 
5.03 
18.6 
4. 07 
16.22 
5. 32 
11.53 
23.68 
4.54 
5.16 
7.18 



2.16 
24.57 
6.97 
55.88 
14. 34 
27.79 
2.22 
2.96 
11.18 
5.16 
76.6 
12.54 



7.17 
5.86 
3.73 
2.4 
5.15 
4.43 
6.98 

12.58 
7.4 
3.74 
2.33 
3.76 

10. 32 

17.99 
5. 45 
5. 23 
8.04 
5.47 

12.77 
9.86 
8.86 
5.03 

12.65 
5. 09 

15. 99 

13. 37 
3.18 

14.98 
3. 63 

10. 57 

13. 09 
9. 05 
2.81 

16.12 
8.51 
5. 39 

10. 73 
4.93 
7.86 

20.16 
3.37 

16.82 
5. 64 
8.34 

16.72 
2.2 



1.96 
21.36 
2.61 
51.2 
13.87 
21.94 
1.93 
2.46 
7.78 
2.99 
62.66 
11.4 
9.7 
245. 37 
9.85 
3.95 
3.85 
5.01 
2.48 
2.49 
6.37 
7. 93 
3.98 
8.86 
6.4 



3.13 
13.2 

31.53 
4.88 
3.45 

11.63 
4. 97 
9.07 
7.74 

32.45 
6.87 

17.58 
5.03 

17.41 
6.76 
1.86 
19.9 
4.31 

16.04 



5. 78 
6.11 
9.57 
4. 88 
7.21 

20.58 
3.99 

16.11 
4.4 
6.62 

23.14 
3.49 
4. 33 

10.62 



5.21 2.15 

30.59 17.33 

15 5.01 

17.32 4.91 

2.04 0.71 

2.94 1.87 

13. 23 9.01 

5.11 2.78 



5.97 3.49 

243.82 358.42 

5.24 7.39 

5.56 3.95 

8.63 7.5 

6.15 3.07 

2.67 0.5 



2.22 
6.13 
4.35 
8.97 
6.45 
3.82 
2.59 
3.75 
4.98 
19.64 14.22 



1.03 
3.94 
1.76 
5.33 
5.23 
2. 36 
1.24 
1.03 



3.08 
2.53 
7.31 
4. 55 
10.3 
12.65 



6.76 
2.84 
6.51 



1.98 
12. 36 
4.67 
3.44 
5.22 
3.96 



10.11 
3.29 
3.42 
5.91 
3.21 
3.76 
6.43 



2.09 

21.57 
4. IS 

15.12 
12.4 
4.48 
3.46 
2.02 

14. 55 
4. 53 

80.49 

12.74 
7.17 
324. 52 
4. 29 
9.27 
7.69 
8. 56 
1.76 
2.49 
3.22 
7.49 
2.27 
8.75 
4. 35 
1.25 
1.73 
2.79 
5.27 

21.03 
1.67 
1.77 

10.54 
3.77 
7.64 

10.68 
5.94 
6.54 

12.87 
4.39 

14.18 
9.33 
0.86 

12.88 
5.25 

11.06 
15.2 
9. 93 
2.02 

15.78 
4.7 
3.04 
4.99 
3.69 

10.07 

10.97 
3.64 

10.67 
6.43 
5. 52 

12.62 
2.75 
6.11 
4.82 



1373 



EP 1 074 617 A2 



Table 361 



HEMBA1001S79 23.8 
HEMBA1001884 22.79 
HEHBA1001886 
HEMBA1001888 
HEMBA1001890 12.55 
HEMBA1001896 8.62 
HEMBA 1001 899 
HEMBA 100 1904 
HEMBA1001910 
HEMBA1001S11 
HEMBA1001912 
HEMBA10019T3 S3.S 
HEMBA100191S 9.95 



8. 75 
7.93 
9. 94 
9.07 



HEMBA1002049 431.22 



HEMBA 1 002053 
HEMBA 1002055 
HEMSA1002056 
HEM8A1002061 
HEMBA1 002080 
HEMBA1002O84 
HEUBAi 002085 
HEM8A10O2092 
HEMBA 1002098 
HEM8A1002100 
HEMBA1002101 
HEMBA1002102 
HEMBA10O2105 
HEMBA1002107 
HEHBA10O2113 
HEMBA1002119 
HEM8A1Q02125 
HEMBA1002131 



HEMBA1001918 
HEM8A1001921 
HHIBA1001931 
HEMBA1001939 
HEMBA1001940 
HEMBA1001942 
HEMBA1001944 
HEMBA1001945 8.53 
HEMBA1001950 35.24 
HEMBA1001951 
HEM8A1001958 
HEHBA1001960 
HEMBA1001962 
HEUBAI 001 964 
HEMBA10O1967 
HEHBA1001979 
HEMBA1001987 
HEUBAI 001 991 
HEHBA1002003 
HEMBA! 002005 
HEMBA I 002008 
HEMBA 100201 8 
HEMBA1002022 
HEHBA] 002029 
HEUBAI 002030 
HEMBA1 002035 
HEMBA 1002037 
HEUBAI 002038 
HEUBAI 002039 
HEMBA1002042 
HEMBA1002043 
HEMBA1002048 



39.37 
3.68 
11.92 
10.82 
11.99 
33.16 
6.77 
6.84 
4.14 
3.19 
21.43 
15.2 
4.58 
29.07 
19. 99 
11.06 
3.07 
95.17 
11.96 
6.42 
3.25 
13.24 
25.65 



24.57 36.17 

25.41 39.57 ..... 

3.21 10.85 - 4.21 

5.79 13.13 

17.2 16.26 

13.4 18.92 

9.32 14.65 

9.43 25.81 

17.03 18.88 

136.96 104.54 

18.15 15.1 

67.85 178.77 

12.39 24.42 

6.46 12.5 

9.91 12.62 

10.47 21.38 

7.32 15.17 

9.93 21.45* 

36.8 27.34 

17.39 30.07 

9.04 18.07 

36.06 25.81 

38.17 52.67 

3.88 9.13 

13.79 24.84 

11.31 28.75 

14. 1 28. 18 

31.11 63.39 
6.61 
7.7 



6.74 
5.64 
2.8 



3.64 8.31 

26.67 43.64 

19.08 39.6 
11.59 12.53 
36.45 75.11 
24.25 30.34 
12.89 19.22 
17.04 7.87 

141.19 140.82 

19.11 18.49 

7.41 13.49 

8.61 11.52 

16.56 22.47 

31.58 36.46 

564.03 858.02 

61.58 114.43 

20.77 33.11 

6.55 10.96 
4.19 9.86 

8.96 20.11 

3.85 10.52 

5.88 10.92 

17.76 38.17 
16.29 15.2 

10.18 19.02 

14.09 31.93 
7.S4 13.28 
7.15 15.22 

7.4 21.27 

7.17 14.68 
26. 96 60 

5. 62 9.66 

1876.5 39S9.7 



8. OS 
7.86 
6.86 
5.08 



27. 25 30.71 21. 12 

18.36 21.7 20.15 

4.2 3.06 

5. 21 8. 71 

7.84 9.91 

9.97 13.19 

9.12 9.82 

8.49 15.82 16.23 

10.76 16.22 11.5 

60.48 92.99 36.82 

11.38 13.1 11.76 
91.97 76.48 71.89 
17.53 14.5 13 
8.11 6.81 

8.57 8.25 
7.16 7.58 
1.25 16.55 . . 
9.87 12.2 10.55 
8.22 35.32 31.27 

21.25 14.66 13.47 

9.58 9.66 6.81 

22.39 20.56 21.76 
44.58 33.39 34.05 

1.87 2.36 1.68 

7.91 13.38 11.06 

9. 3 13.76 9.37 

9.47 13.95 12.22 

22.3 13.19 20.77 

3.38 4.61 6.79 

5.03 3.79 3.32 

1.78 2.7 1.18 

2.58 2.51 1.13 

22.86 20.88 16.44 

14.05 18.61 13.62 

3.51 5.86 20.49 

52.83 42.93 48.33 

10.7 17.32 16.65 



7.3 



... 5.11 
59.83 84.82 73.74 
6.44 9.02 6.74 



2. 37 



5.91 



5.13 



6.65 

- 6.87 

5.14 12.63 17.17 

234.02 525.06 482.28 

104.42 98.85 104.79 

22.38 16.8 17. 16 
2.52 2.93 4.72 
2.45 3.45 
3.27 8.34 
5.96 3.47 
2.9 5.24 .... 

14.49 14.47 17.01 
3.59 8.82 8.02 
11.56 6.49 4.52 

14.79 12.76 11.05 
4.1 4.71 4.56 
3.71 9.62 

10.18 12.18 
10.73 7.63 8.56 

38.03 31.14 26.41 
11.65 3.83 5.15 

1306.5 2879.6 1519 



5.77 



0.92 
5.7 
4.97 
7.31 



18.92 12.59 21.51 
24.74 18. 16 27.02 
3.99 2.94 2.81 
5. 32 6. 52 7. 9 

5.34 7.04 9.79 

7. 37 7. 12 11.57 
4.74 3.78 7.78 

7.42 3.21 4 
15.72 11.44 11.3 
38.97 44.93 16.51 

6.02 5.45 6.48 

38. 1 40.9 79.58 

8. 17 4.57 10.88 
4.3 2.18 7. 19 

5.28 3.66 4.78 
8.41 6.87 7.96 

4.84 5.03 14.82 

7.02 5.09 7.03 

17.26 9.8 12.44 
4.56 8.32 14.97 

6.7 4.7 10.21 

31. 55 22.6 14.77' 

41.69 23.81 4S.03 

2.35 1.43 3.59 
7.97 3.56 9.09 

10.95 7.24 13.69 
12.21 4.77 10.5 

8". 29 10.21 24.27 
4.27 2.37 4.75 
4. 73 5. 25 2. 63 
2.19 1.73 1.57 
4. 14 2. 93 2. 53 

24.76 11.27 20.55 

20.77 11.98 21.03 

4.43 1.81 2.74 
30.25 25.12 55.78 
10.55 13.15 11.59 

8 6.82 6.24 

4.64 3.69 6.06 
61.45 42.2 28.14 

4.63 2.27 2.59 
3.27 1.37 3. 16 

7.97 0.75 4.67 

5.01 5.72 8.43 

11.27 12.56 24.5 
304.41 585.23 233.29 

56.5 40.65 69.44 

15.07 11.5 16.77 

5.3 2.16 5.03 
2.37 0 1.82 
6.09 2.76 4.82 
2.69 1.31 2.02 

3.65 1.95 5 
14.19 7.25 10.23 

9.31 14.32 5.83 

8.34 7.69 7.11 

16.17 8.68 13.96 

3.77 3.14 3.09 

4.21 1.98 2.79 

2.67 2.93 5.58 

6.5 2.35 7.99 

31.91 16.47 21.72 

2.02 2.4 2.97 
1255.8 1936.4 1651.4 



1374 



EP 1 074 617 A2 



HEMBA1O02133 
HEMBA1O02139 
HEMBA1002M1 
HEMBA1002I44 
HEMBA1002147 
HEMBA1002150 
HEMBA1002151 
HEBBA1002153 
HEMBA1002156 
HEMBA1 002160 
HEKBA1002161 
HEMBA1002162 
HEMBA1002163 
KEIBA1002164 
HEH8A1002166 
HEM8A 1002 167 
HEMBA1002173 
HEMBA1002177 
HEMBA1O02178 
HEMBA1002179 
HEMBA10O21S5 
HEMBA1002188 
HEBBA1002189 
HEMBA1002191 
HEI1BA1002192 
HEJ6A1002195 
HEHBA10Q2196 
HEMBA1002199 
HEWA1O022O4 
HEWA1 002208 
HEHBA1002212 
HEMBA1002215 
HEMBA10Q2217 
HEWA1002220 
HQBA1002226 
HEMBA1002227 
HEWA1002229 
HEMBA1002237 
HEMBA1002239 
HEMBA1002241 
HEMBA10022S3 
HEtBAI 002257 
HEJBA1002259 
HEMBA 1002262 
HEMBA1 002265 



29.03 
It. 69 
3.72 
2.85 
10.27 
1.33 
6.03 
0.77 
2.06 
56.44 
44.7 
89.86 
40.99 
5.75 
15.02 
11.24 
2.74 
3.19 



35.39 76.13 

23.7 52.84 

5.77 10.55 

4.6 6.42 

15.44 23.81 

1.23 3.53 

4.63 It. 41 

2.83 4.03 

3.91 4.83 

32.19 84.15 

21.27 41.93 

103.46 226.68 

33. 35 79.59 

8.38 13.54 

15.38 25.99 

16.13 23.3 



107.6 
28.04 
5.21 
4. 94 
11.25 
2.46 



7.08 
6.73 



3.07 
4.9 
24.67 
5.88 
69.59 
4.08 
5.95 
4.46 
11.48 
17.19 
12.36 
4. 42 
8. 54 
3.77 
3.21 
40.07 
3.86 
29.2 
33.53 
5. 24 
4.63 
106. 58 
12.22 
7. 54 
13.5 
IS. 09 
14.18 
27. 68 
6.74 
3. 26 
13.88 
2. 59 
28.75 
11.61 
59. 64 
5.85 
5.15 
26.14 
3.49 
14.03 
74.1 
7. 99 
10.07 
59.9 
3.79 

HEMBA1 002351 16.84 



4. 74 

7. 92 

3.14 

4.72 9.91 

32.27 51.89 

6.14 7.11 

81.69 157.25 

3 7.66 

7 11.91 

6.6 10.03 

14.42 16.69 

29.45 44.34 

17.29 25.36 

3.1 8.67 

9.41 18.06 

4.75 11.1 

2.97 8.05 

58.29 38.41 

6.37 9.01 

48.92 80.06 

65. 16 51.1 

7.25 13.43 

2.53 7.61 

86.21 101.41 

17.16 20.51 

10.24 15.29 

22.26 29.8 

23.24 29.3 

19.86 21.44 

15.47 50.07 

5 13 



5.6 
108.2 
61.65 
313.25 
79.2 
8.04 
20. 34 
10.71 
7.8 



Table 362 

70.61 84.67 

21.84 20.31 

5.75 3.18 

2.2 5.21 

8.38 13.35 

2.28 2.8 

5. 56 6. 68 

4.19 3.78 

4.46 2.69 

70.78 79.86 

56.83 51.89 

143.99 221.76 

53.49 69.59 

3.83 5.52 

17.99 15.76 



14.08 

2.97 
233.85 
6.05 



13.78 
4. 98 

13.68 
5.65 
4.93 

21.43 
4.39 



3.21 



9.4 



HBBA1002328 



(OBA1002348 



42.22 44.71 

12.1 29.02 

53.59 76.81 

S.03 12.11 

6.41 11.19 

32.72 45.81 

3. 33 9. 66 

17.51 33.87 

90.11 104.64 

5.95 12.61 

14.65 15.74 

42.49 67.67 

4.77 8.57 

19. 17 38.76 



14.62 
8.12 

18.54 
2.76 
5.8 
3.82 

I. 88 
33.44 

5.94 
21.26 
12.99 
6.25 
2. 56 
191.32 
2.71 
4.58 
14. 68 
18. 72 
12.15 
10.16 
3.57 
1.32 
17.54 
1.67 
47.37 
16.8 
100. 13 
6.62 
4.43 
15. 36 
1.53 
10. 39 
39.01 

II. 75 
8.32 

22.81 



141.07 152.77 
7 4.24 
6.79 
6.23 



6.42 



12.56 12.05 
15.7 10.6 
15.65 13.06 
2.3 3.61 
S.16 
4.93 
3.26 
26.5 



6.13 



6. 49 
3.64 
2.5 
37.1 
8.12 

24.93 28.49 

38.46 30. 19 

5.49 6. 14 

2.45 2. 52 

99.49 119.15 

7. 33 6.42 

6.87 7.36 

19.62 16.23 

15.42 11.55 

13.48 12.48 

19.76 26.78 

4.76 3.79 

1.98 2.17 

14.92 16.25 

2.25 2.2 

56.93 39. 52 
17.62 14.8 
70.41 86.41 

5.15 5.86 

3.26 5.88 
15.91 12.15 

2.94 1.89 

17.53 10.54 

88.83 67.57 

8.3 7.98 

6.89 8.79 

39.26 47.94 

2.41 2.17 

19.61 18.36 



29.03 
32.1 
3.83 
1.49 
8.76 
1.93 
5. 34 
2.71 
2.87 
43.2 
26. 74 
91.22 
30. 86 
3.45 
15 



3.6 
2.7 
2.62 
8.38 
2.27 

75.89 
3.01 
4. 64 
6.4 
7.65 
4.22 
6.95 
1.67 
8.07 
3.19 
2.77 

27.12 
6.11 
9.06 

10.92 
5.27 
2.39 

95.67 
3.87 
4.9 

17.99 
9.03 
8.23 
8.51 
3.06 
2.49 
8.98 
2.59 

32.89 
7.63 



4. 45 

2.72 
25. 74 

1.67 
14.85 
65.51 

3.81 

4.57 
42.75 
3.1 
31.34 



14.5 31.23 
12.89 25.76 
1.34 5.31 
2. 58 2.66 
9.55 
2.03 
4.91 
3.61 



6. 54 

0.73 
2.78 
1.39 



2.49 

16.4 44.96 

12.83 24.21 

73. 96 98. 59 

22. 17 36.21 

2.03 3.62 

11.24 18.28 

7.17 15.43 

0.11 6.96 
0. 89 

1.64 3. 18 

2.86 3. 55 

11.95 12.92 

4.54 2.68 ■■ 

48.73 66.24 
1.76 



5.33 
4. 74 
5.06 



2.39 
2.77 
1.78 
6. 56 

7.55 12.67 
2.17 

6.31 7.72 

2.31 3.82 

1.7 3.42 

21.87 26.71 

1.94 2.28 
21.04 35.76 
21.02 13.32 

3.9 7.13 

t.83 5.54 

52.74 66.24 

2.39 2.33 

4.18 3.85 

11.27 18.91 

9.95 14.69 
10.18 13.41 

9.81 
1.88 

0.44 3.13 

7.54 11.64 

2.03 2.91 

19.02 22.8 

7.75 11.14 

34.11 39.43 

4.18 4.84 

1.07 1.82 

14.29 26. 13 

1.15 3.51 



12.2 
46.31 

2.17 

2.08 
47.55 

1.47 
14.04 



18.17 
39.48 
4. 39 
3.76 
14.2 
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HEMBA 1002356 
HEMBA1 002357 
HEMBA1 002360 
HEMBA1 002363 
HEMBA1 002365 
HEMBA1 002370 
HEMBA1002374 
HEMBA1002376 
HEMBA1 002377 
HEMBA 10G2380 
HEMBA1002381 
HEMBA1 002384 
HEMBA1 002389 
HEMBA1 002396 
HEMBA 1002402 
HEMBA10C2417 
HEMBA100Z419 
HEM8A1 002420 
HEMBA1002421 
HEMBA 1002423 
HEMBA1 002424 
HEMBA1 002426 
HEMBA1002430 
HEMBA1002439 
HEMBA1 002441 
HEMBA1002454 
HEMBA1 002458 
HEMBA1002460 
HEMBA10Q2462 
HEHBA1002465 
HEMBA1002469 
HEMBA1002475 
HEMBA10O2477 
HEMBA10O2480 
HEMBA1002481 
HEMBA1002486 
HEMBA 1002490 
HEMBA 1 002495 
HEMBA1 002498 
HEM8A1 002501 
HEMBA 1 002503 
HEMBA1002504 
HEMBA1002508 
HEMBA1002513 
HEMBA1002515 
HEMBA1002524 
HEMBA1O02538 
HEMBA1002542 
HEMBA1002544 
HEMBA 1002546 
HEMBA1002547 
HEM8A10O2SS0 
HEMBA1002S51 
HEMBA 10025S2 



36 42.3 
5.52 13.1 

7.18 14.99 
7.21 6.56 



5.13 
2.68 
7. 98 
3.93 
9.59 
10.33 
4.05 



6. 37 
3.2 
8.73 
7.64 
9.89 
16.4 
9. 29 
8.47 11.56 
11.42 20.29 
12.69 16.26 
11.74 16.83 
16.84 19.38 
5.76 8. 38 
19.24 23.07 
18.39 32.76 
22.61 32.68 
10.97 10.88 
7.39 16.83 
3.4 2.99 
16.86 14.68 
6.85 11.02 
12.57 18.57 
18.76 29.12 
17.05 22.65 
4.29 4.96 
J8.46 17.14 
5.68 18.77 
4.8 4.95 
14.5 19.14 
3.04 4.91 
3.73 5.8 
14.96 20.73 
32.89 43.68 
43.66 58.23 
3.78 6.46 



7.77 
1.3 
11.32 

5.06 

9.71 
22.59 

2.52 

4.86 

14.29 22.48 

80.29 71.81 

16.49 22.78 

3.95 4.98 

49.15 78.71 

21.39 26.41 

2.51 5.57 



HEMBA1002574 18.81 26.29 



70. 07 
13.45 
31.64 
15.23 
6.27 
4.12 
12.15 
11.22 
16.96 
28.08 
15. 58 
16.49 
29.05 
27.27 
21.99 
28.25 
11. 3E 
51. OS 
48.66 
44.06 
26.72 
33.68 
7.25 
38.41 
20 



7.67 
47.19 
11.31 
10. 36 
36.85 
75.36 
82. 55 

9.54 
15.06 

4.26 
15.09 

4.01 
17.71 
33.08 

6.81 
13. 28 
34.17 
142. 33 
27.12 

8.23 
90. 52 
43.07 

9.92 
42.05 
19.47 
10. 95 
24.74 
248.93 
56.08 
52.73 
36.64| 
16.38 
12.22 



29.36 
11.96 
12.78 
10.07 



14.11 
7.37 
7.99 
5.75 
7.41 
13.15 
14.12 
2.24 
26.34 
28.36 
7.09 
15.1 
10.19 

I. 05 
5.15 
8.08 

19.84 
23.99 
30. 55 
4.04 
10.69 
7.83 
3.53 
10.6 
4.99 
6.68 
17.9 
48.87 
111.1 
6.71 
10.61 

II. 14 
5.12 
3.71 
11.5 

19.66 
5.24 
5.54 
23.25 
191.63 
14.78 
6.73 
40. 75 
27.63 
2.51 
23.19 
12.44 
9.59 
19.26 
300.72 
12.56 
26.65 
14.11 
5.31 
7.72 



5.08 
7.09 
13.73 



6.86 
22.99 
103.72 
IS. 43 

9.06 
20. 92 
15. 98 

4. 26 
22.23 
11.51 

4.94 
26.78 
297. 51 
22.81 
25.92 
18. 09 

5.66 

5. S3 



25.6 
5.72 
10.39 
12.95 
2.92 
1.16 
4.18 
2.77 
6.15 



7.11 
10.71 

I. 91 
18.31 

25 
5.55 
9.61 
11.23 
3.49 
6.57 
5.94 
15.91 
19.78 
38.17 
5.54 
14.44 
8.09 
2.82 
17.91 
2.26 
9.35 
17.9 
38.22 
41.26 
12.7 
10.8 
3.06 
6.01 
5.17 
8.42 
7.29 
5. 47 
8.78 
20.23 
120. 69 
17.06 
6.15 
26.29 
20. 86 
4.71 
22.76 

II. 85 
7. 59 

27.85 
250.18 
12.46 
32.98 
18.3 
5.07 
9. 



10.06 
6.94 
4. 54 
1.82 
4.71 
3.34 
6.12 

15.31 
6.86 
10.3 
8. 49 
5.14 
8.38 

18.74 
3.6 

20.11 

28. 96 
4.56 
12.1 

14.09 
1.89 



10.43 

8.36 4.52 

15.68 8.28 

21.68 9.8 

25.74 12.29 

6.09 4.59 



4.25 
5.61 
0.66 
6.53 
1.28 
0.82 
9.17 
16.64 
29.1 
3.53 
2.76 
0. 74 



4.41 

9.48 

2.16 
11.51 

3. 46 

6.55 
9.8 
19.18 
76.83 
10. 64 

6.66 

2.94 

3.02 

4.27 2.18 

3.65 5.7 

3. 31 4. 58 

3.51 2.04 

7.76 3.44 

26.21 13.64 

75.35 42.62 

9.62 3.52 

8. 5 2. 36 
11.49 22.91 
15.81 13.41 

1. 72 3. 19 

15.94 12.91 

16.99 12.78 

3. 52 2.9 

11.51 7.07 

199.37 60.64 

7.29 13.02 

19.03 21.81 

12.06 11.37 

2.73 4.44 

4.6 2.49 



26.48 
6.78 
9.23 
5.41 



2.5 

4.87 
14. 99 

6.19 
12.08 

6.08 

3.81 

10.5 
12.94 

2.93 s 
18.92 
14.32 

6.54 : 
11.48 

9. 51 

1.65 

5.71 

6. 62 
16.15 
15.93 
25.18 

1.34 

2.08 

6. 29 

3. 66 

9.54 
2.5 

5.73 
15. 34 
20.65 
14.88 



4.4 

3. 39 
S.29 
5.25 
6.31 
3.36 
24.16 
73.64 
9.44 
7.03 
24.84 
19. 29 
4.1 
13.91 
19.34 
5.93 
19.83 
136.04 
18.03 
22.76 
15.9 
3.12 
5.42 
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5.95 
24. 56 
18.13 
10.62 
4. 27 
2.85 

8. 59 
27. 35 

9. SI 
17.6 
12.9 

10.16 
13.26 
38.73 
9.03 
5.06 
4.98 
66.26 
10.24 



HEMBA1 002590 
HEMBA1O02592 
HEMBA1002SS5 
HEHBA1 002609 
HEMBA1002617 
HEMBA1002619 
HEMBA1 002621 
HENBA1 002624 
HEMBA1 002628 
HEMBA1 002629 
HEMBA1 002632 
HEHBA1 002645 
HEMBA1 002651 
HEMBA1002652 
HEMBA1 002659 
h£KBA 1002 661 
HEMBA1 002666 
HEJBA1 002667 
HEMBA1 002673 
HEMBA1 002678 13.62 
HEMBA1 002679 13.69 
fOBAI 002688 
HEIBA1 002696 
HEMBA1 002703 
HEMBA1 002706 
HEMBA1002712 
HEMBA100271S 
HEM8A1002716 
HEMBA1002718 
HEMBA1002728 

HEMBA1002730 

HEMBA1002734 

HEMBA1002742 

HEMBA1002746 

HEMBA 1002748 

HEMBA10027S0 

HEMBA 1002755 

HEMBA1002759 

HEMBA1002763 

HEM8A1002767 

HEMBAI002768 

KEMBA1002769 

HEMBA100277O 

HEMBA1002777 

HEMBA1002779 

HEMBA1002780 

HEMBA 1 002790 

HEMBA 1002794 

HEMBA1 002798 

HEMBA100280! 

HEMBA100281O 

HEM8A1002816 

HEM8A1002818 

HEMBA100282O 

HEMBA1002826 

HEM8A1002S33 63.25 

HEMBA1002850 32.24 

HEMBAI00286Z 2. 91 

HEMBA1002863 5. 54 

KEMBA1002867 12.64 

KEMBA1002876 33.33 

HEMBA100288S 38.07 

HEMBA10O2896 373.7 

HEMBA1002913 5.91 



59.06 
7.17 
6.13 

11.08 
7.25 

10.24 
5.54 

12.44 

18.89 
18.2 
3.87 

22. 55 
9.65 
4. 66 
6.97 
16.7 

47.68 
8.72 
5.52 

17.19 
2.13 
6.28 
4. 32 

18.15 

44.22 
7.76 

58.19 
3.51 
3.05 

33.54 

13.01 

27.01 
19.2 



11.3 17.91 

35.63 62.38 
24.94 

12.63 20.23 

5.73 

2.62 

8. 17 23.61 

35.73 „.. 

18.29 22.67 

28.89 36.07 

25.94 21.19 

17.89 28.87 

18.44 26.72 

48.42 65.53 

11.88 19.16 

3.99 9.25 

2.76 10.31 

92.17 95.25 

11.61 24.1 

19. 9 33.62 

14.71 16.04 

5.12 9.48 

73.44 43.41 

12.58 16.1. 
6.22 16.32 

15.22 21.38 

9.24 15.63 

5.79 8.57 

9.62 8.18 

14.25 13.51 

21.85 36.97 

30.15 26.54 

2.34 11.09 

32.65 52.23 

IS. 62 22.06 

4.65 9.25 

7.74 9.25 

17.27 27.62 

57.94 56.78 

14.41 17.03 

5.94 12.79 

27.21 15.86 
4.12 
5.97 

3.05 9.05 

7.73 29.43 

50.48 73.09 

9.01 14.22 
S3 86.62 

8.44 16.4 

9.57 15.59 

55.39 45.57 

14.09 20.64 

29.21 S6.88 

24.63 69.75 

54.77 137.72 

50.44 106.97 

4.02 13.2 
4. 99 10. 17 

16.67 40.23 

40.68 56.24 

46.59 100.23 
87.77 442.56 
13.06 17.5 



3.86 
31.85 
•20.67 
14.42 

1.57 
3.1 



1.48 
15.14 
10.8 
12.29 
15.43 
46.16 
8.75 
2.67 
1.02 
40.2 
10.91 
20.45 
4.7 
4. 59 
32.21 
7.07 
2.59 
7.53 
3.34 
7.72 
5.1 
6.78 
19.48 
25.61 
2.03 
26.89 
9.53 
7.27 
6.37 
16.79 
54.23 
5.04 
2.88 
8.55 
3.83 
5.84 
3.43 
3.93 
31.77 
4.88 
94.91 
3.59 
8. 92 
5.42 
7.78 
35.9 
28.13 
30.62 
13.72 
2.77 
2.83 
22.98 
16.95 
134.31 
153.27 
7.91 



9.68 
31.39 
22.43 
14.63 
2.4 
2.95 
9.98 
33.75 
9.73 
20.64 
16.54 
14.08 
10.74 
37.25 
10.05 
2.42 
2.15 
49.75 
20.39 
17.4 
9.65 
5.44 
38.96 
6.09 
4.89 
9.92 
13.16 
6.63 
4.05 
9.73 
14.69 
18.78 
2.86 
25.86 
12.94 
4.67 
7.77 
11.68 
36.74 
11.17 
4.3 
10.93 
4.73 
6.03 
3.09 
22.04 
35.83 
6.33 
76.86 
4.66 
5.81 
16.08 
6.78 
30.38 
24.2 
26.06 
14.84 
4.81 
5.36 
17.46 
25.21 
130.1 
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HEMBA1 002821 
HEKBA1 002924 
HEMBA1 002934 
HEMBA1002935 
HEMBA1002937 
HEMBA10Q2939 
HEMBA1002944 
HEMBA1O02951 
HEMBAIOQ2954 
HEMBA 1002962 
HEM8A1002968 
HEMBA 1002 970 
HEMBA1 002971 
HEMBA1 002973 
KEIBA1002978 
HEMBA10029S1 
HEMBA1 002985 
HEMBA1002986 
HEMBA1O02988 
HEMBA1002992 
HEMBA1 002995 
HEMBA 1002997 
HEMBA 1 002999 
HEMBA 1003004 
HEMBA 1003006 
HEMBA 1003008 
HEMBA 1003021 
HEMBA 1003027 
HEMBA 1003029 
" HEMBA1 003031 
HEMBA! 003032 
HEMBAf 003033 
HEMBA 1003034 
HEMBA 1 003035 
HEMBA1 003037 
HEMBA1003041 
HEMBA 1003046 
HEMBA1 003047 
HEMBA 100 3048 
HEMBA1 003064 
HEMBA1003067 
HEMBA1003071 
HEMBA1003072 
HEMBA 1 003076 
HEMBA1003077 
HEMBA1003078 
HEMBA1003079 
HEMBA1003083 
HEMBA 1003086 
HEMBA1 003090 
HEMBA1 003094 
HEMBA 1003096 
HEMBA 1 003098 
HEMBA1003101 
HEMBA10Q3109 
HEMBA10031I4 
HEMBA1003117 



10.08 17.69 26.78 

IS. 52 23.06 41.44 

7.43 7.93 15.24 

44.38 58.85 S2.49 

2.13 5.21 6.49 
6.4 9.23 

6.74 7.31 12.98 
2. 29 3. 34 
17.42 19.44 

8.79 11.09 12.46 

7.03 12.43 15.52 
3.97 3.94 

46.35 65.62 65.66 

19.1 22.88 32.02 

9.61 14.49 12.56 

7.62 7.65 10.48 
117.94 141.29 115.79 

1.09 4. 19 2.41 

6.76 12.45 10.76 

6.35 10.06 11.88 

4.3 8.89 7.73 

107.63 114.87 183.64 

53.34 68.01 72.24 
3.64 4.33 
4.28 5.05 
27.15 36.55 
5.81 12.5 
18.79 26.5 

19.01 29.05 31.26 

23.27 32.76 35.52 

10.51 18.48 23.57 

3.28 3.5 9.21 

32.22 43.17 44.46 

6.34 9.49 
4.76 
4.77 
5.57 



7.42 
7.7 
38.8 



3.15 
5.81 
3. 59 
2.75 
7.72 
7.42 
3.5 

4.3 6.5 3.99 

22.65 30.56 72.67 

10.41 7.13 12.54 

57.77 42.56 38.04 

5.9 3.99 8.44 

2.67 1.28 11.95 

17.29 19.57 26.48 

66.37 81.42 75.05 

27.88 31. 13 33.36 

7.62 15.14 35.58 

5. 15 5.97 7.99 

51.24 56.94 73.88 

55.72 62.33 39.5 

21.19 29.16 38.82 

16.2 22.18 27.85 

5.29 16.23 



4. 57 
17.55 
8.33 
15. 89 
6.16 
6.39 
7.18 
3.26 
12.87 
11.77 
4.99 
9.45 
55.83 
18.54 
9.49 
7. 25 
,100.57 
' 1.9 
6.53 
10.23 
5.51 
177.35 
37.39 
2.58 
1.79 
26.92 
11.13 
21.25 
23.38 
18.12 
10.46 
2.58 
25.3 
7.01 
6.95 
6.46 
2. 55 
2.24 
5.16 
6.45 



11.52 IT- 13 
21.51 18.51 



19.71 
32.69 
3.25 
7.51 
6.53 



0.41 



26.1 
2.49 
3.18 
7.34 
3.99 

16.68 13.48 
11.02 6.43 

4.92 6.17 

5. 39 4. 2 
32.32 29.43 
14.79 14.79 
10.35 10.49 

7.54 7.91 
91.73 67.47 

4.92 2.49 
13.58 5.88 

8.86 4.79 
.4.55 4.85 
156.59 181.54 
47.67 41.25 

3.67 3.65 

6. 77 4.D5 
32.63 23.56 

6.12 5.84 
18.71 19.18 
17.83 18.43 
20.06 19.05 
10.87 8.93 

2.99 3.45 

23.69 20.88 
5.99 4.57 



4.55 

HEM3A1003120 26.44 23.65 42.74 

HEMBA1003129 13.18 14.01 38.23 

HEMBA1003133 18.25 22.53 34.22 

HEMBA1003136 IS. 39 19.51 25.59 

1003142 14.56 15.27 15.48 

.1003148 16.81 26.84 29.42 

HEMBA1003151 8.82 10.43 18.65 



1.88 
2.07 
40.85 
12.87 
15.22 
5.05 

I. 19 
12.28 
81.77 
17.15 
19. 46 

4.67 
44.19 
28.21 
18. 38 

II. 32 
3.16 

11.15 
23.62 
24.55 
18.11 

9.65 
16.45 

5.42 



3.5 
7.11 
3.97 
3.39 
6.98 
5.86 
3.75 



22.46 
5.47 
1.44 
16.41 
61. OS 



15.32 
3.22 
2.69 
7.96 
3 

13.76 
11.04 
4. 89 
3.04 
18.21 
14.19 
8.97 
5.93 
36.07 
2.41 
6.35 
4.31 
3.59 
82.75 
62.98 
3 

4.37 
33.58 
7.32 
16.11 
16.34 
22.57 
13.71 
2.32 
30.34 
6.73 
1.17 
3.65 



6.89 8.36 

6.29 12.01 

4.34 7.83 

13.88 12.84 
1.79 



2.68 
1.53 
9. 59 
2.41 
14.9 
10. 79 
3.33 
3.66 
16.03 
16.42 
9.32 
6.33 



1.7 
7.18 
4.01 
1.84 
3.49 
17.64 
5.56 
9.05 
3.19 
1.26 
17.96 
45. 88 
13.44 
6.94 
2.44 
49.21 
19. 35 
17. 89 
15.03 
3.55 
13.62 
9 

21.94 
14.64 
8.14 
21.43 
10.89 



1.1 
2.7 

1.79 

7.82 

6.23 

4.54 

1.94 
22.18 
10. 32 

6.63 

4.75 

32.99 67.86 

1.9S 2.68 

4. 68 5.88 

25.89 6.31 

3.01 4.66 

91.36 112.69 

43. 59 63. 81 

I. 57 3.06 
2.61 3.52 

25. 15 30.26 

6.94 6.02 
14.87 19.02 

15.3 19.09 
22.89 27.58 
10.94 13.4 

2.32 3.69 

23.98 27.83 

1.95 2.1 
2.19 4.48 
3.49 6.68 

1 3.62 

2. 72 4. 34 

5.24 6.81 

3. 53 5. 26 

2.09 2.56 

0.09 2.65 

22.4 33. 19 
3.38 7.99 

21.41 25.7 
1.13 

I. 15 

II. 77 14.23 
45.17 41.59 

24.06 7.13 
6.32 13.5 
1.23 5.06 

42. 96 49. 32 

33.07 15.18 
17.36 21.07 
12.24 12.98 

1.47 2.05 

6.31 12.11 

7.3 18.68 

16.17 21.16 

13.22 14.96 

5.26 6.82 

II. 51 11.59 
7.34 8.14 
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HEMBA1003280 129.77 



KEMBA1003152 
HEMBAI 003 157 
HEMBA1003166 
HEHBA1003171 
HEMBA1003175 
HEMBAI 0031 79 
HEMBA1003186 
HEMBA1003196 
HEMBAI 003 197 
HEMBA 1003 199 
HEMBA1O03202 
HEMBA10Q3204 
HEMBA1093Z10 
HEMBA1003212 
HEMBAI 003218 
HEMBA1003220 
HEMBAI 003222 
HEM8A1003225 
HEMBA 1003229 
HEMBA1 003230 
HEMBA1003235 
HSBA1 003236 
HEMBA1 003250 
HEMBAI 003252 
HEMBAI 003257 
HEMBAI 003268 
HEKBA1 003273 
HEMBA1003276 
HEMBA1003277 
HEMBAI 003278 



4.25 
16.47 
6. 07 
4.76 
9.06 
11.74 
32.34 
4. 93 
11.79 
23.1 
23.9 
4.47 
26.93 
25.47 
4.32 
35.02 
6.38 

I. 99 
4.11 

19 
6.36 

28.57 
3.88 

10.38 
4.81 
4.15 

II. 8 
149.48 

46.25 
4.71 



HEMBA! 003281 
HEMBA1003284 
HEMBA1003286 
HEMBA 1 003291 
HEMBA 1 003294 
HEME A 1 003296 
HEMBA1003304 
HEM8A1 003306 
HEMBA1 003309 
HEMBA1 003314 
HEMBA1003315 
HEMBA 1 003322 
HEMBA1O03326 
HEMBA 1003327 



HEMBA1003328 105.65 



HEMBA1003330 
HEMBA1003348 
HEMBA1O03369 
HEMBA1 003370 
HEMBA 1 003373 
HEMBAi 003376 
HEWA1003380 
HEMBA1003384 
HEMBAI 003387 
HEMBA1003392 
HEMBA1003395 
HEMBAI 003399 
HEMBAI 003400 
HEWAt 003402 
HEMBAI 003403 
HENBA1003408 
HEMBA1003412 
HEMBA1003417 



66.35 
4.17 
19.63 
72.44 
2.81 
44.35 
S.89 
13.02 
1.78 
2. 38 
4.7 
21.51 
6.02 
7.54 



6.01 
3.04 
4.61 
3.S9 
11.8 
3.97 
1.93 

26.49 

16.13 
2.68 
2.69 

20.63 
3.56 

38. 86 
4.18 

25.83 
5.21 

21.02 



6.9 16.54 
20.65 36.14 
8.14 15.-45 
6.01 1.83 
9.36 15.39 
19.14 23.08 
34.21 53. 13 
5.75 11.29 
16.34 26.33 
49.93 40. 5 1 
28.7 33.49 
10.56 14.07 
30.85 39.03 
38.89 40.06 
4.85 11.19 
49.9 56.61 
11.47 27.57 
$.89 11.4 
5.35 10.53 
22.89 41.86 
6.82 18.89 

38.02 51.11 
5.03 10.29 

11.26 18.86 

5.23 14.11 
9.87 10.08 

16.03 28.72 
149.2 143.91 
23.14 67.56 

4.24 12.6 
109.77 149.42 

33.44 113.06 
19.37 13.16 

12.62 36.72 
65.02 121.3 

2.31 
42.6 76.86 
11.83 11.34 
19.68 19.63 
3.09 6.44 
3.32 2.13 
9 9.09 
21.29 36. 7t 
5.69 11.31 
6.06 15.43 
106.38 147.91 

12.33 12.91 
4.46 6.33 
6.54 9.12 
5.98 8.58 

17.85 18.19 
3.38 4.86 
2.67 

38.34 57.87 
19.1 24.1 
3.97 
3.42 9.32 
29.8 52.54 
5. 58 6.33 
90.8 85.59 
3.19 7. 45 

33.63 38.04 

6.25 13.71 
35.52 34.24 



9.18 
15.21 
7.78 



3.43 
14.57 
- 9. 26 

0.22 

5.94 
11.43 
30.02 

1.52 
10.88 
25.63 

4. 92 

5.38 
16.12 
19.34 

2.63 
20.36 

6. 14 

3.67 

5.06 
21.05 
3.6 
22.25 

3.12 

6.09 

3.29 
10.51 
15.07 
64. 58 
22.07 
4.3 4.28 2.48 



19.69 16.88 

30.6 23. 62 

4.36 1.61 

17.37 11.43 

28.94 20.25 

13.85 16.67 

6.97 3. 66 

18.97 10.78 

20.63 15.78 

4.58 1.07 

27.56 20.54 

9. 88 5. 85 

2.98 

6,91 5.05 

18.18 18.78 

5.78 3.31 



8.62 
2.15 
3.28 
17.4 



22.66 

20. 36 
7.85 
8.93 
168.07 
6.68 

89. 38 
8. 37 

24. 93 
4.38 
4. 26 
4.13 

38. 62 
6. 59 
8.47 
165. 04 
7.65 
4.48 
7.83 
5.57 
5.05 
3.82 
1.31 

29.22 

17.73 
2.76 
1.54 

29.45 
3.88 
22.6 
2.51 

42.18 
2.82 
13.8 



42. 91 45. 72 

31.97 38.12 

6.12 
14.12 12.7 

81.81 87.09 
2.5 2.72 

53.17 64.95 

7.94 10.02 

17.19 18.48 

2.65 4.86 



7. St 
127.51 111.83 
8.96 7.41 



1.97 

0.26 

29.1 27.24 

14.37 13.92 

4.49 2.32 

4.93 3.86 

22.45 24.07 

4.46 4.23 



47.3 
2.16 



6.82 
18.89 
6.88 
4.99 
8.31 
15.24 
32.72 
2.88 
13.65 
30.98 
6.88 
4.1 
20.75 
34.72 
3.74 
37.25 
9.63 
2.78 
3.62 
15.9 
5.14 
25.41 
3.78 
8.03 
4.08 
8.7 
12.91 
103.t6 
14.72 
2.75 
29.75 
40.97 
7.14 
52.4 
38.1! 
2.16 
32.4 
7.8 
10.47 
2.49 
2.15 



2.37 
10.25 
7.14 
4.74 
6.76 
8.75 



58.27 
9. 34 
2.44 
3.02 

12.86 
1.87 

19.41 
1.4 
23.7 
2.53 
5.28 



27.67 23.79 

1.66 1.27 

9.71 13.56 

8.01 23.38 

7.46 15.28 

2.93 5.45 
18.2 19.07 

24.84 21.07 
6.58 

33.59 30.02 

5.71 6.41 
0.36 

3.37 4.28 

9.68 15.54 

2.94 2.76 
23 19.94 

2.8 3.87 
4.87 

0.86 2.62 

2.22 2.32 

12.48 21.18 

79.83 39.01 

11.37 3.34 
2.48 

44.29 19.43 

35.41 13.12 

1.71 3.34 

15.77 36.62 

45.46 43.73 

1.36 

28.59 38. 37 

7.09 8.26 

8.08 13.83 
2.26 
2.04 
3.07 

15.44 16.23 

1.05 2.65 

4.52 3.7S 

76.39 78.34 

2.7 6.56 

0.11 2.09 



1.3 



5.2 
3.68 
4.16 
1.25 
0.59 



1.7 
5.19 
6.22 
0.79 
1.72 

17.42 21.24 

7.52 11.3 
0.39 3.04 
1.02 1.64 
13.2 21.21 
2.25 1.87 

16.83 28.09 

2.51 3.27 

19.86 28.4 

1.53 2.45 
6.88 9.43 
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HEMBA1003418 
HEMBA1O0342O 
HEMBA1 0034K 
HEMBA1 003433 
KEMBA1003440 
HEMBA1003442 
HEM8AI003447 
HEM8A1 003453 
HEMBA1003461 
HEMBA1003463 
HEMBA1Q03465 
HEMBA1003480 
HEMBA1003485 
HEMBA1003487 
HEMBA1 003492 
HEMBA1003494 
HEM8A1 003497 
HEMBA1 003503 
HEMBA1 003511 
HEHBA1 003528 
HEMBA1003S3Q 
HEKBA1003S31 
HEMBA1003S32 
KEMBA1O03S38 
HEMBA1003545 



HEM8A100354S 6. S3 



9.46 

15.13 
3.65 
12.41 
22.95 
12.86 
27. 49 
4. 92 
31.42 
20.03 
4. 42 
8.18 
8. 87 
40.56 
47.07 
8. 97 
27.59 
17.58 
10.13 
10.75 
6.02 
12.73 
13.65 
10.23 
4.35 



HEMBA1003S48 
HEMBA1003553 
BEMBA1003SSS 
HEMBA1003SSS 
HEMBA1003560 
KEMBA1003565 



HEMBA1003S89 
HEMBA1003571 
HEMBA1003579 



HEMBA100358I 
HEMBA1003591 
KEMBA100359S 
HEMBA1003S97 
HEMBA 1003598 
HEM8A1033600 
HEM8A1003602 
HEMBA1003604 
HEMBA1003610 
HEM8A10Q3615 
HEMBA1003617 
HEMBA1003620 
HEM8A1003621 
HEMBA1003622 
HEMBA1003630 
HEMBA1003637 
HEMBA1003640 
f€M8A1003645 
HEM8A1003646 
HEM8A1003647 
HEK8A100365S 
HEMBA1003862 
HEMBA 1003666 
HEMBA 1003667 
HEMBA 1 003670 
HEMBA1003674 



2.71 
4 

8.02 
5 

11.54 
12.47 
167.82 
19.02 
8.12 
22.13 
18.63 
4.54 
9.77 
11. S 
34.44 
2.25 
21.91 
5.44 
4.52 
13.16 
14.12 
2.15 
1.75 
12.05 
7.66 
43.11 
920.66 
62.65 
15.97 
6.76 
68.54 
41.62 
9. 43 
8.44 
27 
16.71 
3.06 
3.E2 



10.25 16.29 
21.37 34.54 
4. 02 7: 55 
15.45 35.09 
34. 38 33.51 
16.85 24.45 
33. 89 33.23 
S.S4 13.34 
55.4 52.29 
30.11 90.85 
6.66 9.68 
9.01 15.32 
6. 95 9. 95 
64. 18 72.24 
69.63 47.91 
13.82 17.09 
34.3 36.93 
24.95 1.06 
12.6 23.58 
13.6 9.55 
6.59 12.41 
22.2 30.65 
14.91 22.65 
12.68 27.62 
9.29 13.49 

3.47 17.38 
6. 58 8. 78 
4.81 7.29 

14.32 16.54 
8.35 8.92 
14.47 20. 

6.48 14.4 
373.84 257.14 

23.29 63.64 
11.43 9.83 
20.38 39.63 
22.77 31.1 
7.44 11.51 
30.24 25.57 

18.67 39.48 

63.26 65.19 
2.74 3.02 

26.66 48.26 
4.97 13.36 
2.99 9.05 

15.85 27.61 
19.51 37.31 
10.76 12.38 

4.53 12.78 
16. 03 37.29 
5.59 10 
47.17 86.26 
472.86 680.3 

69.86 125.99 
22.75 34.7 

13.27 28.86 
91.82 142.01 
46. 94 78. 5 

10.68 20.41 
8.9 21.02 

32.49 46.33 
15.12 35.71 
3.93 11.38 
4.3 9.92 



13.88 11.67 

8.98 7.12 

3.03 3.24 

18.37 16.85 

20.78 28.45 

11.09 13.33 

17.4 23.73 

4.01 5.69 

25.16 39.67 

47.21 1.41 



7.8 



5.17 
7.38 
3.42 



7.58 

4.15 
34.53 33.37 
15.87 60.76 
5.4 



14.93 
0.82 

12.03 
5.22 
4.68 



24.2 

I. 26 

II. 2 
4.34 
4.85 

9.86 14.37 
9.4 21.22 
8.9 13.63 

7.12 6.86 
20.26 8.26 
3.2 9.19 

3.53 3.84 
7.4 9.1 

2.85 4.91 

8.38 13.16 

4.78 7.63 
82.85 193.26 
40.15 29.03 

5.26 10.52 
17.94 15.09 
30. 35 20 

2.94 2.83 

6.75 16.55 
13.28 20.4 
37.08 35.21 

2.41 2.07 



3.29 
9.81 
15.31 
5.11 
3. 78 



3.91 
10.3 
8. 32 

I. 63 

1.34 .... 

21.96 16.06 

3.27 5.47 

32.33 

365.52 904.5 

45.58 48.68 

19.9 17.5. 

II. 35 10.28 
91.35 74.78 
39.66 28.08 
19.54 13.98 
18.11 19.64 

29.7 40.13 

10.11 19.12 
12.14 

2.94 5.26 



7.88 


6.52 


7.48 


6.95 








8.99 


3.93 


4.32 


8.36 




t 


- 


2.46 


1.29 


1.12 


2.83 








15.26 


10.85 


5.12 


17.58 








21.36 


23.78 


22.34 


28.46 








10.29 


12.08 


9. 47 


11.31 








18.49 


24 


17.15 


19.81 


* 


* 


- - 


5.13 


2.36 


4.48 


3.86 








29.85 


35.26 


26.74 


37.73 








Q.3 


30.58 


24.08 


33.93 








6.44 


3.4 


2.84 


6.1 








7.85 


10. 22 


6.26 


8.1 








4.03 


5. 45 


1.61 


3.1 


** 


t 


- - 


41.02 


45.43 


44.42 


46.48 








43.2 


54.01 


24.37 


34.94 








7.86 


9.14 


5.83 


9.54 








20.37 


27.68 


19.83 


25.35 






- 


0.O4 


6.53 


10.32 


21.23 








10.45 


9.65 


8.73 


14. 36 








5.54 


2.88 


3.04 


2.97 


** 


** 


- - 


4.75 


5.24 


2.55 


3.96 








9.03 


13.96 


8.06 


18.14 








7.2 


8.43 


8. 83 


11.91 








10.34 


9.68 


5. 53 


8.3 








8.1 


7.44 


2.65 


6.35 








12.59 


2.96 


5.15 


4.61 








3.14 


6.24 


4. 03 


2.98 








2.73 


2.82 


2.01 


2.64 




* 


- 


7.1 


7.78 


7. 09 


7.03 








3.37 


2.9 


2.25 


2. 94 




* 


- 


7.52 


7.48 


5.19 


5.3 




* 


- 


5.19 


7.77 


3. 47 


4.1 








96.08 


64.68 


26.85 


13.07 




* 


- 


28.36 


20 


16.6 


26.95 








5.78 


8. 95 


5.27 


5.01 








12. 56 


17.53 


15.68 


17.94 








21.57 


12.72 


8.11 


11.25 




* 


- 


4.01 


3.4 


1.33 


1.8 








5. 72 


11.87 


5.17 


9.69 








12.94 


13. 52 


5.6 


8. 35 








30.06 


23.33 


8.38 


16.41 




* 


- 


1.24 


1.39 


0.6 


1.38 




* 


- 


19.48 


19.9 


18.88 


27.46 








5.48 


3.61 


3.19 


3.61 








1.56 


2.58 


2.5 


3.04 








5. 68 


10.32 


8.77 


8.07 








10.64 


25. 53 


7.2 


9.53 








1.57 


4.87 


0.26 


2.23 








1.52 


1.5 


0.27 


0.68 








15.37 


10.98 


5.36 


14.36 








4.78 


6.97 


4.55 


2.99 








44. 24 


29.63 


21.05 


20.55 








411.7 


621.11 


976.32 


238. 58 








42 


65.31 


45.48 


45.21 








14.87 


21.4 


9. 64 


18.1 








4.41 


12.2 


6.62 


10.03 








80.66 


83.06 


37.92 


60.33 








37.31 


18.6 


12.53 


17.55 








13.03 


9.65 


4.93 


11. 8t 








14.81 


11.75 


6.74 


12.93 








34.4C 


25.82 


21.77 


25.87 








14.7 


10.97 


18. 94 


10. 0* 








5.6 


4.08 


1.48 


5.4* 








2.0 


4.03 


0.72 


1.8 
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HEMBA1003679 
HEMBA1 003680 
HEMBA 1003684 
HEM8A1003690 
HEMBA1003692 
HEMBA1003702 
HEMBA1003711 
HEMBA1003714 
HEMBA100371S 
HEMBAI 0037 17 
HEMBA1003720 
HEMBAI 003725 
HEMBAI 003728 
HEMRA1Q03729 
HBBA1003732 
HEKBA1003733 
HEMBA1O03742 
HEMBA1003743 
HEMBA1O03758 
HEMBA100376Q 
HEMBA1003764 
HEMBA1003769 
HEMBAI 003773 
HEMBA1 003783 
HEMBAI 003784 
HEMBAI 003794 
HEMBAI 003799 
1003803 
HEMBAI 00 3804 
HEMBA 1003805 
HEMBAI 003807 
HEM8AI003810 
HEMBAI 003827 
HEMBA1003836 
HEMBAI 003838 
HEMBAI 003843 
HEMBA 1003848 
HEMBAI 003856 
HEMBA 100 38 57 
HEMBA1003864 
HEMBA1003866 
HEMBA1003868 
HEMBA1003879 
HEM8A1O0388O 
HEMBA1003884 
HEMBA100388S 
HEM8A1003887 
HENBAI003890 
HEMBAI 0038*3 
HEMBAI 003896 
HEMBA 1003902 
HEMBAI 003904 
HEMBAI0039O8 
HEMBA1003926 
HEMBA1003937 
.1003939 
HEMBA1003940 
HEMBA1003941 
HEMBA1003942 
HEMBA 1003945 59.01 
HEMBA1O03949 12.02 
HEMBAI 003950 
HEMBA10039S3 
HEMBA 1003958 



15.99 
2.36 
27.44 
26.36 
6.49 
8.56 
8.11 
6.44 
14.81 
42.45 
6.21 
3.95 
4. 28 
12.13 
30.17 
3.4S 
9.01 
9.87 
14.27 
19.21 
14.01 
38.51 
6.19 
2.33 
24.68 
35. 77 
28.51 

6.9 
12.17 
15.63 
12.24 

4.78 
10.51 

4.91 
48.74 
23.09 
18.74 
31.17 

3.66 
24.35 
15.55 

3.42 
54.55 
26.75 

3.51 
15.83 

8.92 

5.77 
2.5 
13.16 

6.09 
41 
27.42 
35.54 
14.37 
3.4 

6.76 
31.48 

3.19 



25.43 
1.32 
32.04 
32.22 
10.1) 
9.3 
10.45 
11.03 
13.59 
55. 77 
6.28 
3.77 
12.26 



37:17 -24.58 15.64 



27.53 
10.33 
4.65 



9.99 
14. 77 
20.31 
17.1 
17. 88 
54.43 
9.28 
2.73 
20.11 
59.53 
43.08 
7.98 
15.5 
21.11 
15.49 
6.92 
13.97 
7.17 
66.87 
39.55 
19.56 
48. 34 
4.84 
38.16 
24.7 
4.24 
71.41 
40.67 
2.7 
16.07 
10. 53 
11. 6 
2.24 
13. 74 
5.71 
55.7 
42.25 
56.96 
14.68 
3.02 
11.65 
46.87 
4.4 
80.97 
16. 53 
47.63 
12.12 
6.88 



54. 74 
9.34 
12.43 
15.16 
12.83 
14.56 
82.27 
13.24 
7.26 
8.88 
16.13 
40.17 
4.35 
10. 98 
20.42 
26.23 
29.51 
25.76 
53. 66 
8.37 
7.1 
23.17 
74.01 
44.43 
12.5 
24.58 
29. 95 
18.72 
11.21 
18. 38 
10.85 
76.01 
55.1 
28.45 
48.82 
10.52 
29. 59 
24. 92 
4. 55 
99.07 
50.47 
10.4 
23.65 
IS. 63 



28.94 29.04 

7.04 5.15 

12.4 14.68 

11.96 9.29 

2.97 13.46 

12.43 13.78 

41.74 41.39 

9.93 12.72 

6.08 3.65 

10.99 2.88 

8.92 13.67 

33.85 38.01 

2.89 6.7 



13.5 

6. 97 
38.07 
13.87 
67.32 

49. 
89.19 
20. 38 
10. 99 
10. 45 
93.42 

9.44 
80.84 
20. 22 

43.7 
25.01 
15.41 



13.37 20.5 

30.93 34.09 

4.69 7.62 
6 7.98 

22.69 20.46 

32.36 32.73 
24.39 25.46 

2.71 3.98 

5.01 10.25 

13.7 15.15 

15.37 14.25 
4.53 9.91 

12.97 15 
4.73 8.8 

40.91 58.53 

24.97 26.61 

26.4 19.75 

28.74 30.87 
2.38 4.43 

24.03 32.07 

21.6 24.17 
5.4 4.56 

52.85 60.23 

32. 31 30. 57 
2. 34 3. 19 

9.67 12.61 

3.65 12.51 
3.76 5.14 
3.71 6.34 
17.77 20.7 

4.58 5.68 
43. 67 30. 73 
27.37 22.92 
56.48 59.31 
10.43 17.34 

1.88 5.36 

4.59 10.56 

56.75 59.75 
4.64 4.07 

37.7 37.04 
10. 36 8.89 
25. 53 28. 11 

8.15 9.43 
6.73 7.93 



14.07 
4.26 
21.48 
32.33 
6.04 
13.17 
6.3 
9.98 
10.5 
40.14 
5.69 
3.36 
4.38 
11.13 
30.07 
2.94 
5.69 
11.37 
13.01 
12.36 
16.53 
32.37 
4.92 



S.31 
14.65 
29. 52 
22.11 
5.61 
S.91 
11.89 
10.11 
7.45 
8.61 
6.53 
48. 34 
27.2! 
21.25 
25.87 
1.85 
18.61 
13.88 
2.52 
59.91 
23.71 
1.65 
9.91 
2.64 
4. 95 
3.91 
14.83 
4.39 
35.35 
19.91 
44 
12.15 
0.25 
5.86 
51.31 
4.72 
46.98 
9. 

14.1! 
6.53 
3.72 



32.67 
2 

12.03 
34. 36 
7.51 
6.17 
7.03 
7.86 
10.14 
43.46 
6.86 
2.76 
6.4 
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HEMBA1003959 

HEMBA1003960 

HEMSA100396S 

HEHBA1O03967 

HEH8A1003968 

HEHBA1 003974 

HEMBA1003975 

HEMBA1003977 

HEMBA1003978 

HEMBA 500398 I 

HEMBA1O0398Z 

HOIBA1003985 

HEIBA10039B7 

HEMBA1003989 

HEMBA1 004000 

HEMBA1 004005 

HEMBA1004007 

HEMBA1 004010 

HEMBA1 004011 

HENBA10040I2 

HEHBA10Q4015 

HEMBA1004024 

HEMBA1004029 

KEMBAt 004038 

HEMBA1004042 

HEJBA1004045 

HEJBA1O04048 

HEHBAI004049 

HEKBA1O04051 

HEMBA1O040S3 

HEBBA 1004055 

HEBBA1004056 

HEMBA1O04060 

HEHBA1O04081 

HEMBA1004067 

HEK8A1004071 

HEJBA1004074 

HEWA1004078 

HEMBA1004085 

HEM8A1004086 

l€MBA)004097 

HEM3A10041 

HEMBA1004103 

HEMBA10041 

HEIBA10041 

HEMBA10O4124 

HEH8A1004130 

HQBA1O0413I 

HEMBA10041 

HEHBA1O04133 

HEBBA10041 

HEMBA1004143 

HEKBA1004146 

HEMBA1004148 

HE1BA1004149 



40.28, 
2.48 
17.43 



50.23 



14.89 19.53 30.66 

6.1 5.31 11.07 
4.32 4.36 6. 33 

11.38 13.34 19.36 
52.83 102.28 87.2 
4.37 4.4 7.25 
15. 15 20.18 27.02 
8.76 9.42 22.28 
9.01 16.51 20.07 
68.06 77.17 117.23 

5.4 13.31 18.21 
7.59 8. 14 15.01 

10.14 14.01 20.78 
10.11 15.44 

2.93 4.96 
18.54 20.18 
19.65 39.73 
67.05 91.68 

10.54 11.89 
20.42 22.3 

4.26 3.69 

7.24 8.25 

3.05 5.65 
30.88 38.16 

0. 37 2. 38 
20.4 33.53 
37.85 38.8 52.99 

21.46 22.41 47.43 
9.9 8.46 21.25 

15.29 25.2 37.82 

5.25 11.05 5.64 
2.41 5.85 10.01 
6.43 8.34 15.71 
7.43 8.52 15.21 
8.97 11.51 14.78 
2.92 2.4 5.93 

126.78 177.45 131.41 

20.55 20.84 34.63 
20.65 31.8 30.03 

2.06 3.76 5.23 

1.94 3.31 1.59 
14.77 24.96 29.01 

7.32 13.02 15.94 
19.03 26.3 37.33 
24.42 41.97 41.29 

10.47 10.61 15.29 
6.32 9.6 13.12 

11.62 15.68 22.49 
1.7 3.66 8.07 
61.09 100.97 106.22 
8.15 8.84 9.84 
6.39 11.32 13.28 
12.23 19.23 24.6 

5.02 6.85 14.92 
13.01 27.48 21.59 
162.3 225.69 242.62 
54.95 73.81 77.08 
27.89 39.95 75.25 
27.29 41.16 
11.53 17.04 30.46 
10.21 15.6 
27.51 39.39 51.71 

18.3 30.46 37.11 
11.35 16.48 25.181 



18.5 
8. 55 
4.53 
11.07 
14.25 
2.02 
12.74 
9.64 
10.86 
62.61 
3.94 
6.55 
6.87 
5.53 
2.25 
18.19 
26.62 
0.19 
5.17 
7.27 
3.2 
4.09 
0.74 
18.09 
0.32 
28.78 
50. 26 
24.15 
12.84 
19.98 
0.16 
3.45 
14.49 
11.54 
16.09 
4.14 
229. 36 
28.09 
32.27 
2.03 

I. 13 
20.87 
12.18 
22. 14 
22. 57 

II. 7 
7.07 
12.3 
2.75 

48.94 
8.72 
4. 24 
16.14 
7.36 
12.24 
246.24 
67. 59 
53.13 
30.28 
12.77 
12.76 
29.35 
17.92 
12.27 



3.74 1.94 

6.9 S.77 

26.41 16.31 

4.53 1.13 

18.84 11.73 

11.17 3.97 

6.71 7.75 

51.44 47.41 

11.62 6.14 

7.27 6. 74 

9.2 5.37 

5.4 4.86 



7.46 
17.23 
3. 73 
6.96 
1.77 
23. 34 
1.77 



5.81 
8.75 
2.56 
4.29 
1.68 
18. 57 
1.14 
29.43 29.29 
40.74 37.18 
22. 42 24. 41 
10.63 10.43 

13.35 13.99 
1.02 
3.17 2.37 
7.75 

9.65 13.29 
9.22 11.3 
2.31 3.09 

160.88 89.6 
31.27 21 
21.47 13.85 
3. 33 2.95 
4.7 3.06 
18.7 13.96 
10.65 9.17 
20.14 20.02 
21.56 20.91 
10.51 11.56 

7.66 3.98 
15.58 

4.82 
25.58 18.64 

6. 31 5. 94 

5. 74 
12.69 10.61 

6.63 8.78 

21.36 25.46 
265.35 201.29 

61.25 43.45 



16.45 14.72 

12.18 11.22 

27.61 28.68 

20.38 16.33 



19.48 
4.38 
2.49 
8.93 
15.76 
3.82 
18. 38 
8.14 
11.84 
51.47 
3.92 
5.12 
6. 58 
8. 66 
2.52 
18.84 
38.95 
50.08 
5.72 
11.84 
1.97 
7. 49 
2.55 
34.1 
0.62 
14.02 
34. 52 
19.84 
12.39 
21.18 
9.11 
4.07 
14.41 
5.83 
7.43 



10. 78 

4.38 ... 

2.11 0.85 

7.19 5.9 

9.02 11.36 

0. 89 2. 56 

14.83 18 

5.18 9.28 

5.73 13.48 

46.06 74.31 

4. 82 3. 97 

5.29 7.0: 



6.5 
4. 07 
0.75 



8. 96 
5.03 
2.54 



6. 96 

3.1 



12.3 17.01 

21.37 27.19 

44.9 72.79 

5.31 4.01 
7.16 

I. 37 
2.93 
0.21 

18.52 13.77 

0 0.22 

II. 2 ... 
20.41 13.02 
20.47 15.98 

7.87 8.34 

11.93 18.89 

3.17 5.22 



3.1 
187.87 
16. 53 
11.87 
2.57 
2.83 
10.94 
7.19 
18.64 
28.72 



0.71 
5.93 
3.71 
5.81 
0.97 



2.14 
6.72 
5.22 
9.07 
2.2 



113.1 134.85 

16.06 27.35 

12.81 9.59 

0.6 .... 

1.2 1.23 

12.24 15.57 

6.37 7.49 



19.14 
19.6 
9.02 
8. 94 

12.88 



5.8 
11.83 
4.18 
4.63 
14.04 
2.34 
6.33 
161.22 
53.14 
27.04 
20.87 
15.81 
9.51 
24.64 
20.83 
12.69 



15.91 
16.68 

6.39 

6. 52 

8.91 

1.43 .... 

36.24 13.37 
4.48 5.03 
4.09 3.58 

14.11 16.75 

5.06 6.01 

6.45 12.24 

151.68 209.57 

36.47 45.98 

21.48 32.66 

19.25 25.4 

10.26 14.34 
9.03 10.57 

21.71 24.17 

15.59 21.85 

8.41 9.37 
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HEMBA1004207 
HEMBA1004210 
HEM8A1 004225 
HEMBA1 004227 
HEMBA1 004235 
HEHBA1 004237 
HEMBA1 004238 
HEMBA1 004241 
HEMBA1004242 
HEMBA1004243 
HEMBA) 004248 
HEMBA 1 004247 
HEMBA1 004248 
HEMBA 1004250 
HEHBA10042S2 
HEMBA 1004260 
HEN8A1 004254 
HEMBA1 004267 
HEMBA1 004272 
HEMBA1004274 
HEMBA1 004Z75 
HEMBA 1 004276 
HEMBA1 004279 
HEMBA1 004284 
HEMBA100428S 
HEMBAt 0O428S 
HEMBA 1 004293 
HEMBA 1 004295 
HEMBA1 004302 
HEMBA1Q04306 
HEMBA1004312 
HEMBA1004314 
HEMBA1004321 
HEMBA1 004323 
KEMBA1004327 
HEMBA1004329 
HEMBA1004330 
HEMBA1004334 
HEM8A1 004335 
HEMBA100434 
HEMBA1 004344 
HEMBA1 004347 
HEMBA1 004349 
HEMBA1004352 
HEMBA1004353 
HEMBA1004354 
HEMBA1004356 
HEMBA 1004360 
HEMBA100436S 
HEMBA1 004372 
HEMSA1 004377 
HEMBA1 004389 
HEMBA1 004391 
HEMBA1004393 
HEM3A1004394 
HEM8A1004396 
HEMBA1 004401 



5.23 7 7.18 

4.96 5.53 8.99 

11. 75 16.11 15.08 

5.13 5 14.55 

55.87 67.36 100.86 

63.06 67.44 67.86 

5.4 9.74 19.37 

58.53 94.19 

95.96 94.64 132.52 

7.18 9.59 11.1 

3.92 5.45 6.92 

36.08 39.65 23.46 

60.7 102.92 

6.46 7.1 

9.76 13.49 

3.71 7.97 
4.92 



HEMBA1004408 
HEMBA1004414 
HEMBAIO04429 11.38 
HEMBA10O4433 



4.86 
14.31 
7.23 



26.05 30.36 

8.73 9.64 

3.8 4.23 13.32 
6.92 5.28 11.01 

53.98 104.51 88.12 

3.9 4.4 11.72 
15.6 17.68 32.1 

1. 1 4.52 5.35 

4.33 10.31 14.89 

14.22 23.33 31.53 

5.99 9.65 12.39 

27.72 69.78 67.78 

22.59 41.69 39.11 



23.23 

17.03 23.79 39.64 

2.16 4.06 8.11 

4.43 3.01 0.68 

3.2 5.57 7.13 

47.09 53.32 10S.52 

14.18 16.85 

6.86 13.5 



7. 28 
6.28 
2.77 
4.79 



1.49 11.65 



7.07 13.59 

5.88 15.53 22.36 

8.48 17.07 21.37 

19.03 22.2 39.78 
30.35 31.05 54.47 
65.35 90.37 111.41 

31.04 48.91 55.45 
36.8 69.45 87.9 

39.1 60.88 

19.8 13.89 

35.24 61 

57.43 64.54 125.12 

26.6 23.69 56.36 

15.02 20. 13 38.52 

8.43 14.77 

9.68 22.73 

7.79 21.04 



21.37 
3. 36 
25.71 



6.23 
6. 59 
6.98 



25.42 37.64 61.19 



HEM8A10044Q5 12.61 20.04 37.41 



33. 43 47. J 

11.75 12.41 34.08 

11.1 25.62 

4.23 9.92 

23.81 31.06 



4.53 



HEMBA 1004440 12.02 
HEMBA1004444I 18. 31 24.79 46.54 



5.06 



6.93 
8.24 
1.96 9.21 
6.73 5.83 
60.82 63.74 
54.44 56.68 
3.19 7.79 
45.42 61.25 
129.29 124.32 
5.01 7.55 
3.64 1.73 
13.27 21.43 
40.08 49.28 
5.92 8.57 
5.3 8 
2.84 9.75 
3.34 5.85 
19.35 16.25 
3.95 3.4 



4.27 
7.88 
5.85 
3.8 
64.98 
54. 92 
5.08 
30.71 
88.47 
7.79 
7.61 
17. 87 
54.01 
3.92 
5. 39 



4. 59 
3.44 
40.54 
1.47 



6.69 4.97 

35.38 30.81 

30.27 34.77 

5.76 9.79 

14.71 20.95 

3.21 4 

0.1 10.07 

3.58 3.76 

56.12 44.95 

8.09 8.07 



5. 07 
1.67 
3.55 
10.54 



47.57 
1.18 
12. 29 
0 

6.85 
12. 78 

4.03 
31.86 
20.17 

3.74 
13. 02 

1.12 
1.6 

2.03 
40.88 

7.74 

3.23 

0.75 



11.69 14.36 

17.07 23.84 

23.2 27.22 
40.12 57.25 

29.8 2S.92 

42.77 38.63 

24.3 25.32 
9.13 8.25 

27.78 27.66 
52.77 52.36 

35.4 23.53 
17.1 15.91 

10.01 2.68 

7.13 7.36 

5.3 10.85 

35.6 34.11 

22.75 14.99 

34.73 36.57 

20.66 20.73 
16.77 12.96 

6.93 6.74 

19.67 29.44 
21.84 22.35 



11.42 
18.91 
44. 69 
23.18 
30.42 
19.97 
3.58 
28.9 
39.76 
18.76 
14.1 
5.81 
4. 87 
6.63 
30. 34 
14.73 
32.16 
15.48 
11.07 
8.36 
19.7 
18.04 



6. 27 
8.78 

I. 74 
3.56 

56.93 

61.37 
4. 55 
41.3 

86.26 
4.07 
2.23 
8.15 

55.12 
3.52 
8.18 
6. 82 
4.03 

15.22 
3. 02 
5.15 
4. 62 

40.16 
2.34 

19.44 
3.7 
5.43 

16.77 
6.51 

31.74 

21.64 
7.73 
20.7 
2.54 
2.71 
3.61 

71.49 

II. 04 
5.33 
1.36 
5.23 

16.14 
5.26 
16.44 
26.94 
62.88 
26.7 
48.78 
35.28 
5.88 
23.52 
63.76 
21.22 
20.59 
6.08 
8.86 
4.46 
SO. 39 
15.19 
33.47 
9.96 
10.68 
4.52 
15.12 
25.64 



2.78 3.75 

4.25 6.82 

2.95 4.57 

2.92 3.47 

44.28 61.25 

42. 55 49. 6 
3.62 

31.18 35.09 

40.26 43.03 
6.19 

1.7 3.01 

9.3 7.87 

49.8 49.38 

3.06 5.66 

4.43 8.93 

1.55 1.83 

2.37 1.97 

15.98 20.33 

1.81 2.67 

2.11 5.65 

3.75 4.56 

23.52 29.44 
2.01 



15. 92 
2. 34 
9.27 
15.6 
6.32 



11.68 
0.1 

4.43 
15.46 

6.63 

25.34 24.05 

11.35 18.3 
4. 58 8. 66 

16.69 24.72 
0 3.38 
1.11 
2.13 
47.58 
9.62 
2.42 
0.2 



5.75 
6.61 
12.85 
16.17 
19.47 
51.19 
25 
34. 28 



1.8 
4.47 
6.18 
11.72 
20. 35 
49.41 
16 
31.27 
18.19 
3.78 
16.32 



16.16 16.69 

4.76 4.24 

2.4 3.32 

2.99 4.78 

18.9 33.72 

9.3 13.54 

25.45 21.56 

9.26 12.21 

8.23 8.04 

0.98 3.02 

10.66 15.31 

13.85 21.08 
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HEMBA1 004446 
HEMBA 1004451 
HEMBA1 004452 
HEMBA1 004454 
HEMBA1 004460 
HEMBA1004461 
HEMBA1Q04468 
HEMBA1004479 
HEMBA1 004482 
HEMBA 1004491 
HEMBA1 004499 
HEMBA1 004502 
HEMBA1004505 
HEMBA1004506 
HEM8A1 004507 
HEMBA1 004509 
HEMBA1004S23 
HEMBA1004528 
HEMBA1 004534 
HEMBA10Q4536 
HEMBA1004538 
HEM8A1 004542 
HEMBA1 004552 
HOIBA1 004554 



HEMBA1 004560 
HEMBA 1004564 
HEMBA1004566 
HEM8A1004S73 
HEMBA 1 004576 
HEMBA10Q4577 
HEMBA1004586 
HEMBA1 004596 284.44 



HEJBA1004604 



HEMBA1Q04617 
HEMBA1004622 
HEMBA1 004626 
HEMBA1004629 
HEMBA1 00463 
HEMBA1004632 
HEMBA1004633 
HEMBA1 004636 
HEMBA 1 004637 
HEMBA1004638 
1004645 
HEMBA1004656 
HEMBA10046S7 
HEMBA 1004666 
HEME A 1004669 
HEWA1004670 
HEMBA1004672 
HEMBA1 004689 
HEMBA1004690 
HEMBA1004693 
HEMBA1004697 
HEMBA1004702 
HEM8A1004704 
1004705 
HEMBA1 004706 
HEM8A1004709 
HEMBA 100471 
HEMBA1004723 



1.03 
47.91 
7.95 
21.61 
3.23 
9.82 
5.97 
7.22 
5.37 
7.67 
7.91 
28.69 
9. 98 
10.31 
21.1 
2.41 
16.14 
JO. 51 
15.22 
6.18 
9.62 
7.28 
3.25 
8.19 
12.36 
4.66 
9.73 
3.56 
4.48 
18.09 
3.54 
4.65 



3.03 4.89 

49.66 86.71 

9.5 12.93 

21.48 36.91 

5 9.05 



2.99 6.41 
31.61 23.94 
8.01 5.07 



6.26 
8.99 
10.41 



21.2 
2.51 
12.46 
9.63 
8.01 



11.58 
44.74 
6.05 
12.1 
5.16 
5.67 
13.02 
73.82 
24. 68 
38.98 
16.64 
10.33 
17.07 
41.39 
33.89 
8.65 
18.27 
9.31 
6. 26 
7. 49 
18. 06 
8.71 
54.63 
107. 99 
17.82 
4.12 
8. 53 
4.44 
17.24 
162.08 
8.81 



12.25 21.91 
31.67 44.53 

9.29 16.72 

10.67 16.69 

2S.48 30.3 

4.16 3.19 

17.44 35.11. 

13.24 19.75 

16.88 30.37 

6.2 10.88 

8.85 16.21 

10.06 13.56 

4.65 8.61 

11.95 16.92 

17.94 21.39 

8.68 10.86 

17.48 27.36 

3.98 12.25 

3.98 12. 

17.62 32.93 
7.83 16.24 
S. 81 14. 36 

249.12 425.92 

13.47 19.78 

50.81 86.88 

7.49 14.69 

9.56 20.48 

6.28 10.24 
7. 39 

21.22 41.46 

82.05 86.06 

42.63 52.95 
38.11 53.52 
14.75 24.41 
12.11 26.18 

21.26 52.09 
65.54 74.75 

50.4 80.19 
8.21 14.8 

17.29 28.67 

10.17 13.58 

8.23 12.51 
5.42 13.8 

37.4 36.02 

10.59 14.84 

51.62 109.86 

90.54 174.23 

20.4 33.62 
4.28 3.95 

8.58 10.66 

4.15 10.51 

19.06 37.36 
157.26 293.47 

12.37 23.58 



22.76 

6. 23 
13.46 
13.09 

4.91 

7.23 

11.84 11.35 

14.4 10.84 
24.39 21.51 
11.78 9.95 

10.45 12.56 
21.45 19.73 

4.33 6.97 

23.55 14.39 

9.57 16.03 

16.94 14.03 

7. 97 5. 18 

10.28 7.48 

7.76 7.83 

4.79 5 

9.57 13.98 

13.09 11.7 

4. 85 5. 89 

16.06 14.28 
2. 36 4. 04 

4. 58 4. 29 
24. 33 34.17 

7.08 11.02 

5.07 7.86 

413.25 261.05 

11.02 11.29 

51.55 56.7 

9.25 6.9 

8.02 10.16 

4.13 6.32 

4.2 9.2 

19.54 21.07 

51.43 26.56 

37. 34 39.22 

17.86 40.68 

11.5 12.22 
5.02 9.26 

19.97 27.34 

36.73 58.32 

35.73 46.51 

8.65 5.01 

14.15 16.19 

7. 96 6. 32 

5. 31 4. 65 

6. 32 5.91 

13.85 14.84 
3.74 5.26 

81.26 86.47 

129.1 114.25 

24.43 14.82 

3.01 2.64 

4.87 5.69 

3.36 3.58 

23.46 18.59 
260.03 204.86 

15.07 18 



22.64 
4. 45 
12.25 
6.4 
9.21 
5.24 
7.74 
11.41 
21.75 
10.23 
11.51 
18.7 
5.13 
18.02 
13.29 
18. 54 
6.58 
8. 38 
8.12 
6.2 
10.14 
13.96 
4. 95 
12.2 
2.92 
4.64 
25.83 
14.75 



3.37 
29.4 
4.65 
20. 66 
3. 96 
11.75 
4. 93 
5.84 
4.77 
9.41 
12. 99 
15.45 
12.78 
11.7 
29.74 
3.86 
17.09 
6.5 



0.17 1.81 

25.22 31.73 

4.16 4.59 

13.58 20. 72 



1.85 
5.13 
3.14 
3.77 
2.99 
6.84 
9.9 



1.76 
11.97 
5.27 
4. 35 
3.49 
7.99 
12.88 



9.07 14.65 
4. 69 8. 35 
4.59 11.13 
17. 59 32.44 
3.24 



1.09 
11.42 
10. 38 
7.84 
4.17 
-3.25 
4.75 
0.53 



315.49 
32.05 
51.72 
7.29 
8.41 
4.27 
4.95 
18.99 
15.5 
29.39 
39.12 
12.63 
11.39 
24.5 
57.87 
37.77 
4.76 
11.73 
5.8 
7.13 
7.14 
13.32 
4.9 
81.99 
71.95 
19.64 
2.5 
4.53 
2.66 
23.59 
251.04 
14.65 



9.64 
2.86 
13.33 
3.05 
2.63 
17 
9.75 
6. 37 
139.33 
9.52 
48.7 
6.72 
9.52 
7.06 
4.59 
20.74 
10. 72 
26.96 
15.84 
6.1 
12.44 
24.76 
35.72 
45.77 



13.41 
4.8 
5. 07 
7.17 
10. 59 
4.08 
74.06 
45.98 
15.1 
2.6 
7.25 
4.3 
17.98 
138.17 
13.5 



16.4 
8. 52 
17.61 
3.26 
4.87 
6.69 

.. 3.64 

4.19 10.81 

9.22 10.83 

5.27 5.83 

10.15 10.66 

2.38 2.63 

3.89 4.83 

11.99 13.66 

3.87 4.69 

2 4.74 

269.7 335.01 

8.82 11.26 

32.51 56.83 

4.7 9.16 

5.32 9.98 

2.49 4.07 

S. 59 4. 31 

13.12 14.82 

28.9 42.8 

22.05 34.67 

33.55 35.48 

4.97 7.02 

6.08 12.85 

14.24 22.8 

21.96 40.06 

32.71 37.95 

2.34 16.46 

11.89 17.32 

3. 37 4. 51 

1.93 2.73 

3.42 6.19 

5.45 12.39 

1.25 4.02 

35.68 58.9 

67.21 100.42 

13.79 " 
1.84 
3. 35 
1.58 
10.66 
104.82 
4.03 



S3 
67 
-.23 
2.61 
4.19 
16.04 
7. 35 
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HEMBA1004725 
HEMBA100473O 
HEMBA 1 0047 J3 
HEMBA1004734 
HEMBA1004736 
HEM8A1004748 
HEMBA1004749 
HEHBA1004751 
HEMBA1004752 
HEMBA1Q04753 
HEM8A1Q04755 
HEMBA1 004756 
HEMBA1 004758 
HEKBAI 004753 
HEMBA1 004758 
HEMBA1 004770 
HEMBA 10047 71 
HEMBA1 004775 
HEMBA1004776 
HEMBA1004778 
HEMBA 1004784 
HEMBA1 004785 
HEMBA10C4789 
HEMBA100479S 
HEMBA1004797 
HEMBA1004803 
HEMBA1004806 
HEMBA1 00480? 
HEMBA1004816 
HEMBA1004820 
HEMBA1 004833 
HBHBA1 004847 
HEUBA 1004850 
HEMBA1 004863 
HEMBA1 004884 
HEVBA10O48S5 
HEMBA 1004860 
HEMBA 1 004882 
HEMBA 1004885 
HEMBA1 004889 
HEMBA 1004900 
HEMBA1 004909 
HEMBA1004918 
HEMBA1 004923 
HEMBA1 004929 
HEMBA1 004930 
HEMBA1004933 
HEMBA1004934 
HEMBA1004937 
HEMBA1004943 
KEMBA1004944 
HEMBA1004946 
HEMBA10049S2 
HEMBA1004SS4 
HEMBA100495S 
HEMBA1004960 
HEMBA1004971 
HEMBA1004972 
HEM8A1004973 
HEMBA1004977 
HEMBA1004978 
HEMBA1004980 
HEMBA1004982 
HEKBA1004983 



8.16 
9.5 
4. 35 
6.35 
16.7 
7.15 
24. 36 
2.98 
114. 05 
63.77 
14. 23 
8 

28. 52 
5. 65 
3.64 
3. 52 
9. 14 
4.31 
24.15 
7.73 
24.44 
13.67 
4.14 
7.33 
7.1 
8.6 
3.19 
4.03 
15.48 
7.87 
4.21 
3.02 
4.4 
17.31 
17.46 
113.3 
8.83 
141.61 
7.94 
35.77 
52. 96 
14.18 
6.03 



4.7 
48.9 
3.85 

12.55 
6.33 

19.58 

12.19 
S.52 

95.41 
3.34 
18.1 

17.31 
122.03 
3.44 



9.51 14.17 

30.77 15.01 

I. 94 6.'1T 

4.56 8.84 
24.9 39.79 

9.02 16.19 
23.03 33.63 

5.64 15.55 
106.99 178.16 

72.42 98.61 

13.71 21.59 

8.06 13.16 
33.28 46.67 

6.08 11.46 

9.18 17.67 

3.97 15.56 

8.57 13.33 

4.72 7.01 
24.27 34.07 

3.98 15.13 
36.5 43.33 

18.37 27.67 

8.07 13.1 
8.35 20.48 
4.75 10.25 
9.94 11.36 
2.79 8.69 
3.35 11.54 

10.97 19.39 

10. 12 20.63 

6.73 18.25 
6.46 11.24 

5.74 10.78 
15.85 32.11 
20.24 32.03 
61.73 148.7 

II. 17 12.28 
124.12 

7.93 12.26 

44.93 60.57 

49.82 61.95 

13.16 28.88 

4.11 8.13 

9.9 14.09 

3.03 7.44 
7. 7 9. 9 

58.84 65.65 
4.55 8.24 

13.42 25.29 
9.2 8.01 

19.31 31.82 

9.84 23.87 
5.6 7.61 

161.15 61.32 
5.15 



21 



43 



14 

11.81 
6.76 
6.24 

27.66 



26.71 28.24 

238.04 172.22 

2.83 7.72 

10.09 24.08 

9.75 1 

8.63 15.4 

8 15.9 

31.4 50.17 



11.97 14.28 
11.4 24.39 
2.44 2.1 



2.15 
4,23 
3.81 



68.94 72.11 

28.89 47.7 

11.51 11.62 

9.58 10.37 

20.49 28.34 

2.37 10.09 

4.3 5.33 
4. 59 3.64 

7.83 4.73 

2.54 3.11 

11 13.72 



14. 48 

8.19 
7.93 
6.88 
5.63 
6.27 



12.23 11.52 

5.9 8.04 

4.65 7.78 

5.32 4.58 
21.23 15.33 
15.36 13.18 

148.79 88.87 

9.73 8.92 

131.9 123.22 

7.41 11.08 

51.03 25.98 

21.61 27.4 

16.89 11.25 

4.43 3.46 

8.35 13.9 

3.03 3.95 

4.33 7.94 
52.38 60.44 

5.31 3.47 



17.17 
11.5 
2.28 



125.56 130.49 
3.76 7.59 
23.94 15.38 
5.08 6.02 
44.53 137.98 
3.58 1.82 



10. 99 
9. 66 
3.58 
4.68 



1.31 
3.65 
7.89 
3.48 
4.61 
4.03 
86.46 
46.76 
10.29 
12.14 
19.64 
17.67 
4.44 
3.31 
6.17 
3.68 



15.1 

13.71 
5.12 
7.53 
5; 24 
7.52 
4.11 
7.16 
6.26 
10.1 
9.77 
8.66 
7.77 

16.21 

16.06 
115.94 

10.05 
118.49 
9.32 
30.7 
15.4 

13.43 
3.67 

10.52 
3. 22 
6.01 

49. 38 
5. 34 

15.03 
2. 19 

18.72 

11.54 
4.82 
124.27 
6.47 

19. 28 
5.94 

72.83 
6.46 
9.85 
8.27 
6.19 
7.61 

27.83 



9.22 
5.69 
3.15 
7.89 
15. 58 
6.72 
5.83 
5.96 
30.58 
41.95 
10.53 
11.47 
31.58 
15.26 
3.13 
3.4 
4.13 
4. 57 
11.79 
6.23 
33.56 
15.09 
10.75 
6.22 
4.01 
6.11 
3.33 
2.01 
5.63 
9.12 
5.85 
8.67 
3.54 
14.88 
19.67 
64.71 
5.47 
123.09 
5.37 
17.41 
7.06 
12.38 
3.79 
5.58 
2.76 
5. 83 
52.85 
6.35 
11.34 
4.11 
IS. 62 
7.67 
1.95 
79.29 
4.82 
12.99 
4.63 
61.38 
2.6 
6.91 
8. 68 
5.45 
5.71 
26.75 



7.11 10. 
6.95 7. 
0.66 3. 
2.85 5. 
8.45 13. 

4.3 t 
2.01 i 
2.05 2. 

32.81 51. 

35 54. 

11.28 11. 

S.24 11. 

21.06 23. 

61.35 5. 
1.14 2. 
1.61 4. 

3.12 6. 
1.14 2. 

13.87 5. 
3.84 2... 

28.4 19.49 

7.19 15.39 
3. 53 4. 53 
3.52 6.52 

3.13 5.6 
2. 35 S. 54 
0.92 0.9 



8.15 5.23 

3.16 8.37 
1.98 3.49 

2.5 5.11 

4.67 2.65 

9.41 17.84 

7.45 13.87 

39.42 63.09 
2.68 

86.3 152.75 

3.13 5.59 

45.83 36. 11 

13.28 12.57 



13.02 
1.47 
7.26 
3.27 
7.33 



9. 36 
2.61 
10. 66 
6.35 



13.16 
3.13 
19.2 
7.52 
1.52 2.27 
36.2 131.05 
2. 29 4. 38 
14.78 18.5 
4.75 
80.13 88.64 
2. 06 3. 24 
5.11 5.98 
4.77 8.65 
3.4 4.05 
2.32 4.42 
25.03 37.28 
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HEMBAt 004995 
HEMBA100S004 
HEMBA 1005008 
HEMBA1 005009 
HEMBA100501S 
HEMBA1005021 
HEMBA1005029 
HEMBA1005035 
HEM8A1 005036 
HEMBA1005039 
HEMBA1 005047 
HEM8A1 005050 
HEMBA 1005062 
HEMBA1 005066 
HEMBA100S067 
HEMBA 1 005070 
HEMBA 1005075 
HEMBA1 005078 
HEMBA1O05079 
HEM8A1005083 
HEMBA1005Q84 
HEMBA 1005088 
HEMBA 1005089 
HEMBA1 005090 
HEMBA 1 005096 
HEMBA1005101 
HEM8A100S107 
HEMBA100S113 
HEMBA1005123 
HBIBA1O05133 
HEMBA1005135 
HEMBA1 005145 
HEMBA1005149 
HEMBA1005152 
HEMBA1005159 
HEMBA1005172 
HEMBA1Q05185 
HEMBA1005186 
HEMBA1005195 
HSBA1 005201 
HEMBA 1 005202 
HEMBA 1005204 
HEMBA1 005206 
HEMBA100S219 
HEMBA 1005223 
HEHBA1005229 
HEMBA1 005230 
HEMBA1005232 
HENBA1005238 
HEMBA1005241 
KENBA1005244 
HEMBA1O05246 
HEMBAI005251 
HEMBA1005252 
HEMBA1 005267 
HEHBA1 005274 
HEMBA 1 005275 
HEMBA1O05288 
HEMBA 1005293 
HEM8A1O05296 
HEMBA10C5301 
HEMBA 1005304 
HEM8A1 005305 
5311 



13.04 8.58 

4.77 6.36 

57.09 40.78 

1057.6 723.08 

4.41 3.37 

20.78 39.58 

70.74 90.66 

18.47 18.85 

6.46 8.4$ 
30.97 34.92 

8.28 10.14 

3.68 2.17 

4.16 12.91 

10.67 14.99 

4.44 5.11 
52.72 54.64 

3.89 4.62 

9.47 16.56 

31.02 35.09 
S.87 5.26 

14.72 21.03 

4.46 4.57 

4.7! 9.88 

25.03 17.55 
5.89 3.91 

39.08 41.35 

40 41.43 

113.1! 107.38 

10.25 18.19 

17.82 23.43 

5.59 8.93 

4.53 2.71 

378.9! 317.95 

6.82 9.2 

7.43 8 

7.45 10.34 



21.0! 45.46 

30.23 25.81 

5.59 7.98 

16.46 12.78 

23.26 6.89 

46.02 33.86 

6. 35 5. 89 



5.79 



). 67 



211.84 132.19 

5.02 3.23 

4.01 4.87 

4.78 4.02 

7.96 6.13 

144.3 160.26 

11.91 8.98 

12.15 18.12 

41.28 35.46 

146.06 122.53 

50.96 52.4 

36. 19 33.62 
11.95 



17.02 
7.64 
3.18 
4.23 

11.53 



10.13 

6.34 
98:86 

1508 
12.38 
34.72 
114.47 
35.14 
12.94 
39.63 
13.81 
10.8! 
14.13 

36. 8 
10.87 
132.49 

7.C 
13.83 
45.38 
12.68 
25.93 
12.93 
14.88 
31.81 

4.65 
50.86 
50. 54 
156.04 
27.19 
41.02 

15.2 

8.45 
317.16 
10.54 
10.73 
13.12 
43.59 
22.97 
54.34 
53.48 

9.58 
28.18 
27.27 
64.57 
13.54 
19.26 
314.59 
8 

12.04 
12.24 

14.8 
353.25 
32.78 

37.6 
59.97 
200. 33 

71.8 
70.75 
34.15 
24. 16 
12.18 

9.81 
12.03 
14. 37 



7.12 
4.11 
67. 53 
886.08 
2.48 
6.67 
109.76 
26.8 
4.31 
34.24 
4.91 
2.45 
4.05 
11.75 



Table 373 

8.06 6.92 
3.26 3. 94 
69.03 54.32 
1346.5 1172.9 
5.05 3.17 



27.86 28.36 
5.36 



2. 33 

8.34 22.08 

15.95 10.56 

4.78 3. 11 

164. 51 146. 19 162. 23 



2.4 



4.3 
7.13 
24.46 
2.37 
7.18 

I. 85 
4.89 

18.25 
4.65 
29.48 
29.82 
92.91 
10. 94 
14.36 
4.63 
5.36 
22.18 
4.39 
4.97 
4.47 
20.68 
7.71 
19.83 
38.66 
3.99 
11.48 
4.57 
13.22 
0.44 
5.01 
37.27 
4. 94 
12.05 
4.12 
5.66 
249 
S.64 
17.48 
65.43 
113.76 
62.52 
88.7 
19.57 

II. 91 
6.44 
5.51 
5.04 

12.69 



3.7 



4.35 4.23 
181 208.94 
6.2 1.79 



3.6 4.2 

14.05 9.97 

14.1 5.14 

55.15 17.76 



4.27 
3.03 
6.64 

171.68 181.26 

10.3 10.41 

16.35 13.11 

48.12 53.65 
78.58 123. 13 
44.67 45.43 
58.37 56.26 
13.03 24.04 

18.13 12.63 
7.08 7.49 
5.89 
$.33 
6.17 



2.73 3.68 
3.94 3.84 
23. 5 39.71 
1256.5 763.02 
8 3.17 



12.93 
2.77 
2.32 



5.52 
12.8 
2.95 
48.46 
4.12 
4.44 



33.29 
2.52 
6.27 



10.99 5.75 

3.1 1.87 

4.1 0.92 

5.18 6.32 

2.39 2.2 

33.26 32.78 



4.16 3.29 
4.3 1.57 
27.6 18.57 



33.33 
3.73 
4. 75 



2.73 
2.77 
3.63 



14. 26 
34. 92 
106. 12 



8.12 
15.48 
96.92 



6.66 
6.35 
6.54 
10.14 



3.04 

2.58 
0.53 
6.62 



5.31 
5.52 
21.46 
961.92 
5.15 
4. 97 
53. 52 
14. 58 
4. 91 
16. 92 
2.31 
0.55 
5.74 
12.44 
2.1 
55.3 
4.18 
3.76 
24.67 
4. 73 
6.49 
2.53 
1.92 
11.92 
2.94 
29.58 
33.12 
78.36 
9.01 
25.23 
2.68 
4.35 
124. 98 
2. 92 
1.57 
2.99 
18.78 
I 5. 11 
: 10.22 
22.99 
! 7.96 
i 14.76 
3.89 
I 11.24 
! 1.78 
! 2.59 
1 12.2 
2.54 
i 3.31 
I 3.08 
t 2.47 
' 157.68 
4.1 
11.62 
29.09 
123.47 
52.21 
22.79 
7.5 
7.9 
4.73 
2.92 
2. 54 
9.41 
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HEMBA10O5313 

HEMBA1005314 

HEMBA10053t5 

HE1BA100S317 

HEMBA10O53 IS 

HEMBA1 005324 

HEMBA1 005331 

HEMBAt 005337 

HEMBA1 005338 

HEMBA1 005344 

HEWA1 005353 

HEMBA1005359 

HEM6A100S3S2 

HEMBA1 005364 

HEMBA1 005367 

HEM8AI 005372 

HEMBA1005374 

HEMBA1005379 

HEWA1 005382 

HEMBA 1005384 

HEMBA 1005386 

HEMBA1 005389 

HEMSA1005394 

HEMBA1005403 

HEHBA1 005408 

HEHBA1O05410 

fCMBAl 005411 

HEMBA1 005423 

HEMBA 1 005426 

HEMBA1 005427 

HEMBA1 005430 

HEMBA1005438 

HEMBA1 005443 

fflBAI 005447 

HEiBAt 005449 

HEMBA1005452 

HEBAt 005454 

HEKBA1005468 

HEMBA1005469 

HE1BA1005472 

HEWA1 005474 

HEMBA100547S 

HEMBA1005489 

HEMBA1005497 

HEMBA1005500 

HEMBA1005506 

HEMBA1005508 

HEMBA100551 

HEKBA1005513 

HEMBA10O5517 

HEMBA100S518 

HQBA1005520 

HEMBA1 005522 

HEMBA100S526 

HEMBA1005528 

HEMBA100553O 

HEMBA1005S38 

HEMBA1 005539 

HQBA1 005545 

HEH8A1005548 

HEMBA1005552 

HEMBA1 005558 

HEMBA1005568 

HBBA1O05570 



33.27 
24.58 
12.58 
4.9 
2.91 
11.54 
43.61 
20.3 
37.76 
58.27 
291.67 
3.54 
14.29 
3.08 
9.52 
309.34 
36.56 
33.5 
15.49 
6.36 
7.43 
18.61 
12.89 
4.34 
5.14 
147.8 
3. 94 
7.19 
95. 3G 
3.18 
38.92 
85.73 
15.2 
7.4 
188. 67 
87.1 
4.07 
3.12 
4.06 
48.84 
3.81 
18.35 
11.24 
3.55 
9.06 
66.72 
10. 52 
106.43 
13. 22 
8.83 
6.15 
4.72 
7.43 
12. 95 
20.88 
155.03 
4.22 
7. 37 
6.67 
9.67 
51.47 
1303.4 
18. 05 
9.18 



32.37 
33.06 
12.96 
4.68 
3.45 
12.46 
41.81 
20.66 
51.08 
53.4 
197.22 
4.47 
12.72 
8.57 
14.36 
404. 59 
51.63 
27 
19.66 
8.47 
7.3 
20.29 
8.67 
4. 47 
5.28 
198. 98 
4.86 
6.73 
92.66 
3.68 
50.77 
96. 52 
22.18 
8.91 
185.78 
82.51 
5.62 
5.06 
5.82 
68.93 
5.4 
13.18 
6.84 
3.84 
12.27 
77.27 
16. 74 
145. 35 
13.61 
13.8 
6.12 
5. 27 
6.22 
11.98 
31.78 
123.7 
2.81 
8.42 
6.11 
16.77 
60.33 
1695.5 
24.94 
10.68 



38.89 
42.65 
19.-9* 
7.03 
4.86 
27.19 
60. 

34.16 
62.83 
127.13 
329.41 

8.65 
20.99 
11.19 

9.74 
430.49 

69.8 
43.36 

32.8 
15.31 
12.47 
18.71 
16.27 
10.77 

8.12 
244.61 
10.62 
19.41 
185.58 

9.55 
66.51 
156.38 
31.05 
13.83 
227.88 
97.54 
12.12 
12.85 
14.74 
98.37 

6.23 
29. 74 
19.41 

13.2 
15.75 
99.37 
23. 57 
110.4 
12.43 
21.17 
10.29 
15.66 

15.1 
23.79 
47.82 
313.84 

4.67 
11.33 

9.83 
17.36 
76.88 
2079.7 

43.8 
10.58 



32.29 19.06 
21.87 11.43 
17.38 10.31 
6.55 5.75 
4.07 3.07 
15.78 17.61 
40.68 48.26 
18.47 13.27 
38.86 14.3 

158.88 86.48 

381.89 358.33 
4.81 7.38 

11.94 11.74 
9.32 9.41 
11.62 16.31 
84.13 123.69 
,44.44 39.19 

22.13 30.25 
16.35 15.89 

11.14 12.78 
6.27 5.44 
13.6 21.69 
12.3 14.5 
7.65 8.37 
4.84 5.38 
96.9 175.54 
4.18 2.45 
6. 38 7. 84 

213.51 144.79 
2.9 4.08 
41.28 49.27 
59.22 45.51 
12.38 21.42 
6.04 6.83 
315. 2 205.18 
153.23 76.5 
9.94 
5.78 
9.66 



2.12 
2.9 



12.19 9.09 

3.31 2.65 

1.8 9.96 

2.69 4.51 

6.97 14.67 

17.24 26.35 

376. 32 270.85 

3.91 2.23 

9.56 8.07 

3.2 2.97 

7.24 13,44 

44.85 67.33 

863.4 2100.7 

19.93 30.36 

5.69 4.61 



24.67 
15.5 
13.36 
6.41 
4.69 
18.74 
41.6 
15.91 
16.63 
122.88 
324.87 
8.25 
13.92 
5. 54 
12.41 
78.1 
38.53 
17.05 
24.51 
12.49 
7.51 
22.09 
11.32 
7.4 
6.7 
169.68 
4.02 
8.58 
175.18 
4.42 
33.43 
57.38 
15.9 
6.51 
189.94 
106.72 
2.42 
4.72 
7.3 
42.16 
3.03 
8.61 
10.15 
4.47 
10.09 
86.85 
19.17 
46.23 
9.42 
9.65 
3.34 



20.12 
265.42 
1.75 
5.43 
2.68 
14.5 

45.49 
1420 

19.35 
5.33 



9. 94 6. 48 

3.83 2. 01 

2.08 0.38 

11.73 1.86 

45.76 21.6 

13.2 7.95 

9.18 11.59 

43. 73 24.53 

364.08 232.83 

4.29 2.88 

13.73 6.82 

6.78 3.23 

12.24 9.27 



19.9 13.97 

10.11 3.58 

6. 03 4. 21 

5.4 4.72 

68.34 63.45 



3.66 
3.8 
4.34 



14 8.86 

7.69 4.76 

2.68 1.54 

5. 5 7. 58 

48.45 36.29 



0.82 1 

6.22 7 

4.51 2 
10.18 

61.05 3 

1688.2 1 099.2 6 

24.29 10.08 

3.91 1.39 
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HEMBA1005576 
HEMBA1005577 
HEMBA100SS81 
HEMBA100S532 
HEMBAt 005583 
HEMBA 1005588 
HEMBAt 005593 
HEMBA100SS95 
HEMBA 1005597 
HEMBA 1005606 
HEMBA1 005(09 
KEMBA10QS616 
HEMBA1005621 
HEM8At005627 
HEMBA1005628 
HEMBA100563? 
HEMBA1005632 
HEMBA1005634 
HEMBA1005662 
HEMBA 1005(68 
HEM6A1005670 
HEMBA 1005671 
HEMBA1005879 
HEMBA1005680 
HEMBA1005685 
HEMBA1005698 
HEMBA1005699 
HEMBA1005703 
HEMBA 1005705 
HEMBA1005712 
HEMBA1005717 
HEMBA1005718 
HEMBA1Q05721 
HEMBA1005722 
HEMBA1005724 



HEMBA1005737 
HEMBA1005742 
HEMBA1005746 
HEMBA1005747 
HEMBA1005749 
HEMBA100575S 
HEMBA 1005760 
HEMBA100576S 
HEMBA10057SE 
HEMBA1O05780 
HEM8A1005795 
HEMBA1005809 
HEMBA1005813 
HEMBA1005815 
HEM8A1005822 
HEMBA1005829 
HEM8A1005833 
HEMBA1005834 
HEMBA 100 5844 
HEM8A1005852 
HEMBA 1005853 
HEMBA1005878 
HEMBA1005883 
HEMBA1005884 
HEMBAI005891 



3.76 5.34 

3.45 4.03 

17.34 15.11 

240.9 356.29 

56.28 75.41 

48.19 61.31 



8.46 

5.4 
4.61 
10.57 
15.17 
3.29 



13.58 
4.89 
6.07 
19.2 
18.03 
3.65 
2.8 5.27 
26.17 45.68 



4.16 
2.97 
8.75 
13. 26 
5.49 



6.62 
2.99 
7.76 
27.71 
5.63 
8.92 
19.65 25.57 



10. 69 
14.41 
9.58 
14.72 
7.61 
8.96 
3.21 



5.25 
10.31 
4.09 



11.63 
7.51 
2.53 
5.49 
9. 05 



10.6 8.45 

18.4 17.45 

14.35 23.5 

20.76 25 

6.21 7.33 



5.63 
5.12 
23.24 
365.46 
54.74 
71.13 
28.24 
14.77 

5.65 
23.77 
17.77 
8. 89 
13.13 
60.66 
18.11 

6.58 

13.1 
36.18 

8.59 
17.42 
58.84 
12.05 
60.53 
11.55 
19.75 

5.98 
131.24 
19.33 
28.52 
21.89 
28.28 
32.28 
16.43 
15.56 

9.19 
37.65 
19.74 
31.29 
28.18 

9.33 

5.89 
10.77 
21.23 
30.68 

11.4 
50.49 
22.26 
37.75 
21.07 

26.3 

5.72 
26.15 
19. 55 

9.15 
12.47 
17.23 
20. 62 
29.76 
21.85 
38. 78 

29.7 
46. 44 

9.72 
95.93 



3.54 
2.3 



6.15 
2.95 
3.89 10.6 
317.4 608.67 
36.66 53.45 

27.32 36.77 

14.33 10.97 
3.77 3.53 
4.04 20.76 

10. 94 



3.19 
1.88 
1.63 
11.35 
5.71 



8.65 
1.07 

4.51 5.05 
10.77 25.74 

4.13 4.03 

11.99 24.03 

7.98 6.67 

6.25 14.08 

5. 75 3. 35 

173.55 121.01 

15.32 12.15 

12.65 15.48 

4.52 12.06 
15.34 17.37 
23.31 13 

10.15 9 
10.88 5.15 

3.08 3.41 

46. 13 33.11 

12.96 11.14 

17.65 22.38 

19.8 21.24 

5.84 4.66 

4. 59 4. 51 

4.34 2.96 

11.82 15.12 

12.16 17.74 
6.4 6.48 

70.57 83.73 

21.04 27.08 
10.82 11.75 

10.05 5.62 
18.7 15.38 
1.33 1.78 

14.23 14.49 

8. 36 9. 46 

2. 39 5. 2 
6. 96 
5. 22 
6.51 



2.3 
1.9 
7.1 
346.15 

30.25 

18.93 
7.86 
5.64 
7.93 
4.17 
3.09 
2.06 
2.81 

15.73 
5. 93 
4. 68 
4. 75 

11.69 
3.69 
7. 36 

28. 55 
2. 36 

21.81 



5. 25 



9.74 
7. 99 
8. 22 
14.33 
5. 18 5. 86 
13.72 28. 17 
12.96 17.06 
20.3 23.59 
7. 72 7. 66 
140.97 103.88 



11.51 
4. 26 
131.74 
10. 29 
9. 89 
8.24 
16.39 
19.82 
9. 15 
8. 22 
4.96 
35.41 
14.53 
19.25 
20. 22 
4.23 
2. 42 
3.2 
18.05 
19.5 
7. 14 
79.9 
17.3 
10. 76 
7.48 
15.54 
1.99 
18. 69 
9. 74 
3.43 
5.87 
5.59 
6.09 
12.64 
5.16 
26.47 
IS. 29 
18. 03 
5.64 
141.36 



3.82 
2.63 
4.64 
243.13 
44.93 
99.81 
11.3 
3.73 
6.41 
5.64 
3.33 
3.75 
4. 45 
25.61 
6.45 
1.93 
6.21 
10.2 
4.47 
8.37 
25.33 
2.63 
34. 62 
4.31 
12.25 
2.89 
58.39 
1 1. 29 
13.24 
12.54 
10.48 
12.33 
5.24 
6.16 
4.32 
27.65 
14.77 
19. 89 
17. 64 



3.83 3.35 
1.06 

4.62 3.74 
155.96 316.09 
12.37 20.67 



4. 24 
16.69 

3.32 

3.16 • 

3.26 

2.19 

7.58 

3.09 

1.83 
5.1 

5.28 

2.83 

4.18 
13. 78 

1.59 



7.86 
7.16 
4.92 



3.4 
4.14 



5.99 
18.91 
3.63 
51.01 
17.89 
7.41 
3.75 
15.88 
1.83 
18.12 
7.13 
3.05 
6.18 
7.73 
4.4 
11.87 
3.04 
16.14 
15.47 
21.15 
3.86 
40.77 



8.73 
9. 37 
9.53 



2.9 
3.14 
1.41 
9.09 

18. 52 
6.46 

50.17 



4.47 

1.57 
2.19 
5.09 
8.87 
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HEMBA1005907 
HEMBA1 005909 
HEMBA1 005911 
HEMBA10OS912 
HEMBA1005913 
HEMBA1 005921 
H0BAI 005922 
HEHBA1 005929 
HEMBA1005931 
HEHBA1005934 
HEUBA1 005945 
HEHBA1005962 
HEMBA 1005963 
HEMBA1 005990 
HEU8A1005991 
HEMBA1005999 
HEWA10060Q2 
HBBA 1006005 
HEM8A1006011 
HEM8A1006013 
HEMBA10060t8 
HEJIBA10060I9 
HEMBA1006021 
HEIBA1 006022 
HEMBA1 006031 
H0BA1OO6O35 
HEISA1006036 
HBBA1006042 
HEHBA1006044 
HEMBA1006045 
HEMBA100S048 
HQIBA10060S3 
HEMBA1 006055 
HEiBA 1006058 



HEWA1006O63 115.82 



HEMBA1 006067 
HEIBA1006081 
HENBA1006089 
HEWA1006090 
HHBA1006091 
HE1BA1 006093 
HQBA1006099 
HEMBA1006100 
HEMBA1006108 
HEHBA1006114 
HEJBA1006121 
HEMBA1006124 
HEMBA1006125 
HEMBA1006130 
HEMBA1O06138 
HEMBA 1006 1 42 
HEMBA10061SO 
HEMBA1006151 
HBBA1006155 
HBBA10061S8 
HEIBA1006164 
HEMBA1006171 
HEMBA1006173 
HEWU00S176 
HEMBA1006182 
HEMBA1O0S197 
HEMBA1O06198 
HEMBAI0062U 



11.51 
12.54 
4.25 
35.05 
8.07 
8.39 
10.23 
14.03 
6.92 
9.15 
13.18 
8.03 
7.03 
1.77 
64. 98 
10.77 
4.73 
11.33 
7.74 
15.75 
12.67 
39.35 
100.18 
4.41 
54.5 
26.81 
30.41 
14.78 
6.37 
5.05 
5.66 
9.91 
18.11 
12.02 



14.46 
3.95 
4.09 

16.61 
6.4 

24.23 
23.7 

IS. 19 
9.23 
$.24 
4.96 

23.37 
5.3 

81.41 

16.78 
6.25 

20.94 
3.81 

51.87 
7.8 
7.41 

11.38 
5.77 

10.21 
6.52 
4.36 
6.83 
46.5 

77.53 



24.95 
10.65 
2.94 
30.41 
12.66 
17. 95 
12.69 
14. 99 
7.45 
11.61 
17.17 
8.91 
8.04 
6.1! 
101.38 
8.18 
10.03 
12.26 
6.02 
24.43 
16.72 
43.51 
64.95 
4.65 
55.09 
26.57 
35. 58 
15.89 
6.38 
5.98 
8.21 
12.14 
16.89 
10.46 
107.87 
16.19 
8.3 
6.69 
33.98 
6.94 
35. 95 
22.12 
17.46 
5. 57 
4.2 
7.47 
10.77 
5.09 
100. 18 
21.47 
5. 14 
16.77 
3.62 
36.97 
6.18 
4.45 
13.76 
5.17 
6. 39 
8.53 
5.59 
8.29 
59.16 
104.19 



21.68 
15.16 

8. 69 
48.44 
17.16 
29.27 
22.71 
35 

8.96 
14. 52 
24. 76 
21.61 
15.69 
10.33 
91.59 
14.85 

9.92, 
21.89 

9.99 
27.02 
32.68 
94.43 
186.84 

8.97 
63.41 
28.41 
51.17 

30.2 
15.67 
16.26 
17.12 
22.17 
29.58 

14.6 
141.14 
18. 97 

15.7 

17.6 
39.21 

10.5 
33. 59 
46.77 

28.4 
12.26 

16.8 
17, 94 
43.(3 

9.35 
218.91 
42.54 

9. 74 
47.47 
12.07 
81.85 
16.28 
10.51 
11.95 

5.55 
20.68 
12.82 

8.45 
18.43 
87.76 
150. 86 



5.18 
9.37 
4. 53 

55.56 
3.35 
13.5 
8.62 

19.43 
7. 96 
6.47 

14.61 
8.95 
2.68 
2.7 

21.08 
9. 74 
4.44 

IS. 72 
4.17 

14.33 
4.67 

41.01 
161.47 
5.98 

23.75 

13.64 

28.85 

21.62 
2.89 
5.37 
5. 57 

11.19 

15.19 
9.27 
161.05 
8. 28 
2.09 
2.93 

14.19 
5.04 
5.11 

18.77 

13.14 
4. 66 
2.53 
3. 37 

10.18 
4. 55 
239. 88 

20.91 
3.49 

16. 05 
4.06 
14.8 



12.96 7.51 

9. 7 8. 92 

4.07 3.47 

35.89 54.16 



11.55 
18.47 
19.47 
15.37 

7.11 

9.42 
10. 38 

9.17 

5.58 

4.79 
89.91 49.01 



8.12 
18.42 
16.43 
16.06 
4. 38 
7.17 
10. 87 
9.16 
6.69 



47.95 33.8 

154.88 173.68 

4. 93 5. 29 

30.34 33. 23 

17.75 10.2 

21.84 21.47 

13.62 17.35 

5.13 



6.51 
7.7 
10.11 
13.98 

7.95 



6.94 
4.85 

23.81 
5. 34 
7.76 

21.87 

14. 55 
7.02 
7.16 
6. 22 

13.13 



13. 97 
13.39 
tO. 6 
4. 99 
4.48 
2.88 
12.16 
4.9 6.58 
178.96 190. 17 
18.85 14.71 



11. 19 6.62 6.2 
10 



5.75 
12. 36 
8.56 
4.07 
9.27 
45. 37 
44. 45 



14. 52 
5.33 
3.19 
35. 55 
4. 56 
20. 02 
10.1 
12.42 
5.8 
6. 06 
14.78 
8.64 
5.62 
2.4 
45.05 
9.75 
2.29 
11.77 
4.89 
12.44 
11.34 
48.55 
76. 07 
5.93 
14. 55 
23.49 
22.61 
12.05 



0.81 2.14 

16.99 36.27 

4.08 5.57 

11.79 13.13 

8.02 9.98 



1.78 3.08 
21.27 28. 13 



6.76 8.78 
2.62 5.66 
20.74 35.48 



6.6 
12.35 
9.22 
94.43 
10.46 
3.92 
3. 54 
18.94 
4.02 
5.79 
21.06 
18.9 
4. 59 
5.37 
5.11 
9.91 
2.71 
100.6 
18. 67 
2. 75 
22.73 
4.85 
29.86 
10.27 
5.41 
7.5 
5.28 
6.26 
5.71 
3.18 
6.95 
64.69 
56.2 



12.69 
7.06 
2.77 
3.34 
2.07 
4.29 



1.57 
5.99 



21.38 
1.55 
2.39 
4.2 
2.14 
8.81 
3.32 
1.47 
4.93 
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HEMBA1006226 
HEMBA1 006235 
HEHBA10O62-48 
HEMBA1 006251 
HEMBA10062S2 
HEHBA10062S3 
HEMBA1 006259 
HEMBA1O06261 
HEMBA10062E8 
HEM8A1006271 
HEMBA1006272 
HEMBA 1006 273 
HEMBA1 006276 
HEMBA1006278 
HEMBA1 006283 
HEMBA1006284 
HEHBA1006291 
HEHBA1 006292 
HEMBA1 006283 
HEMBA1 006299 
HEMBA1 006309 
HEMBA1006310 
HEH8A100631 1 
HEMBA1006313 
HEBBA1006316 
HEMBA1006328 
HEiBA1Q06334 
HEMBA1006335 
l€MBA1006344 
HEHBA1006347 
HEMBA1006349 
HEMBA1006352 
HEM8A1006357 
HEMBA100E358 
HEMBA1006359 
HEMBA1006360 
HEM8A1006364 
HEMBA 1006 377 
HEH8A1006380 
HEMBA1006381 
HEMBA10O6385 
HEMBA1006390 
HEMBA1006391 
HEMBA1006398 
HEKBA1006405 
HEMBA1006410 
HEMBA1006416 
HEM8A1006418 
HEMSA1006419 
HEMBA1006421 
HEMBA10O6424 
HEMBA1006426 
HEMBA100643Q 
HEMBA1006438 
HEMBA1006445 
HEMBA100I446 
H£iBA1006456 
HEM8A1006461 
HBftA1006467 
HBBA10Q8470 



6.65 
11.81 
25.45 

4.53 
27.87 

3.48 

4.26 



89.4 
6.42 
14.3 
24.11 
1.35 



9.77 
7. 57 
28.37 
3.75 
20.83 
12.21 
10.98 
7.24 
3.22 
7.65 
21.63 
3.37 
17.68 
55.44 
7.7 
5.12 
4.71 
21.84 
9.29 
5.5 
4.46 
4.83 
80.85 
20.03 
21.8 
26.15 
66.76 
9.83 
7.74 
17.21 
12.29 
13.77 
14.88 
30.32 
6.94 
6. 59 
16. 94 
21.51 
7.39 
5.97 
10.44 
20.27 
10.85 
2.98 
34.3 
8.92 
80.88 
124.18 



1.14 
21.15 
37.82 
5.62 
43.98 
5.09 
5.62 
7.56 
6.86 
22.15 
12.43 
5.98 
23.25 
5.49 
28.58 
13.85 
14. 98 
7.64 
8.11 
12.92 
21.11 
3.68 
32.85 
64.87 
7.61 
7.39 
5.44 
30.15 
7.19 
5.93 
4.17 
5.25 
114. 32 
20. 23 
26.78 
27.47 
79.54 
7.54 
10.16 
30.3 
24.19 
16.34 
14.23 
26. 38 
7.3 
5.16 
21.77 
23.1 
9.88 
4.62 
29.9 
20.9 
13.87 
4.33 
38.7 
14.85 
55.42 
125.67 



HEMBA1006482 750.18 800.51 



128.3 

9.51 
12. 7« 
24.67 
24.58 
20.63 
28.91 
48.94 
11.14 
84.46 
12.53 

9.16 
13.01 

4.87 
38.14 

9.21 

8.47 
41. Off 

8.43 
31.92 
16.63 
14.35 
16.35 

10.2 
15. 52 
38.33 
14.62 
46.47 
82.83 
11.32 
13.01 
5.8 
32.51 

14.9 
13. 36 

9.74 
14.76 
10S.84 
49.46 
34.04 
48.23 
86.03 

21.2 
17.94 
36. 97 
20.82 

35.1 
12.55 
45.23 
14.62 
10.86 
35.51 
52.14 
27.72 
11.24 
25.23 
27.71 
19.86 

9.77 
56. 67 
23.43 
113.87 
311.61 
717.99 



98.59 21.45 

4.4 S.83 

17.84 10.1 

22.82 19.08 

17.83 5.75 
14.78 17.19 

16.9 10.94 

33.85 29.71 
5.03 3.83 



39.21 
3.82 
7.22 

10.92 
4.56 



39.6 
7.27 
6.74 
8.88 
7.03 
13.97 
7.3 6.48 
4.12 5.97 
49.83 29.24 
3.08 2.38 
37.12 28.94 
10.12 12.48 
11.71 17.38 
13.11 5.74 
4.45 3.61 
10.38 5.11 
32.37 21.64 
4.58 3.28 
23.14 32.25 
51.59 45. 13 
7. 96 6. 93 



11.96 

3.17 4.05 

16.24 19.4 

8.1 8.4 

4.55 6.66 

2.49 4.18 

2.78 4.9 

75.76 102.36 

23.06 19.66 

28.98 18.12 

21.69 21.93 

47.23 63.78 

5.37 10.85 

6.15 8.15 

11.67 17.28 

11.01 22.54 

20.2 19.08 
8.74 10.37 

21.57 20.76 

4. a 5.03 

2. 39 3. 13 

13.82 15.6 

21.8 26.01 

9.7 12.86 

6. 9 4. 18 

12.03 4.68 
19.85 19.2 

8.91 8.16 

4.94 3.17 

41.16 36.04 

12.81 12.27 

93.82 77.51 
282.54 252.79 

555.6 740.67 



56.73 
6.34 
10.62 
21.09 
7.22 
22.49 
16.19 
14.07 
5.91 
40.82 
10.33 
6.25 
11.33 
4.18 
13.64 
8.66 
5.86 
37.1 
10.01 
29.71 
15. 92 
10. 36 
8 

3.07 

II. 89 
26.1 
2.72 

24.21 
40. 79 
5.21 
10.21 

6. 34 
20.03 

7. 37 
5.77 
4.08 
3.21 

58.33 
23.19 
16.56 
2S.5 
61.2 
8.66 
10.18 
9.3 
19.08 
14.96 
7.82 
20.5 
4.44 
4. 03 
11.92 
14.55 
10.02 
5.84 
7.84 
23.69 
8.85 
2.56 
29.19 
40.2 
77. 92 

III. 47 
596. 85 



14. 29 
16.03 
9. 32 
8.79 
15. 68 
18.76 
4.8 
30. 74 
8. 77 
4.33 
8. 59 
3.68 
11.04 
4.11 
4.51 
21.69 
0.91 
18.96 
14-59 
10.75 
7.15 
2.82 
7.9 
17.68 
2.89 
26.2 
32.94 
8.91 
7.73 
3.53 
17.68 
7.12 
4.91 
2.89 
2.71 
93.99 
14.68 
28.76 
17.06 
79.04 
7.1 
5.31 
9.52 
10. 32 
13.83 
5.57 
35.29 
5.78 
3.8 
15.06 
2S.55 
7.77 
3.07 
2.86 
16.72 
10.75 
4.06 
28.2 
16.21 
59.58 
88.12 
785.76 



1.9 
11.1 
3.32 
6.16 
1.77 
14.83 
15.97 
2.63 
14.23 
2.68 
1.91 
S.S5 
1.91 
8.54 
16.95 
2.35 
20.86 
2.39 
13.53 
3.8 
8.47 
4.03 
2.44 
6.94 
13.27 
4.86 
15.13 
23.43 
1.81 
3.41 
2.18 
17.67 
3.93 
2.59 
1.16 
2.21 
60.04 
15.28 
15.54 
11.15 
51.69 
4.25 
3.87 
5.99 
24.08 
12.25 
12.05 
23.16 
2.74 
3.29 
10.89 
15.62 
3.89 
2.65 
8.87 
10.9 
7.35 
1.76 
24. 42 
5.14 
47-32 
112.31 
753. 48 



47.3 
2.78 
13.06 
8.44 
9.75 
6.4 
17.05 
24.68 
2.52 
28.33 
5.16 
3. 78 
8.36 
2.81 
8. 53 
4.13 
4.32 
21.95 
2.11 
20.58 
13.91 
4.15 
4.85 
2.58 
9.74 
19.36 
1.73 
17.28 
27.33 
2.49 
9.88 
6.11 
25.75 
6.97 
3.15 
2.66 
3.79 
78.87 
25. 75 
19.65 
26.65 
65.97 
6.66 
6.36 
10. 52 



3.94 i 
35.95 

5.79 

5.21 
16.55 
24.71 

8. Of 

7.57 

4.65 
15.13 

8.75 

2.14 
29.45 

6.51 
61.33 
128.83 
372.51 
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HEMBA1006483 
KEMBA1006485 
HEMBA10O64t6 
HEMBA1006489 
HEMBA1 006492 
HEMBA1006494 
HEMBA T 006497 
HEMBA100S501 
HEMBA1006502 
HEHBA1006507 
HEMBAT006517 
HEMBA1006521 
HEMBA1006529 
HEMBA1006S30 
HEMBA1006535 
HEMBA 1006536 
HEMBA 1006540 
HEMBA1006544 
HEMBA1006546 
HEHBA1006549 
HEMBA 1006559 
HEMBA1006562 
HEMBA 1006 566 
HEMBA1006569 
HEMBA1006572 
HEMBA 100S 579 
HEMBA t 006583 
HEMBA 1006595 
HEMBA1006597 
HEMBA1006606 
HEMBA1O06612 
HEMBA1006617 
HEMBA1006624 
HEMBA1006631 
HEMBA1 006635 
HEMBA1006639 
HEMBA10O6643 
HEMBA 1006648 
HEMBA1 006652 
HEMBA 1006653 
HEMBA1006658 
HEMBA1006659 
HEMBA1006665 
HEMBA 1006666 
HEMBA1006671 
HEMBA 1006674 
HEMBA1006676 
HEMBA1006682 
HEMBA 1006688 
KEMBA1006695 
HEMBAI006696 
HENBA10O6702 
HEMBA1006707 
HEMBA1006708 
HEMBA1006709 
HEMBA1006717 
HEMBA1006724 
KEMBA1006731 
HEMBA1 006737 
HEMBA1006742 
HEMBA1O06743 
HEMBA1006744 
HEMBA1006749 
HEMBA1006752 



10.38 

14.11 
25.6 
4.69 

21.26 
3.73 
9.48 

70.71 
26 

74.35 

10.15 
4.71 

20. 44 
2.11 
4.76 
7.73 
4.89 
9.55 

13.83 
3.69 
5.63 
4.46 

I. 97 
9.03 
4.01 

48.81 
21.83 

9.39 
10.74 

9.14 
16. 18 

8.08 
62.58 
23.12 

7.91 
10.04 

1.84 
15.53 
26.71 

7.56 
19.91 
58.61 

2.46 

3.78 
29.88 
17.95 

8.33 

S. 28 

8. 06 

II. 68 
12.25 

6.88 
12.13 

7.17 
13.09 

5. 25 
12.11 

7.48 

6.06 

8.98 
14.91 
17.72 

4.84 
74.49 



11.79 
21.34 
38.65 
5.66 
21.32 
5.82 
5. 39 
74.3 
37.84 
71.35 
13.34 
7.89 
40.14 
3. 93 
6.35 
9.35 
5.07 
9.44 
18. 34 
4.64 
7. 78 
7. 73 
2.79 
13.38 
5.33 
48.67 
28.38 
11.2 
17.9 
17.8 
16.45 
9. 55 
66.3 
25.87 
.10.88 
12.39 
4. 34 
17.03 
34. 75 
6.61 
14.88 
60.76 
4.7 
4.89 
46.04 
21.64 

14. 71 
7. 81 
7.99 

16.81 

15. 75 
9.14 

15. 02 
12.19 
19.04 
6.26 
8.3 
7.6 



22.66 
19.61 
4. St 
114.01 



17.97 
22.05 
46.49 
11.99 
31.79 
13.17 
9.72 
109 
37. 28 
93.56 
25.2 
15. 55 
54.85 
16.06 
8.43 
15. 74 
10.1, 
12.6£ 
35.37 
10. 47 
15.93 
13.41 
6.04 
17.77 
6.28 
106.01 
52.62 
24.82 
34.13 
25.4 
27. 36 
19.24 
115.43 
43.15 
14. 85 
17. 07 
3.2 
27.49 
50.3 
17.15 
49.21 
125. 49 
11.42 
6.54 
31.81 
48.41 
17.2 
6.48 
15. 76 
23.72 
12.83 
9.5 
19.11 
21.37 
28.5 
12. S3 
19. 78 
18. 92 
10. 33 
24.13 
22.54 
39.58 
4.65 
106.5 



10. 54 
9.66 
15.25 
2.16 
8.11 
4.37 
6.41 
137.89 
17.65 
76.72 
8. OS 
2.17 
11.1 
3.3 



4.7 6.22 
121.18 132.43 
19.66 21.79 



4. 99 
18. 97 
3.94 
4. 07 



8.08 

3. 85 
77.85 
37. 84 
12. 48 
14.71 
12.84 
16.16 
13.65 
55.71 
23.48 

9.02 
18.66 

4.98 
19.15 
32.97 

7. 18 
18.71 
159. 5 

4. 57 
3.83 

11.03 
21.77 
11.8 
5.22 
5. 58 
8.98 
8.51 
5.54 
19.48 
12.13 
14.85 
4.74 

5. 53 
6.67 
4.17 

7.5 
17.15 
28.17 
3.84 
80.8 



13.07 
3.22 
5. 24 
4. 36 
3.75 



19.19 12.58 
3. 53 3.26 



103.52 108.54 
4.2 3.45 
3. 74 5. 58 
10.78 
17.05 22.65 
6.88 5.97 



8.06 8.49 
14.05 15.86 
4.01 3.68 



10. 32 
8.76 
4.14 
S.95 



17.28 14.05 

20.27 23.33 

2.79 5.06 

62.77 63.46 



9.39 
9.41 
28.29 
4. 74 
16.25 
4. 57 
4. 84 
56.47 
14. 53 
54. 44 
9.98 
4.73 
8.44 
2. 36 
1.52 
6.06 
4.5 
6.81 
20.42 
4. 38 
4.33 
6.04 
2.63 
6.18 
3.06 
32.03 
32.6 
ir.97 
17.64 
17.49 
7.68 
8.25 
45. 87 
24.55 
11.43 
8.27 
2.93 
5.29 
16.24 
2.33 
11.54 
57.82 
4.37 
5.07 
20.4 
20. 34 
6.74 
5. 44 
6.82 
10.55 
4.49 
4.33 
14.25 
3.77 
11.87 
7.38 
9.44 
5.19 
4.38 
10.84 
13.93 
18.16 
3.99 
56.97 
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HEMBA1 006754 
HEMBA 1006758 
HEMBA1006767 
HEMBA1 006770 
HEMBA1006779 



HEMBA1006780 31.66 
HEMBA 1006789 11.15 
HEKBA10067S5 13.29 
HEM8A1006796 8.15 
HEMBA1006805 10. 17 
HEMBA1006807 358.41 
HEM8A1006813 3.32 
HEMBA1006819 11.44 
HEMBA1C06821 15.76 
HEMBA1006S24 
(CUBA 1006832 
HEMBA 1 006834 
HEMBA1 006835 
HEMBA 1006843 
HEKBA1006849 
HEMBA1 006850 
HEMBA1 006861 
HEMBA1006865 
HEMBA1006867 
HEMBA 1 006873 
HEMBA 1006877 
HEMBA1G06878 
HEMBA1006879 
HEMBA 1006884 
HEMBA1 006885 



10.3 
7.27 
5. 55 
10.91 
21.14 



31.97 
259. 36 
46.64 
8.46 
18.15 
26.18 
16. 77 
14.67 
39.2 
18.5 
17.71 



HEMBA1 006889 
HEMBA1006896 
HEMBA1O0690O 
HEMBA1 006902 
HEMBA1006912 
HEMBA1006914 
HEMBA1006916 
HEM8A1006921 
HEMBA1006926 
HEMBA1006927 



HEMBA1006936 
HEMBA1006938 
HEMBA1006941 
HEMBA1006942 
HEMBA1006945 
HEMBA1 006949 
HEMBA1006952 
HEMBA 1006960 
HEM8A1 006973 
HEMBA 1 006974 
HEMBA1 006976 
HEMBA1 006989 
HEMBA 1006993 
HEMBA1006996 
HEMBA1007001 
HEMBA 1007002 
HEMBA1007013 
HEMBA1007016 
HEMBA1007017 
HEMBA1 007018 
HEMBA 1 007044 
KEMBA1007045 



10.48 
12.94 
16.51 
29. 88 
94. 54 
11.07 
72.84 
25.47 
4.95 
17. 87 
76. 35 
15. 23 
5.69 
14. 39 
8.1 
20.15 
9.54 
3.12 
38.07 
17.04 
67. 94 
5. 04 
4.19 
34.21 
11.14 
9.69 
5.49 
5.64 
22.88 
6.77 
13.6 
38.2 
4.23 
13.73 
1.76 
12.78 
4.27 
3.76 



5.77 11.65 

4.9 12.62 
6.53 9; 74 

18.24 23.01 

29.08 46.61 

41.91 71.99 

8.92 10.14 
18.12 23.2 

7.65 12.79 

13. 14 20.22 

425.1 450. 14 
4.75 

14.72 25.12 

14.89 42.37 

30.86 49.16 

308.26 291.59 

65.27 67.81 

14.27 21.58 
18.91 28.2 

26.08 44.03 

33.56 37.75 

13.53 34.61 

38.77 61.65 

15.53 22.34 

23.93 26. 16 

13.49 15.12 

14.11 25.64 

16.27 24.73 

27.4 33.59 

29.68 41.54 
114.96 86.8 

12.36 15.21 
75.71 95.1 

32.8 47.12 
12.4 20.5 

28.61 49.99 

138.05 152.36 

15.18 19.35 

9.45 11.27 

14.83 25.68 

6.16 12.12 

20.6 39.98 

10.99 23. 15 

8.25 12.19 

33.9 81.07 
18.44 31.05 
90.41 117.96 

6.37 14.93 

5.26 9.54 



6.17 
10.94 
2.73 
9.34 
19.18 
39.02 
6.24 
10.87 
2.99 
7.2S 
425. 56 
0.01 
8. 56 
23.12 
24.26 
339.91 
62.09 
9.55 
12.23 
23.34 
10. 59 
20. 34 
71.58 
9.22 
14.12 
6.73 
11.23 
12.26 
6.17 
20.77 
8.15 
4.3 
25.42 
42.47 
3.65 
20.94 
81.86 
6.9 
4.84 
4.9 
3.55 
22.07 
1.82 
4.54 
14.16 
13.54 
45.68 
11.38 
3.87 
40. 95 
14. 07 
5.58 
5.67 
14. 35 
43.82 
9. 29 
26.01 
157.46 
5.49 
32.25 
6.45 
6.88 
7.26 
6.66 



5. 72 
5.09 
5. 09 
17.17 
32.07 
25.6 
5.48 
8.5 
3.39 
5.84 
524. 37 
2.65 
18.43 
22.95 
23.62 
237.21 
43.11 
10.78 
21.78 
31.15 
18.63 
16.15 
60.52 
8.88 
11.71 
6.6 
13.75 
12.67 
20.26 
25.78 
45.42 
6.85 
32.71 
30.76 
6.21 
22.1 
82.01 
10.02 
7.39 
10.25 
6.9 
23.94 
9. 22 
5.27 
37.03 
11.67 
44.82 
7.05 
5.23 
44.04 
12.49 
10.54 
2.91 
9.67 
36.96 
8. 92 
27.9 
90.61 
4.83 
24.75 



5.75 
5.73 
3.33 
9.49 
21.74 
33.44 
5.24 
11.23 
3.14 
4.86 
388.3' 
1.47 
11.48 
19.27 
19.71 
321.61 
55.61 
10.45 
20.94 
21.57 
8 

19.04 
57.06 
9.34 
14.57 
3.67 
11.88 
8.96 
51.39 
20.37 
40. 45 
5.29 
26.4 
32.5 
3.85 
17.02 
60.45 
9.36 



7.17 
4.08 
6.82 



7.2 
8.6 
3.55 
22.4 
9. 34 
8.96 
19.11 
15.34 
62.84 
7.71 
3.34 
37.38 
8.94 
8 

2.68 
15.25 
35.47 

7.56 
24. 22 
115.16 

5.04 
25. 55 
5.8 
10. 67 

4.08 

7.16 



6.13 
5.5 
3.97 
6.46 
27.02 
20.75 
3.29 
14.12 
3.97 
8.13 
479. 65 
2.36 
10.78 
10.56 
31.05 
326.22 
73 
9.6 
21.53 
33.36 
9.03 
12.38 
33.27 
9.42 
15. 58 
5.7 
9.01 
12.1 
18.62 
13.71 
16.06 
4.87 
32.9 
22.96 
6.17 
26.3 
85.41 
4.27 
5.96 
7.17 
4.27 
25.87 
13.47 
3.85 
37.54 
9.95 
58.07 
7.34 
4.22 
52.24 
10.47 
10.23 
2. 79 
5.09 
29.4 
4.85 
17. 93 
37.83 
4. 32 
26. 93 
4. 75 
5. 95 
4. 49 
7.91 



5. 01 8. 39 

2.15 4.84 

3.29 3.02 

5.37 4.52 

14.11 23.35 

21.87 35.28 

3.78 6.02 

7.4 15.69 
0.85 

5.47 7.83 

356.88 266.31 

0.6 1.87 

2.32 9.36 

11 21.11 

26.34 34.02 

280.59 176.89 

47. 8 42. 25 
6. 1 8. 18 

7.17 

14.9 24.69 

3. 5 6. 5 



7.18 
2.95 
2.84 
3.4 
5. 59 
10. 53 
32.92 
2.48 
16.88 



17.11 

4.47 

7. 36 

9. 76 

4. 55 
21.42 
14.53 s 

1.64 « 

9.13 i 



9.16 6.2 

4.44 3. 56 

18.49 21.97 

4.19 5.58 

0.26 

10.57 9. 16 

7.49 11.0 

38.65 55.06 

3.55 6.74 

1.4 1.92 

36.27 39.73 

5.46 6.01 

6. 66 3. 65 

1.22 3.42 

3.23 6.48 
20.95 25.28 

2.62 3.17 

11.6 13.63 

43.86 26.69 

1.34 
13.32 

0. 45 

5.18 

2.95 

2.23 



4.75 
4.25 
5.58 
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HEMBA1007051 
HEMBA1Q07052 
HEMBA1007053 
HEMBA1007QS7 
HEHBA1007062 
HEMBA1007063 
HEMBA100706S 
HEMBA10Q7089 
HEHBA10Q7073 
HEMBA1007076 
HEMBA 1007078 
HEMBA1007080 
HEM8A10Q7084 
HHBA1 007085 
HEMBA1007087 
HBBA1007089 
HEJBA1007095 
HEMBA1007101 
HE1B3A1007104 
HEWA100710S 
HEMBA1007112 
HEVBA1007113 
HE*BA1007121 
HEMBA1007129 
HEMBA1007147 
HEMBA1007149 

t&BAioonsi 

HEHBA1007172 
HEJIBA1C07174 
HEIIBAJ007176 
HEMBA1007178 
HEM8A10Q7185 
HaBA1007186 
HEMBA1007I94 
HEWAt007200 
HOBA10Q72Q3 
HEMBA1007206 
HEMBA1007224 
HE1BA1007226 
HEMBA1 007240 
HEMBA1007Z41 
HEMBA1007242 
HOBA1007243 
KEH3A1007251 
HEMBA1007256 
HEWA1007267 
HEMBA1007273 
HEMBA1007279 
HEMBA1007281 
HEMBA1007283 
HEKBA1007288 
1OBA1007291 
HEM8A1007299 
«BAJ007300 
HEMBA1007301 
HEMBA1007319 
HBBA100732O 
HEIBA1007322 
HEMBAJ007323 
HSBA1007326 
HBBA10O7327 
HBBA1007332 
HBBA1007341 
HBBA1007342 



86 
10. S 
27.29 
17.6 
21.17 
201.88 
27.84 
4.09 
21.73 
9. 74 
21.85 
143.44 
6.41 
12.43 
15.43 
6.6S 
5.54 
S. 55 
10.89 
12.93 
12.08 
7.21 
17.48 
4.21 
17.41 
25.5 
24.39 
89.72 
13.54 
5,35 
4.41 
111.71 
4.65 
7.71 
27.14 
5.82 
8. 03 
4.41 
10.13 
10 
3.94 
60. 36 
10.43 
10. 28 
7.15 
6.22 
281.14 
3.87 
33. 32 
14.51 
15. 93 
8.96 
5.2 



20.61 
7.67 
11.04 
23.76 
6.3 



40.56 
7.54 
13.93 

7.14 13.19 

8.92 19.82 

62.26 82.7 

60.21 81.69 

15.68 20.31 

31.32 26.53 

23. 13 29.36 

21.1 33.63 
116.22 315. 3, 

40.49 45.85 

6 7.77 

33.28 23.78 

14.28 16.52 

25.07 43.45 

168.43 201.05 

8.28 18.59 

15.07 27.38 

22.2 36.85 
4.91 10.19 
5.79 15.25 
6.74 11.4 

13.76 

22.04 21.56 

13.89 28.24 

3.2 19.91 
18.75 30.8 

4.82 12.05 
23. 17 30.14 
42.75 37.89 
40.17 34.49 
73.23 106.85 
17.35 25.69 

7.7 9.62 
5.32 8.31 

101.13 126.82 

5.56 13.42 
17.43 18.8 

33.68 57.79 

10.89 12.53 

6.83 14.1 
6.17 11.59 

14.5 18.59 
10.12 23.07 

6.53 14.21 

57.45 88.44 

10.11 14.15 
11.15 10.5 

12.6 10.93 
6.62 11.18 

504.93 255.82 

5.98 13.69 

37.02 90.88 

15.7 50.08 
13.1 23.53 
9.S3 11.63 

5.9 6.99 



10.38 
3.8 
23.76 
5.42 
4.94 
22. 16 
7.55 
10.41 
9.06 
9.03 
36.29 
89.81 
13.17 
13.81 
17.3 
20.7 
326.58 
23.93 
5.68 
16.4 
10.26 
24.93 
310.6 
3.42 
13.28 
20.24 
4.69 
6.45 
7.96 
12.85 
10.13 
5.12 
4. 57 
17.47 
2.35 
16.76 
30.71 
15.91 
134.34 
5.08 
3.24 



38.69 28.03 

303 223.56 

27.74 34.28 

5.26 4.31 

24.34 20.37 

12.13 8.53 

19.55 20.96 

189.7 223.39 

2.84 6.23 



4.76 
6. 57 
7.31 
11.37 



4.73 
18. 26 

4.05 
21.31 



11.41 15.37 11.45 
8.23 



5.12 
6.96 
1.95 
11.27 
7.33 
2.35 
47.01 
17. 47 
7.08 
3.57 
5.17 
479. 23 
3.16 
53.8 
17.82 
14.44 
7.92 
1.75 



5.07 
6. 52 
5.74 



12. 93 
6.27 
2.76 



8. 59 
4.04 
3.37 

10. 77 
7.11 

18. 69 
4. 34 
5. 56 

10.68 

15.84 

32.07 
50.6 

13.37 
7.06 
6.49 

18.24 
75.5 1 

41.09 
5.49 

10.72 
8.39 

26.57 
139.17 1 
5.66 

10.77 

16. 97 
3.37 
5.2 
8. 36 
5.77 
5.44 
7.15 
4. 03 

18.81 
2.19 

11.68 

38.96 
6. 52 
67.3 
4.24 
4. 59 
2. 68 

80. 87 
3.75 

13. 72 

22. 24 
3.9 
5.78 
3.42 
8.86 
9. 07 
6. 79 

41.98 

10.92 
3.91 
3.16 
5.15 
384.76 
4. 69 

52.37 

20.48 

14.13 



4.82 5.46 

2.23 3.75 

2.88 5.47 

4.02 8.83 
2.74 

15.25 20.25 

2.31 5.66 
3.75 

5.02 4.92 

7.01 8.52 

18.35 34.97 

40.71 38.08 

8.47 13.17 

8.85 9.17 

22.47 10.72 

32.57 32. 51 

12.08 127.01 

23.85 46.77 

1.3 6.52 
5.09 4.25 

3.2 

21.39 27.54 

100.56 162.13 

3. 45 4. 93 

9.49 8.81 

12.22 16.92 

0.61 3.29 

2. 26 4. 93 

1.4 3. 
8.47 15.97 
5. 45 3.49 
7.65 10.67 
0. 89 3. 73 

10. 34 
1.93 

7.36 5.25 

21.71 36.83 

8.53 10.32 

41.82 79.65 

5.15 6.41 

2. 56 3. 21 
0.75 5.03 

65.01 83.79 
3.34 



5.68 
21.62 
1.99 
2.58 
2.15 



8.35 11.65 

7.22 9.19 

3. 29 5. 42 

17.99 24.76 

2.6 3.93 

4.02 3.67 

3. 33 2.24 

2.1 2.94 

!46.29 107.4 
0.43 1.85 

23.73 38.43 

9.78 17.51 
7.11 7.2 

4.06 5.93 

1.49 2.47 
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HEIffiAl 007347 

HEMBA1 007353 

HEKBB1000085 

HEMBB1000008 

HEMB81000018 

HEMBB1 000024 

HEMBB1OO0Q25 

HEMBB1000030 

HOBB1000036 

HBBB1 000037 

HEKB1 000039 

HEMBB1 000044 

HEH3B1 000048 

HEIBB10OO050 

HEMES 10000 54 

HEM6B1O00055 

HEHBB1000059 

HEHBB1000Q72 

HEMBB1000081 

HEMBBI000083 

HEH8B1000089 

HEWB1000094 

HEHBB1000097 

HEMB81000099 

HEJBB1000103 

HOBB1000J06 

HEMBB1000113 

HEiBBIOOOl' 

HEMBB1000133 

HEHBB1000134 

HEMBB1OO0138 

HEMBB1000141 

1OIBB1000144 

HEMBB1000147 

(€1681000152 

1CMBB1000154 

HEWB1000155 

HEMBB1000173 

HEMB81000175 

HEMBBT000176 

HEMBB100Q198 

HEHBB1 000208 

HBBB10002O9 

HBBB1000212 



16.98 
S.79 
12.22 
18.71 
26.09 
16.68 
4.76 
20.29 
14.36 
11.11 
8.22 
11.18 
8.23 
12.03 
10.07 
458.88 
37.26 
84.93 
14. 03 
11.03 
12.54 
10. 67 
6.26 
14.89 
79.17 
13.4 
4.8 
3.97 
88.66 
13.38 
34.17 
7.91 



1.94 
7.08 
7. 22 
36.12 
4.3 
23.34 
1.73 
2.42 
4. 99 
4.66 
16.57 
25.38 
31.37 
12. 28 
5. 26 
5.06 



22.65 29.56 

10.55 11.68 

17.75 30:52 

35.13 41.01 

49.37 73.92 

21.57 43.98 

6.51 12.97 

17.68 33.24 

14.21 18.16 

16.21 12.93 

15.6 26.39 

16.44 31.14 
14.79 19.17 
11.84 30.06 

11.4 26.35 
310.46 850.13 

47.72 97.02, 

93.08 177.56 

23.77 42.88 

18.35 42.57 
18.95 30.4 

10.41 27.93 

10.91 14.76 

12.94 32.83 

84.17 154.39 

15.97 19.47 

10.67 20.57 

10.01 14.45 

47.28 101.21 

15.77 31.72 
26. 36 69. 3 
11.34 20.35 

6.34 18.36 
3.8 
5.3 

8.64 ..... 

13.83 13.07 

47.88 77.86 
6.41 

24.4 50.1 
5.17 9.68 
2.22 6. 16 

7.73 19.16 
5. 69 7. 88 

20.63 ... - 

37. 33 52. 96 

54.57 73.09 

16.29 20.13 

3.6 7.07 
6.06 9.84 

12.78 15.39 
3.14 
16.3 24.98 

35.45 52.88 
14.67 15.28 

9.13 14.25 
5.53 13.54 

3.14 11.53 
5.53 21.28 
14.9 24.21 
8.47 14.17 
8.62 14.26 
4.64 7.99 

8.7 14.09 



14.57 
3.83 
11.82 
19.83 
38.01 
24.42 
5.38 
12.16 
2.88 
4.27 
9. 92 
11.2 



13.83 
9.63 
12.78 
22.41 
40.34 
20.7 
4.72 
16. 77 
10. 75 
8.42 
10.66 
12.12 



11.3 
8.03 
11.43 
13.75 
30.35 
22.54 
5.89 
10.61 
5.3 
4.3 



16.82 11.86 

10.26 4.85 

13.73 6.39 

23.65 15.07 

46.13 23.51 

19.03 14.92 

4.38 2.53 

16.77 10.43 

7.22 6.69 



19.8 
8. 24 
17.44 



7.61 10.2 7.2 



14.4 
13.58 
127.99 
40.48 
168.05 
15.97 
17.47 
15.64 
13.66 
6.71 
17.41 
129.48 
7.19 
6.45 
4.41 
23.18 
20.8 
67.42 
10.92 
7.4 



13.92 
11.4 
485.16 
50.48 
149.4 
19.18 
14.86 
14.81 
21.42 
9.5 
17.02 
133.3 
4.59 
7.88 
4.33 
118.13 
11.19 
34.73 
8.05 
9.42 
6.52 
5. 38 
10.82 
12.99 
28.34 



18.86 
S.19 
4.71 
5.65 
3.69 
17.82 
16.88 
37. 79 
10.11 
0.71 
4.39 
11.19 
1.44 
15.18 
26.93 
5. 33 
3.35 
4.71 
3.19 
3.19 
13.5 
8.25 
14. 76 
3.4 
8.17 



5.94 
6.97 
25.31 
15.01 
38. 52 
7.98 
2. 52 
4.5 
10.98 
3.59 
17.62 
18.98 
5.8 
4.95 
5. 52 
3.43 
4.36 
12.6 
9.84 
8.04 
3.92 
8.23 



13.02 
7.91 
208.47 
36.83 
148.43 
19.43 
14.26 
12.6 
16.12 
4. 54 
13.25 
142.91 
5.52 
9.01 
3.8 
70.04 
14.5 
49.05 
11.46 
9. 69 
8. 28 
4.1 
8.45 
12.51 
43.42 
3.11 
28.15 
4.66 
3.25 



6.83 
12.98 
10.52 
15.14 



2.67 
7.81 
6.21 
J.23 



11.35 6.38 

11.76 6.55 
362.27 384.63 

47.77 33.17 
84.23 55.56 
14.35 5.64 



18.14 
22.7 
14.95 
15.21 
13.99 
117.04 
5.12 
9. 02 
9:37 



9.46 
8.13 
8.63 
6.91 
10.91 
30.44 
3.42 
3.11 
5.02 



134.7 41.76 

6. 59 5. 64 

25.95 21.33 

11.73 5.94 



10.21 
7. 06 
5.98 
9.52 
9. 62 



5.05 
1.83 
1.86 
5.05 
5.43 



7.5 
3.08 
15.88 
12.09 
34.06 
11.16 
2. 36 
5.46 
11.37 
2.75 
13. 97 
21.08 
4. 87 
7. 95 
4.64 
4.43 
4.46 
8.38 
9. 39 
11.17 
3.39 
6.97 



17.6 
4.31 
2.71 
3.72 
4.71 



26.39 12.95 

9.3 23.54 
37.08 24.0$ 

5.4 9.82 
2. 7 2. 25 

2.75 2.24 

6. 63 4. 57 

1.47 0.52 

14.16 8. 49 



2.77 
3.87 
0.94 
2.08 
4.98 
4.06 
4.07 
5. 98 
3.11 



3.35 
14. 37 
3.23 * 
4.79 * 
13.65 
8.17 
4. 66 
12.59 
12.26 
141.27 
34.67 
75.03 
10.31 
16.73 
18. 39 
10.48 ' 
3. 77 
12 
93.95 
4.98 * 
6.76 
5.7 
81.57 
9. 53 
26.27 
9.7 
11.22 
3.83 
3.56 
11.09 
10. 29 
34.58 
4.04 
16.3 
3.4 
2. 68 
4.4 
3.95 
25.36 

15.2 : 

36.49 
9.11 
2.54 
3.3 
10.35 
2.71 
16.99 
29.32 
7.42 < 
4.49 
5.S5 
4.11 
4.87 
7.88 
6.44 
7.05 
4.31 
9.29 
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HEMBB1000332 
HEK88S0O0335 
HEMBB 1000336 
HEMBB I 000337 
HEMBB10O0338 
HEMBB 1000339 
HEKBB 1000341 
HEKB81000343 
HEMBB1000354 
HEMBB10003S8 
HEMB8 1000369 
HEKBB10Q0373 
HEMBB1000374 
HEMBB1000376 
HEKBB1000383 
HEK8B100039I 
HEMBB1000399 
HEMBBI000402 
HEMB81000404 
HEMBB I 000407 
HEKBB 1000420 
HEKBB 1000430 
HEMBBI000434 
HEMBB 1 000438 
HEMBB100044! 
HEMBB1 000447 
HEMBB 1000449 
HEKBB1000453 
HEMBB1000455 
HEMBB 1 000472 
HEMBB1000480 
HEMBB1000486 
HEMBB 1000487 
KEKBB1Q00490 
HEMBB100Q491 
HEMBB10004S2 
HEMBB1000493 
HEMBB1000510 
KEHBB100051S 
HEM8B1000518 
HEMBB1000S23 
HEMBB1000530 
HEMBB 1 000542 
HEMBB1 000550 
HEKBB 1000554 
HEMBB 1000556 
HEMBB10005B4 
HEKBB10005S7 
HEMBB1Q00569 
HEMBB1 000573 
HEMBB1 000575 
HEMBB1000579 
HEMBB1 000585 
HEMBB 1000586 



HEMBB1000589 11.66 



HEKBB 1000591 
HEMBB1000592 
HEMB81000593 
HEM6B1000595 
HEMBB10O0S98 22.01 
2.41 

HEMBB10OO617 



4. 52 
4.77 
4.61 
29.33 
34.7 
10. 36 
7.15 
22. 54 
24. 93 
4.2 
7.77 
4.9 
33.91 
23.61 
18.87 
18.94 
7.91 
5.66 
4.49 
10.22 
8.96 
87.5 
34.1 
4.47 
14.04 
26.11 
4.61 
36.46 
7.98 
8.9 
18.47 
36. 69 
6.37 
32.85 
10.98 
11.93 
3.37 
11.39 
5 

5. 79 
16.51 

6.45 
11.0! 

7.5 
23.66 

5.71 

7.31 
20.61 

5.63 
32.51 
14.84 
12. 25 

4.75 

9. 22 



4.05 10.22 

4.71 13.27 

9.32 IT. 37 

35.43 67. 

54.08 50.89 

11.59 21.89 
6.94 

22.93 36.07 

29.93 37.49 

3. 56 9. 08 
9. 59 

5.6 9.86 

39.77 79.58 

37.46 51.78 

23.34 28.75 

23.82 39. 78 

9.01 13.97, 

7.15 13.91 

5.13 14.15 

16.01 27.46 

13.82 23. 72 

75.56 120.02 

37.7 48.77 

5. 36 6. 73 

26.42 32.37 

49.46 42.13 

5.17 16.11 

39.41 48.95 

15.4 31.12 

8.65 20.38 
20. 31 37.47 
36.48 47.19 

6.26 12.27 

71.05 75.4 

13.88 21.94 

15.38 18.28 
12.88 19.63 

18.53 31.92 
6.48 9.48 
7.56 16.99 

22.61 33. 14 
6.62 14.38 

10.05 25.81 
9.67 18.88 

38. 54 

9.66 13.39 
9.82 18.45 

20.17 47.53 

6.5 12.71 

38.2 72. 29 

26.39 42.18 

14.06 28.61 
6.58 10.45 

12.19 32.5 

16.54 23.61 
17.74 34.25 

3.5! 5.52 

145.08 255.41 

34.64 53.56 

31.15 65.04 

5.2 8.28 

47.37 106. 59 

31.62 79.25 
17.04 13.07 



2.71 3.85 

5.2 6.34 

1.79 3.32 

48.11 46.55 

33.23 39.29 

13.7 11 

5. 95 5. 91 

24.96 20.99 

16.95 17.28 



2.24 



3.75 
3.16 
5.67 
43.98 

28.25 29.92 

7.22 8. 14 

18.85 17.85 
2. 99 3.3 

3.49 5.23 
2. 37 3. 5 

10.21 12.59 

10.31 11.56 
34. 45 32. 4 

30. 73 22. 51 
3.08 3.98 

16.04 15.64 
39. 56 42.28 

3.66 5.27 

17.29 27.48 
12.14 13.6 
10.03 8.41 

19.05 17.04 
21.3 19.24 
7.11 4.47 

38.48 33.85 

11.39 11.14 
8.6 7.89 



3.37 
3.63 
14. 54 
4. 57 
5.58 



5.5 6.7 

31.87 34.21 

4.65 5.23 
11.61 10.28 

8.75 7.89 

2.7 3.07 
43.4 30.21 

17.14 17.78 
6.45 6.01 
5.85 6.89 

16.92 12.87 

18.44 15.28 

24.96 T9.88 

1.66 2.6 
284.78 269.98 

11.28 18.32 

24.88 33.54 

7.8 5.78 
110.75 55.04 

50.87 28.93 
8.82 8.82 



I. 88 
55. 37 
35.27 

9.9 
6.13 
25.34 
19.25 
2.51 
0. 74 
3.02 
33.27 
24.65 
5.4 
18.64 
3.33 
2.79 
4.1 
7.8 
10.07 
42.69 
21.34 
3. 03 
13.8 
10.3 
3.1 
11.55 
12.23 
7.69 

II. 84 
16.88 

4.08 
25.5 
7.83 
5.65 
71.09 
14.3 
5.44 
4.5! 
13.74 
3.03 
6.88 
4. 85 
23.57 
10.47 
10.62 
6.38 
4.45 
37.17 
15.29 
11.92 
6.63 
17.45 
16.: 
19.6 
2.47 
262. 29 
41.15 
29.35 
3.85 
84.65 
40. 28 
8.76 



5. OS 
2.23 
21.92 
51.12 
8.4 
8. 18 
24. 47 
24. 74 
2.41 
4.97 
3.88 
46.4 
24.75 
8.08 
26. 87 
3. 37 
6.8 
3.34 
5.46 
12.86 
83.02 
32.9 
2.33 
26.09 
26.83 
5. 36 
15". 42 
19.02 
7. 24 
20.16 
39.82 
6.03 
47.17 
9.44 
7.79 
13.51 
15.03 
4.17 
8.74 
17.51 
6.95 
5.64 
3.66 
36.99 
3.94 
15.74 
13.88 
4.1 
37 
22.14 
12.64 
6.35 
7.51 
11.67 
12.6 
2.07 
122.51 
22.88 
68.32 
5.15 
42.52 
29.97 
7.96 
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HEMBB! 000631 
HEMBBt 000632 
HEMBB! 000636 
HEMBB1 000637 
HEMBB100D638 
HBBB1 000642 
HEMBB 1000643 
HEMBB1000649 
HEKBB1000652 
HEHBB1000655 
HEHBB1000665 
HEMBB100066S 
HEMB81000S71 
K£IBB1O0O6?3 
HEMBB1 000679 
HEMBB! 000684 
HEMBB1 000692 
HEMBB1 000693 
HEMSB1 000705 
HEMBB 1000706 
HEMSB 1000709 
HEHBB1000714 
HEMBB1 000725 
HEK8B1Q00726 
HEKBB1000729 
HEM8B1000738 
HEMBB10O0749 
HEMBB1000763 
HEMBB1000770 
HEMBB1000774 
HEHBB1000777 
HEMBB 1000781 
HEHBB1000788 
HEMBB1Q00789 
HEM881000790 
HEMBB1000794 
HEMBB10008Q7 
JB10C 



HEH8B1000810 
HEHB1 000821 
HEHBB1000822 
HEMBB1 000828 
HEH8B10C0827 
HEMBB1000831 
HEJBB1000835 65. 9 
HEMBB1000840 22.85 
HEMBB 1 000848 1 
HEIBB 1000852 £.96 
HEMBB1 000857 
HEMBB1 000858 
HEMBB1 000867 
HEMSB 1000870 
HEMBB1000876 

hembbiooossi 

HEMBB1000883 
HEHBB1000S87 
HEMBB1000888 
HEMBB1000S90 
HEMBB1000893 34.65 
HEMBB 1000900 14.11 
(0681000905 
HEMBB1000908 30.34 
HEMBB1000910 14.49 
HEMBB1 0009131 52.28 



2.41 
10.09 
2.99 
39.5 
19.66 
12.99 
14.35 
4.61 
4.16 
16.93 
38.43 
32.99 
47.01 
6.8 
16.03 

I. 76 
14.59 
11.29 
45.75 
31.43 

5.12 
0.86 
6.42 
18.18 
19.05 
2.4 
32.56 
35.04 
45.62 
6.33 
18. 37 
23.79 
5. 59 
18.79 
12.94 
78. 77 
10. 52 

II. 49 
14. 47 

7.31 
3. 32 
26C4.2 



20.22 28.17 

8 17.51 

3. 55 5. 37 

17.58 15.59 

4.17 4.52 

47.36 81.46 

15.32 32.08 

15.1 26.14 



8.01 
7.58 
6.24 
27.34 
46.48 



36.97 43.71 

69. 39 88. 27 

10.16 24.24 

14.55 25.59 

2.64 8.52* 

17.08 31.29 

12.22 20.56 

62.83 118.05 

34. 95 47.38 

8.87 10.38 



1.95 
9.45 
14. 39 
25. 67 
3.95 



5.91 
14.46 
28.4 
36. 38 
6.27 
83 87.59 
53.35 80.31 

74.38 70.43 
5.26 11.47 

23.49 32.23 

24.39 34.32 
8.56 17.48 

29.68 40.8 
8.25 2.03 
111.21 120.34 
9.56 13.14 
9.52 21.32 
17.81 31.19 
8.22 12.01 
10.97 13.01 
3968.9 2993.4 
87.92 134.3 



14.9 
18.62 
3. 35 
5.48 
9.67 
16.87 
6.22 
5. 96 
3.12 
10. 06 



22.57 
12.27 
7.13 
19.2 



35.98 23.82 
25.07 51.31 



18.29 
9.07 
2.23 

10.48 
3.32 

47.61 

23.95 



3.47 
1.82 
44. 14 
17.4 
46.4! 
9.32 
15.28 
1.53 
17. 89 
12.35 
70.74 
12.83 
4.23 
0.06 
7.38 
16.66 
23.07 
1.43 
46.89 
43.91 
17.25 
6.25 
14.46 
14.31 
2.6 
14.17 
1.02 
77.13 
4.85 
7.91 
12.64 
4.01 
2.13 
2288.3 
99.52 
24.08 
9.27 
5.13 
16.67 
17.01 



17.71 
9.79 
5.22 
18.82 
2.17 
39.34 
12.4 
12.05 
13.41 
5.2 
7.38 
1.14 
31.73 
18 
43.74 
9.77 
15.92 
4. 27 
15. 24 
17.3 
40. 37 
21.37 
3.1 
0.38 
5.18 
7.78 
19.8 
7.01 
28.6 
38. 96 
25.76 
5.6 
15.9 
19.85 
6 

25.07 
2.13 
62. 86 
2.89 
10.41 



1.01 
3.33 
19.7 
17.09 
2.61 
3.69 
4.39 
9.78 
20.43 
11.04 
3.81 
10.97 
12.54 



15.4 
6.22 
2.92 
2955. 9 
82.05 
23. 34 
11.15 
5.29 
15.76 
24.14 
3.43 
10.48 
15. 97 
13.5 
2.5 
2.17 
3.56 
19.94 
19.67 
14.54 
3.66 
10.92 
13.67 
51.04 



18 
9.7 
2.73 
18.4 

3. 48 
45.01 
14.81 
14.32 
10.82 

3.31 
6.78 
0. 36 
40.3 
19. 87 
44. 85 
12.54 
17. 55 
2.95 
18.52 
12. 09 
58.09 
16.81 

4. 36 
0.65 
5.16 
8.45 

20.09 
5.93 
43.89 
45.26 
25. 38 
4 

16. 37 
15.3 
2.29 
14. 74 
2. 36 
41.38 
5.55 
6. 87 
12.05 
5.16 
3.29 
3122.5 
71.78 
18.79 
6.47 
6.06 
14.92 
29.4 
0.49 
4.74 
14.54 
10.07 
1.97 
1.88 
2.35 
41.91 
19.95 
9.38 
3.74 
24.1 
12.24 
32.05 



15.1 
5.89 
5.28 
10.07 
2.49 



1.01 



22.53 
8.31 
4.17 
7.99 
2.68 



3.67 
1.75 

39.82 28.49 56.57 
10.59 13.67 
8. 35 

9.25 11.18 
0.72 5.12 
1.62 5.11 
23.87 15.76 19.86 
25.53 28.64 41.28 
6.02 26.42 
52.81 42.78 53.45 
6.96 8.48 

8.5 14.57 
0.19 6.13 
7.08 

4.7 7.15 
45.53 67.69 
8.31 8.35 
1.66 4.96 
1.2 
6.56 
7.73 
19.35 
3.97 



5.21 



16.09 
4.06 
13.25 



3.77 3.05 
5. 32 4. 5 



5.87 

17.18 15.06 

4.26 0.57 

33.53 25.96 52.34 
39.09 37.25 56.98 
18.75 21.39 27.43 

3.4! 2.88 

22.44 12.27 

18.54 10.27 
4.26 1.79 

20.31 17.36 24.13 

2.69 4.28 S.87 

80.78 69.07 111.98 

9.37 2.32 10.71 

11.4 5.99 
6.81 



19.59 
14.08 
8.06 



7.83 
15.5 
3. S3 



15.29 
2.28 
2.14 

3699.5 1769.3 603.46 

46.56 49.76 78.94 

18.48 32.32 

6.28 10.74 



20.99 
11.75 
3.72 
14. 34 



19.12 14.81 

5. 8 0. 59 

3.16 0.41 

9.25 S.54 

12.12 11.55 

4.54 1.83 

2.97 1.27 

3.24 2.38 

13.4 7.59 

21.33 13.24 
11.56 4.15 

10.34 4.58 
19.82 7. 35 
17.07 12.01 
56.11 40.33 43.91 



17.14 
2S.58 
7. 29 
3.45 
15. 24 
18. 55 
3.25 
2.62 
1.97 
9.49 
12.88 
3.3 
8.59 
8.29 
16.77 
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HEMBB1000915 
HEMBB1000917 
HEMBB1 000927 
HEM8B1000932 
HEHB61000933 
HEMBB1000936 
HEMBB1000939 
HEHBB1000941 
HEHBB1000947 
HEMBB1000954 
HEMBB1000959 
HENBB100O973 
HEMBB1000975 
HEMBB1000981 
HEMBB100098S 



KEMBB1 000996 

HEMBB100100O 

HEMBBI001004 

HEMBB 1001008 

HEHBB1001011 

HOBB1001014 

HEIBB1001020 

HEHBB1 001024 

HEIBB1001O26 

HQI8B1001037 

HEMBB1001042 

HEMBB1001046 

HEMBB1001047 

HEMBB1001048 

HEBBB1001O51 

HEMBB10010S6 

HEMB81001O58 

HEMBB1001060 

HEMBB1001063 

HMBB1001068 

1OBB1001082 

H3BB1 001095 

(CMBB1001096 

HEHBBlOOIlOl 

1OBB1001102 

HEHBB1Q011Q4 

HEMBB10011I 

HEMBB1001112 

HBIBB1001113 

HEMBS1001114 

HEHB8100111S 

HEMB81001117 

ISDB1001U9 

HEWB1001126 

«MBB1001133 

HEMBB1001137 

HOBB1001142 

KE1BB1001145 

HEMBB1001151 

HBBB1001153 

HEH3B1001158 

fBBB1001169 

HEH3B1Q01 

175 
177 



26.06 
S.S9 
17.9 
14. 04 
73.2 
28.64 
13.01 
55. 55 
13.1 
9.7 
S.31 
7.09 
3.47 
13. 54 
21.62 
46. 57 
7. 55 
8. 66 
4. 52 
27. 45 
13. 92 
4.93 
38.49 
14.35 
36. 33 
29.37 
40. 43 
1.02 
3. 32 
14. 93 
W. 67 
5.76 
13.02 



60.99 57.47 

5.32 12.64 

20.69 49.41 

31.9 58.79 

82.97 106.78 

37. 39 39.34 

16.47 24.62 

67.95 96. 78 

15.93 33. 36 

14.84 29.47 

7.05 16.81 

9.47 31.83 

3.38 0.39 

11.74 28.6 

19.08 51.54 

60.97 104. 38 

10.13 19.44, 

tO. 27 29.46 

20. 53 22. 05 

57.49 106.29 

18.59 22.13 



5.48 
7.02 

12.88 

19.71 
9.14 

44.08 

14.24 
5. 29 

38.08 

44. 24 
7. 32 

12. 36 
10.5 
5.38 
24 
6. 59 

22.85 
2. 49 
7.73 
3. 94 
7. 24 
3. 26 
3.1 
5.14 

31.33 
8. 62 
2.65 
5. 44 

18. 97 
9. 02 
4.71 



6.63 
3.77 
4.68 



25.29 
3.03 
20.99 
23. 84 
17.69 
11.49 
8.79 
34.29 
11.69 
10.7 
1.63 
11.47 
0.25 
8.77 
22.07 
49.12 
15.43 
13.94 
7.1S 
36.82 
8.85 
5.94 
52.12 
21.84 
35.84 
42.44 
12.87 
2.13 
6.87 
38.03 
24. 66 
9.62 
14. 04 
3.09 
6.14 
11.13 
26.2 
8.62 
46.23 
9.53 
4.54 
41.44 
26.76 
6.67 
10.87 
8.31 
5.57 
30.8 
5.08 
19.87 
2.43 
0.73 
2.73 
5.39 



9.28 
5.82 
2.26 



36.05 
4.44 
18.29 
30. 24 
17.17 
17.42 
10.18 
51.94 
15.06 
50.34 
2.59 
11.07 
0.11 
7.91 
25. 82 
52.31 
7.58 
12.61 
7.85 
29.09 
6.12 
4.03 
43.15 
15.86 
31.03 
38.61 
30.43 
2.63 
5.14 
15.11 
18.42 
10.04 
12.97 
7.6 
6. 79 
9.67 
26.41 
9.69 
37.21 
14.04 
5.69 
36.7 
34.74 
5.72 
11.17 
9.62 
5.33 
26.94 
5.94 
19.28 
5.35 
0.5S 
4.14 
7. 36 
3.71 
2.32 
3.84 
34.88 
11.25 
2.61 
3.43 
11.35 
4.73 
2.76 



22.49 
3.24 
12.76 
22.56 
51.59 
18.08 
11.8 
34. 02 
7.82 
11.24 
1.53 
10.69 
0. 78 
9.41 
18.12 
37.89 
7.76 
10.4 
4.71 
41.72 
13.6 
6.17 
44.7 
15. 33 
31.81 
41.96 
38.57 
1.33 
9. 57 
21.97 
23. 37 
7.15 
13.5 
8.52 
5.01 
11.92 
15.74 
8. 93 
42.49 
14.7 
5.17 
31.13 
25.96 
6.06 
11.23 
7.81 
6.84 
25.33 
5.54 
19. 37 
3.57 
0.68 
2.88 
5.26 
2.34 
1.7 
3.55 
25.03 
8.63 
4.91 
6.94 
10.35 
5.18 
5.59 



27.81 
2.96 
18.76 
24.51 
30.19 
9.46 
13.33 
64. 38 
14.81 
13.58 
2.83 
11.63 
2.64 
10.88 
29.3 
58.02 
25.49 
13.32 
7.51 
54.86 
9.78 
3. 66 
42.48 
12.31 
34. 99 
49.51 
43.54 
3.19 
4.92 
9.91 
16.85 
7.61 
13.64 
5.42 
6.52 
6. 97 
14. 59 
5.69 
31 
13.73 
5.82 
23.82 
40.78 
2.52 
11.03 
7.26 
5.79 
34 
5.24 
24.09 
4.22 
7.84 
2.5 
4.34 
0.95 
2.21 
2.97 
41.78 
12.14 
2.72 
2.77 
7.83 
6.79 
3.91 



17. 27 
0.58 
15. 57 
13.79 
46.68 
19.76 
5.75 
50.22 
8.66 
8.18 
0 

4.69 
0.48 
6.85 
14.45 
46.82 
7.93 
7.07 
4.91 
25.88 
8.17 
1.76 
28.95 
9.54 
27.91 
23.14 
27.06 
0 

2.39 
8.51 
8.02 
2.99 
8.33 
2.73 



12.53 
6. Z3 

20.55 
9.26 
3.61 

16.12 

32.97 
6.54 
6.35 
6.53 
8.01 
33.8 
3.59 
9.52 
0.99 
6.26 
3.32 
3. 98 
2.94 
0 

1.38 
26.83 
5.58 
1.86 
2.32 
8. 39 
2.78 
3.02 
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HEMBB1 001200 
HEMBB1001208 
HEMBBI Q042O9 
HEHBB10O121O 
HEHBB10O1215 
HEMB81 001217 
HEMBB1001218 
HEMBBI 001221 
HEMBB1 001224 
KENSB10O123O 
HEHBB1001234 
HEHBB1Q01235 
HEHBB1 001237 
HEMBBI 001242 
HEMBBI 001 244 
HEMBBI 001 249 
HEMBBI 001 253 
HEMBB1001254 
HEMBB1001266 
HEMB81001267 
hEMBB1001271 
HEMBB10O1282 
HEMB81 001287 
HEMBB1001288 
HEMBBI 001 289 
HEM8B100I290 
HEMBB1001294 
KEKBB1001299 
HEMBBI 001 302 
HEMBB1001304 
HEMBB10O1314 
HEM8B10O1315 
HEMBB1001317 
HEIEB1001326 
HEHBB1001J31 
HEMBBI 001 335 
HEMB81001337 
HEMBB10O1339 
HEMBB1001344 
HEM8B1001346 
HEMBBI 001 348 
HEM8B1001350 
HEMBB1 001356 
HEMBBI 001364 
HEHBB1001366 
HEMBB1D01367 
HEMBB10O1369 
HEMBB1Q01380 
HEMBB1001381 
HEHBB1001384 
HEMBB1001387 
HEMBB1001394 
HEMBB1001407 
HEMBB10O1410 
HEMBBI 00141 3 
HEMBB1001419 
HEMBB1001421 
HEMB81001424 
HEMBB1001426 
HEMBB1001429 
HEMBB1001436 
HEMBB10O1443 
HEMBB1001449 
1001454 



10.51 
5 

26.87 
16.71 
17.23 
6.94 
4.87 
5.75 
16.88 
35.65 
22.08 
28.9 
7.43 
69.19 
104.19 
34. 55 
9.97 
3.47 
15.95 
22.37 
4.47 
300.12 
11.76 
14.9 
20.54 
6.45 
4.17 
58.08 
7.12 
60.43 
0. 53 
19.31 
6.1 
11.08 
14.51 
2.18 
52.05 
7. 52 
8. 27 
11.82 
34.9 
13. 59 
5.78 
7.8 
64. 99 
12.67 
1.26 
7.9 
2.04 
4.48 
11.47 
5.76 
2.91 
14.06 
6.88 
18.71 
19.58 
35.58 



15. 34 
26.31 
9.43 
5.67 
12.03 
10.25 
5. 57 
26.88 
16.42 
21.95 
12.6 
3.91 
2.45 
13.35 
49.79 
31.03 
34.49 
6.21 
45.43 
98.07 
33.29 
10.71 
3.55 
79.12 
27.51 
6.46 
442.69 
27.27 
20.75 
137.19 
11.88 
4.2 
165.69 
11.9 
105.03 
0.14 
21.8 
5.5 
7.69 
8.09 
3.12 
108.41 
9.31 
9.27 
16.33 
33.46 
34.47 
6.69 
18.4 
90. 97 
18.5 
2.69 
11.42 
3.94 



4.4 
23.97 
11.32 
17.94 
21.95 
35.95 
10.09 



25.9 
21.34 
16.7fr 
9.4 
15.37 
17.62 

10.2 
47.38 
17.84 
42.64 
13.24 

I. 57 
7.86 

16.55 
60.5 
56.18 
70.42 
17.96 
92.09 

152.36 
51.36 
15.91 
8.03 
35.23 
58.3 
15.08 

478.77 
23.84 
33.76 
27.35 
16. 63 

II. 99 
115.47 

25.13 
131 
1.28 
38.53 
14.98 
21.58 
19.68 
12.35 
129.66 
26.43 
21.55 
29.77 
79.86 
15.16 
14.57 
21.36 
10.61 
30.56 
4.65 
30.12 
3.61 
8.85 
24. 98 
16.42 
4.11 
51.32 
20.01 
33.05 
43.4 
71.7 
10.48 



9.43 
16.48 

4.47 

5.43 
9.6 

6.77 

5.12 
27.34 

3.84 
15.78 

4.58 
0 

3.45 
9.1 
32.41 
21.17 
28.32 
4.5 
93.11 
13.92 
34.34 
7.88 
3.1 
25. 95 
21.33 
5.02 
294.44 
14.94 
16.74 
22.15 
9.21 
3.59 
26.35 
9.45 
66.61 
1.92 
21.67 
6.52 
3.98 
7.72 
0.43 
78.51 
13.44 
13.04 
17.62 
33.05 
9.61 
4.06 
7. 96 
0.27 
17.22 
6.43 
19.8 
2.8 
5.53 
19.26 
7.89 
0.76 
27.45 
14. 76 
24.24 
20.44 
35.81 
10.32 



13.17 
2.97 

10.02 
6.49 



2.71 
9.52 
7.62 
3.8 3.11 

25.86 18.24 
6.91 9.28 

20.28 10.72 
8.31 8.14 
1.12 0.17 
3.48 1.87 
8.16 9.95 

25.43 27.28 

26.84 20.21 

28.95 21.57 
6.62 3.53 

71.97 69.72 
33.06 57.1 

20.46 23.71 
6.97 9.33 

I. 84 1.48 

31.84 28.36 
26.2 17.4 
4.85 

431.41 291.22 
18.67 41.4 

10.48 13.15 
29.27 
7.91 6.84 
3.25 2.94 

66. 22 33. 54 
10.76 5.58 

74.76 59.35 
0.74 0.41 

17.28 16.88 
5.57 3.43 
10.13 4.45 
9. 53 5. 04 
2.84 1.52 

93.58 81.19 
18.12 16.4 

8.88 12.02 
9.11 9.15 

29.6 26.79 
17.82 9.58 

3.91 

16.58 12.19 

3.72 0.15 
19.87 

2.24 3.63 

14.97 11.43 
2.74 2.85 
3.83 5.6 

14.85 15.61 

II. 28 6.94 

0 0.56 
25.66 
14.71 

11.69 16.55 

16.81 19.91 

35.7 39.37 

5.73 8.72 



13.55 

19. 57 
9.02 
2.73 
8.36 

10.25 
4.86 
28 
7. 94 

28.16 
5. 53 

I. 32 
2.9 

11.54 
45.76 
27.38 
41.19 
4.22 
54.64 
34. 39 
30.23 
8. 95 
2.02 
30.82 
27.36 
3.41 
536.94 
14.69 
15.46 
29. 77 
9. 36 
5.12 
41.88 
7.57 
124.09 
1.38 
20.3 
4. 24 
6.01 

II. 31 
3.82 

64. 58 



8.01 
7.02 
4.73 

I. 63 
4.91 
4.74 
3.23 

17.58 
2.93 
18.31 
1.54 
0.88 
1.6 
6.31 
28.88 
14.91 
24.41 
0.83 
34.46 
45.85 
24.87 
7.26 
1.47 
15.48 
15. 96 
2.52 
211.14 
12.85 
13.18 
14.5 
5.15 
2.66 

II. 39 
2.53 



1.29 
9. 82 
17.69 
45.62 
10.33 
3.91 
13.62 
67.41 
19.61 
0.47 
10. 87 
1.42 
1.34 
11.95 
5. 16 
5.88 
18.89 
10. 35 
21.47 
22.72 
42.62 
4. 72 



14.12 
2.59 
7. 37 
3.15 
0.54 
43.45 
5.29 
4.71 
10.49 
23.04 
11.36 
2.87 
2. 72 
60.83 
9.85 
1.11 
6.27 
0.21 
2.67 
7. 31 
2.14 
1.84 
8.5 
6.2 
12.89 
13-56 
30.92 
2.95 



17.32 
6.33 
7.13 
4.83 
10. 29 
16.86 
6.96 
20. 46 
4.93 
25.4 
S.42 
4.29 
4.06 
10. 57 
37.22 
24.06 
34.07 
3. 95 
57 
70. 56 
29.48 
10.69 
1.7 
12.44 
26 
3.43 
291.4 
20.6 
16.41 
13.73 

7. 34 
3.24 

13.42 

8. 72 
41.99 

1.24 
26.23 
4.91 
4.42 
5. 25 
2. 87 
65.59 
11.49 

9. 74 
12. 45 
29. 37 

4.3 
4. 28 
8.14 
3.42 
12.99 
0.58 
10. 35 
2.14 
1.9 
16.96 
5.02 
0. 07 
8.91 
12.32 
21.69 
24.01 
51.15 
5.93 
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HEMBB100145B 
HEM8B10Q1461 
H£MBB10<>t463 
HEMBB 100 1464 
HEMBB1001466 
HEM8B 100 1482 
HEMBB10Q1500 
HEM3B100150S 
HEMBBIQ01521 
HEM881001527 
HEMBB1001530 
HEM3BI001531 
HEMB81001532 
HEM8B1001S35 
HEMBB1001536 
HEMBB 100 1537 
HEMSB1001542 
HEMBB 100 1543 
HEMBBI0Q1547 
HEMBB 1 00 1S4S 
HEMBB1001551 
HEHBB1O015S5 
HEMB81001S62 
HEMBB 100 1564 
HEMBB1O01565 
HEMBB1001569 
HEMBB1001573 
HEHB81001585 
HEMB81001586 
HEMB81QQ1583 
HEMBB1001595 
HEMBB1O01596 
HEMBB1001599 
HEMB81001603 
HEMBB1001606 
HEMBB1001612 
HEMSB1001618 
HEH881001619 
HEMBB1001623 
HEMBB1O01625 
HEMBB1001S30 
HEMBB1001635 
HEMBB1O01637 
HEMBB100164! 
HEMBB1001653 
HEMBB1001665 
HEMBB1O01666 
HEMB8I001667 
HEMBB1001668 
HEM8B1001669 
HEMBB10C1670 
HEMBB1001673 
HEMBB100167S 
HEMBBI001879 
HEM8B1001684 
HEMBB100168S 
HEMBBI001695 
HEMBB1Q01703 
HBB81001704 
HEMBB1001706 
HEMBB1001707 
HEMBB1001717 
HEMB81001731 
HEMB81001734 



9.69 
19.87 
19. 56 
28.01 
15.16 
17.23 
41.82 
20.94 
8.53 
2.99 
3.48 
36.17 
17.53 
12.38 
66.38 
11.79 
14. 96 
23.66 
23.94 
3.11 
3.8 
8.19 
17.05 
38.37 
18.11 
18.83 
3.68 
31.55 
19.62 
3.6 
10. 36 
50. 23 
12.08 
15.69 
8.92 
12. 97 
47.24 
21.53 
32.27 
8.57 
10.5 
8.75 
32.58 
50.01 
12.57 
3.93 
19.92 



12.19 21.36 

23. 1 39. 56 

21. 33 35.61 

27.99 

15.92 27.83 

20.81 35.32 

45.54 68.26 

22.59 32.35 
7.62 10.6 
3.88 4.38 
3.01 4.27 

50.68 53.86 

24.2 32.45 

16.91 23.89 

84.8 143.72 

11.39 16.93 



8.1$ 
57.35 
60.2 



46.73 48.84 

61.75 141.78 
14.33 30.97 
17.91 21.96 
21.58 17.28 

8. 99 14. 97 

9.94 17.45 

6.84 16.43 

7.88 21.01 
2.91 

5.86 5.44 

12.76 i" 
68.03 $5.93 

6.48 12.05 



34.84 
20.5 
31.93 
14.62 
19.85 
19.01 
37. 83 
26.78 
8.16 
4.6 
1.8 
24.43 
18.39 
12.47 
91.2 
9.29 
13.95 
20.28 
14.74 
1.9 
4.64 
4.72 
19. 29 
49.41 
23.9 
20.6 
7. 26 
32.5 
25.12 
2.53 
8.69 
85.43 
3.76 
18.96 
3.61 
17.56 
31.05 
21.69 
23.19 
5. 34 
7.12 
5. 84 
33.85 
48. 36 
17.59 
3.83 
13.51 
17.31 
2.65 
5.72 
13.56 
71.26 
18.1 
5.19 
4. 97 
3.84 
5. 82 
5.87 
10.94 
4.07 
3.17 
13.57 
39.11 
1.52 



17.29 
28.42 
33.77 
14. 82 
13.38 
19 



6.3 
7.15 
4. 75 
15.05 
15.75 
13.36 
78.03 
11.02 
16.64 
24.21 
15. 27 

I. 94 
4.24 
6.09 

13.39 
38. 27 
18.29 
18.61 

5.87 
28.22 
17.34 

0.56 
10.88 
78. 9$ 
11.11 
19. 27 

II. 6 
18. 03 

43.7 

15.6 
18. 98 
5.5 

9.43 
10. 39 
36.88 
49. 98 
15. 29 

1.95 
17.12 
18.04 

3. 74 
6.1 
78.84 

44.3 
10.45 

4.96 



4.08 

11.78 
36.32 
7.19 



10.08 
24.75 
43.28 
15.04 
15.96 
19.25 
37. 77 
24.15 
6.64 
3.37 
3.13 
19. 86 
13.6 
10.82 
69.03 
10.91 
16.3$ 
31.58 
12.72 
2.29 
4.26 
5.64 
17.67 
48.76 
10.69 
17.83 
2.52 
3"05 
21.21 
1.81 
9. 92 
83.08 
7.77 
14.23 
8.26 
14.45 
40. 99 
18. 53 
32.29 
6.91 
7.75 
7.88 
33.36 
43.85 
13.82 
2.69 
14.78 
14. 47 
1.89 
3.19 
42.13 
44.21 
10.58 
3.87 
7.91 
3. 87 
5.19 
4.05 
9.05 
4. 18 
5.01 
8. 58 
32.38 



13.2 
17.54 
30. 72 
15.45 

13.7 
19.83 

46.2 
26.64 

6.41 
3 

7.05 
14. 37 
15.22 
9.04 
101.64 
6.73 
12.71 
17.34 
12. 08 
3. 55 
3.14 
3.45 
16.22 
40. 56 
18.09 
18.18 
10.81 
31.45 
21.42 
2. 28 
9.72 
60. 67 
4. 14 
19. 02 
6.12 
13.69 
38.7 
19. 99 
44.61 
4.26 
11.72 
13.65 
45.82 
47. 93 
24.06 
2.78 
11.97 
10.43 
2.27 
6. 26 
34. 32 
62.82 
21.47 
10.86 
15.07 
5.52 
6.66 
8.72 
14.4 
6. 33 
5.27 
13.5 
46.55 
5.94 



9. 97 

14.4 
20.68 
13. 58 
10.31 
14.79 
37.01 
17.19 

3.73 

1.09 

4.01 

19.2 
13.76 
12.27 
71.92 1 

5.87 

5.92 
19.58 

2.84 

4.19 

1.65 

5. 22 
12.15 
25.46 
9.6 
11.82 

4. 11 
26.22 
13.56 

0.36 

7.65 

47.9 

3.06 
14.12 

2.83 
13.84 
45.72 

9. 27 
25. 32 

3.63 

5.74 

6.82 
19.62 
38.87 
13.06 
1.9 
10.86 

9.14 

0.07 

1.74 
15.02 



6.26 
5.39 
1.85 



3.36 
1.48 
11.39 
35.05 
1.69 
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HEHB81001735 
HEMBB1001736 
HEHBB1081747 
HEMBB1001749 
HEMBB10017S3 
HEMB810017S6 
HEMBB1001757 
HHIBB 100 1760 
«MBB1001762 
HEHBB1001780 
HQKB1001785 
HEWB1001788 
HEH681001793 
HEM8B1001797 
HEMBB1001802 
HEMB81001812 
HEHBB100181S 
HEWB1001816 
HEMB81001831 
HEWB1001834 
tCMBBl001836 
HEMBB1001839 
HEHBB1001841 
HEMBB1001844 
HEMB81001847 
HEHBB10Q1848 
HEK8B10018SO 
HEMBB1001859 
HEMBB1001863 
HEII&B1001867 
HEMBB1001868 
HEBBB1001869 
HEMBB1001872 
HE1BB1001874 
HBBB1001875 
HBBB1001880 
1001899 
HOBB1001903 
HEM8B1001905 
HENB81001906 
11001908 
HEMBB1001910 
*IBB1001911 
HEMBB1001975 
HEMBB10C1921 
HEMBB1001922 
HM8B1001925 
HEM8B1001930 
HEHBB1001944 
HBBB1001945 
HEK8B1001947 
HEMBB10019S0 
HEMBB10019S2 
HEM8810019S3 
HE1K81Q0I957 
HEMBB1001959 
HEHBB1001962 
HEMBB1001967 
HEWB1001973 
HEJBB1001978 
hHBB1001983 
HEHBB1001987 
HEWB1O01988 
11001990 



41.8 74.33 

7.77 13.39 

2.69 8.82 

10.28 24.28 

10.3 11.05 
6. S3 8.08 

7.8 24.09 

14.27 19.82 
0.8 3.04 

13.76 23.09 
$.49 12.36 

25.43 19.69 

5.14 15.25 
14.78 27.69 
13.95 £.42 
19.94 26.82 
11.81 15.53 

17.77 23.19 
8.13 8.07 

14.4 18 

30. 28 39. 5 
14.36 16.68 
25.77 32.45 
15.48 34.84 
17.89 27.89 

4.85 S.43 

38.14 52.12 

30.81 27.05 

3.46 3.98 

14.5 16.62 
5.84 8.18 

54.86 64.59 

6.07 11.98 

3 3.3 

12.99 18.2 

18.04 17.79 

34.29 45.59 
8.16 10.41 

28.16 29. 19 

4.65 5.05 

2.42 5.7 

5.2 10.62 

29.98 51.31 

21.14 31.44 

7.15 10.68 
17.41 22.59 
13.97 12.3 
40.03 59.19 

I. 84 5.58 

II. 9 14.15 
12.74 2.15 
17.57 25.59 
26.14 33.12 

17.2 26.64 

5.93 5.66 

4.28 3.66 

11.92 43.87 

34.68 44.03 

28.25 35. 18 

70.1 95.85 
4.69 4.06 

10.55 12-27 

9.33 7.22 

26.2 19.68 



131.1 
28.59 
13.53 
26.11 
20.9 
12.86 
26.61 
42.06 
8.27 
49.83 
24.07 
45.01 
7.48 
37.34 
12.11 
51.97 
37.6- 
75.31 
23.31 
35. 74 
43.48 
38.4 
51.17 
44. 55 
60.83 
11.29 
78.88 
59.36 
8.32 
28.09 
12.72 
94.37 
13.6 
6.61 
23.61 
33.89 
63.32 
29.09 
60.5 
9.2 
6.4 
10.84 
56.74 
37. 82 
16.34 
26.93 
26.77 
73.92 
8.4 
28. 25 
16.64 
40. 32 
47.22 
33.2 
12. 29 
11.59 
27.13 
60.34 
38. 62 
135.62 
8.04 
28.1 
23.4 
27.76 



48.7 
8. 57 
4.41 
5.15 
9.25 



14.81 
0.57 
16.38 
15.82 



12.45 
6 

30.77 
17.99 
26.22 

9. 34 
22.13 
42.55 
17.83 

33.9 
31 

26.2 

3.58 
56.18 
68.19 

5.64 
12.79 

7.12 
86.31 
18.68 

4.59 
26.52 
31.27 
39. 63 

8.47 
33.46 

6.27 

5.21 

8. 51 
43.98 
20.71 

7.38 
13.84 

11.6 
44.03 

6.66 
12.61 
14.03 
25.51 
23. 32 
20.18 

2.67 
1.82 
12.9 
44.77 

28.67 
108.46 
3.84 

12.58 
8.24 
43.3 



6.88 3.98 

8.2 10.2 

9.8 9.74 

3.99 4.72 

12.83 5.96 

14.45 11.21 

4.82 0.71 

14.53 12.62 

12.17 15.29 
16.71 23.01 
13.29 8 
18.06 22.63 

S.I 3.62 

23.89 24.59 

17.45 14.83 
24.8 18.06 

10.75 10.45 

11.64 13.05 

36. 92 34. 82 
16.75 14.74 
26.13 25.07 
24.08 23.04 
23.47 23.52 

4. 51 3. 65 

68. 55 53.58 

35.46 57.28 
4.36 

10.98 12.92 
6.24 5.61 

67.89 82.85 

9.46 7.21 

12.05 11.19 
28.44 

17.63 20. 15 

32.89 31.82 

10.89 12.17 

32.78 32.37 

6.88 4.65 
4.63 

10.51 9.98 

49.18 34.13 

15.99 14.9 
7.15 5.66 

10.93 18.21 
11.78 10.4 
41.91 43.37 

4.5 5.16 

15.86 30.85 

14.01 12.25 
11.85 

21.94 24.22 

17.54 17.43 
5.82 
2.82 5.97 

32.94 14.36 

38.71 38.73 

29.33 21.67 
60.16 80.87 

5.22 5.54 

12.32 11.95 

11.34 8.88 
26.68 36.79 



53.81 
8.09 
4.96 
5. 99 
6.82 
5 

11.18 
17.24 
2.56 
15.44 
9.31 
19.54 
16. 96 
22. 37 
4.89 
25. 74 
20.39 
30.17 
10.25 
15.55 
31.2 
12.83 
27.91 
21.12 
21.19 
6.07 
61.43 
19.8 
7.82 
14.13 
8.09 
80.48 
18.78 
3.13 
34.89 
14.84 
35. 58 
9.48 
33.69 
7.25 
4.19 
6. 79 
49.74 
18.9 
5.97 
23.02 
15.51 
40.7 
2.87 
15.45 
15.71 
13.53 
34. 78 
18.02 
4.01 
1.57 
12.1 
44.26 
37.28 
54.72 
5.15 
11.85 
13.31 
27.71 
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t€MBB1001996 
KEHBB1Q01997 
HEM8B1001999 
HEMSB1OO2O02 
HEMBB1002005 
HEMBB1 002009 
HEMBB1002013 
HEIBB100201S 
HEHBB1 002024 
HEMBB1002035 
HEH3B1002039 
HEMBB1O02O41 
HEMBB1002042 
HEMBB1002O43 
HEBBB1002044 
HEMBB1002045 
HEMBB1 002049 
HEIBB10020SO 
HEMBB1 002051 
HE1BB1 002068 
HEMB81 002069 
HEW81002075 
HEMBB1002079 



HEHBB1002092 



HEMBB1002103 

HEH8B1002109 

HEMBB1002115 

HEH8BI002120 

1€IBB100212] 

HEMBB1002134 

HEIBB1002136 

HEMBB10021! 

HEBBB1002139 

HEMB81002141 

HEHBB 1002142 

HEMBB1002U5 

1OBB10021! 

HBBB1002162 

HEHB61002173 

HBIBB10021i 

HSB81002190 

HEM8B1002193 

HEIB81002217 

NEMBB1002218 

HEMB81002228 

HEIBB1002232 

HEBB1002245 

HEHBB1 002247 

HQBB1 002249 

HEMBB10022S4 

HEJBB100225S 

HEHBB1002266 

HEMBB1002271 

HBBB1002280 

HEMBB1 002298 

HEHBB1 O023QO 



27.04 
14.71 
1S.2 
6.41 
13. S3 
13.81 
35.52 
17.64 
5.8 
52.65 
4.95 
26.99 
7.32 
15.38 
6.28 
13.55 
20.72 
12.83 
28.94 
64.56 
20.88 
15.68 
27.46 
27.32 
11.54 
17.19 
4.86 
144. 34 
15.12 
5.46 
59.58 
S.46 
6.4 
19.45 
10.91 
18.33 
50.09 
8.36 
9.19 
6. 36 
10. 4S 
24.88 
46.61 
3. 55 
5.91 
8. 05 
13.5 
11.76 
25. 74 
108. 24 
10. 76 
29. 32 
23.04 
8.45 
13. 55 



42.61 48.67 

23.01 29.3 

22.46 20.51 

8.68 14.02 

14.9 24.54 

20. 37 28. 5 

43.43 61.55 

16.37 26.67 

10.6 13.79 
85.52 32.75 

5.73 12.99 

42.34 59.33 

8.11 IS. 44 

16. 33 33.37 

7.19 15.99 

14.05 38.81 

21.4 45.82, 

16.25 37.04 

18.92 52.44 

61.13 134.22 
27.08 36.85 
17.27 22.02 

41.14 33.47 
43.03 71.5 

12.93 24.86 
20.49 

8.19 14.88 

116.11 135.03 

19.26 35.12 

7.53 11.18 

83.46 107.06 
60.72 14.77 

5.75 12.8 

25.43 55.52 

24.24 43.39 

18.78 45.57 

51.59 110.11 

15.47 10.43 
16.96 

8. 37 8. 62 

16.24 32.26 

22.9 59.51 

80.75 107.44 

25.4 7.84 

5.36 11.91 

5. 19 

31.42 40.95 

15.56 34.59 

52.63 73.43 

84.59 214.25 

24. 39 31.98 

39.47 46.03 

30.4 36.26 
S.4 12.9 

8.54 22.22 
39.55 56.2 

37.2 69. 12 

14.75 33.73 
1.32 

17.07 48.86 
17.96 22.84 

9.95 13.55 

4.94 10.04 
18.69 



17.55 24.82 
15.9 17.15 

M.68 17.9 

3.86 4.69 

14.07 12.64 

12.9 13.24 

22.34 25.62 

10.62 13.94 

2.3 5.04 
21.7! 70.63 

4.99 10.04 

33.42 31.41 
8.43 5.37 
9.15 15.15 
4.63 6.03 

21.11 17.68 

13.96 20.22 

11.52 18.46 

23.53 26.05 
53.82 39.3 
26.67 17.79 
11.81 12.44 
23.15 21. 35 
48.33 38.81 

5.24 21.72 

15.57 24.56 

4.12 8 

45.77 56.49 

17.76 15.07 

8.4 4.51 
62.19 50.92 
39.13 16.84 

2.74 5.51 

28.56 24.08 
24.03 23.79 

23.81 13.25 
35.51 42.15 

4. 01 4. 89 

1.9 10.98 

2. 74 2. 82 

9.14 12.19 

8.84 21.58 

66.24 81.5 

5.45 25.86 

4.49 4.74 

3.82 3.51 

12.51 15.71 

12.72 11.26 

32.82 28.59 

80. 62 78. 36 
19.41 21.33 
33.69 25.42 
21. 55 23. 11 

9.1 8.18 

9.35 11.14 

39.15 37.05 

27.4 30.03 

16.63 15.77 
1.59 2.57 

29.84 17.46 

22.43 7.83 
11.87 6.29 

8.42 4.47 

13.6 12.17 



18.56 
12.6 

14. 36 
7.48 

13.23 
9.2 

25. 39 

14.86 
3.13 

38. 58 
5. 87 

30. 59 
4.7 

12.75 
3.49 
16.3 
15.6 
11.6 

15.13 

49. 08 

18. 95 
12.63 

9. 24 

19. 92 
15. 36 
30.61 

4. 95 
60.46 

8. 88 
4.6 
51.12 

5.85 

2.64 
19.83 
24.09 
20.44 
39.79 

4.74 
7 

2.25 
10. 34 

20.2 
44.12 
14. 76 

3. 73 

3.24 
29.81 
16.37 
24.52 
108.65 
17.37 
30.62 
19.18 

7.58 
10.19 
37.31 
37.09 
17.75 

0.19 
25.16 
12.63 

9.78 

9.84 
15.43 



28.17 
18.98 
19.76 

2.32 

24.2 
14.83 
38. 97 
13.44 

2.77 
40.44 

7.91 

35.5 

6.95 
12.63 

8. 95 
14. 27 
21.11 
18.41 
33.91 
48.07 

23.6 

5.87 
13.25 
37. 68 
IS. 59 
24.16 

6. 55 

15.5 
14. 96 

8.52 
65.01 

5. 92 

3.13 
25.58 
19. 26 

11.9 
27. 69 

7. 89 

5.65 

4.04 
12.54 
34. 39 
82. 89 

4.91 

7. 69 
3.4 
30.17 
17.63 

35.6 
166.71 1 
22.17 
28.25 
30.01 

2.92 

5.38 
39.64 
27.79 

17.9 

2.26 
17 

8.34 

7.21 

5.18 

7. 32 



23.4 
11.27 
8.32 
2.31 



25.94 
4.45 
10.91 
3.61 
7.83 
13.82 
9.54 
14.41 
48.15 
16.68 
5.58 
11.63 
22.99 
4.7! 
14.34 
2.38 
25.51 
9.23 
3.47 
50.9 
6.74 
1.57 
15. 89 
8.44 
15.85 
28.58 
6.83 
7.53 
2.02 
5.18 
10.44 
47.69 
5. 53 



23.34 
11.07 
20.64 
123.42 
6.39 
20. 36 
21.82 
2.96 
9.93 
23.55 
17.42 
8.81 
0 

14.47 
8.09 
2.24 
3.92 
2.42 



25. 36 
17.5 

11.63 
9. 35 
24.4 

18.62 
36.2 

13.73 



3.57 
36. 66 

6.64 
12.91 

5.78 
17.4 
17 

14.5 
28.65 
30.52 
23.73 
11.32 
12.65 
28. 59 

14.1 
22.35 

8.06 
16.94 
22.31 

4.97 



20.17 

14.1 
24.31 
25.22 

4.81 > 

4.35 

5.71 * 

7.82 

7.92 
70.76 

5.99 

2.15 

2.03 ■■ 
31.46 

12.8 
25.88 

65. 1 
14.13 

26.6 
18. 27 

4.18 

4.18 
35.88 
23.42 
11.82 

1.09 
20.56 

9.04 

3.19 

6.24 

6.96 
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HEMS81002326 
HEMB81 002327 
HEMB81002329 
HEMB81002340 
HEMBB1002342 
HEMBB10O23S8 
HEMBBI 002359 
HEMBB 1002364 
KEMBB100236S 
HEMBB1002371 
HEMBB1 002381 
HEMBB 1002383 
HEMBB1002387 
HEMBB1002409 
HEM8B1002413 
HEM8BT002415 
HEMBB1002424 
HEMB81 002425 
HEMB81002427 
HEM8810O2442 
HEMBB1002447 
HEMSB1002453 
HEMBB10O2457 
HEMBB1002458 
HEMBB1002463 
HEMBBI 002465 
HEMB81 002477 
HEMBB 1002479 
HEMBB1002489 
HEMBB1002492 
HEMBB 1002495 
HEM8B10O2502 
HEMBB1002S09 
HEHBB1OO2510 
HEMBBI 002520 
HEMBB1002522 
HEMBB 1002527 
HEMBB10O2530 
HEMBB1002S31 
HEMBB10O2534 
HEMBB! 002536 
HEMBBI 002544 
HEMBB1002545 
HEMBBI 002550 
HEMBBI 002558 
HEMB810Q2571 
HEMBBI 002579 
HEMBBI 0Q25S2 
HEMBBI 002584 
HEMBB10O2S87 
HEMBBI 002590 27.91 
HEMBBI 002596 9.4 
HEMBBI 002600 
HEMBBI 002601 
HEMBBI 002603 
HEMBBI 002607 



7. 35 
13. 59 
4.01 
5. 59 
6.17 

HEMBBI 00261 3 5.1 
HEMBB1002614 108. 18 
HEM8B1Q02S15 3.76 
HEMBB1002617 15.34 
HEMBBI 002623 



6.79 
29.86 
12.21 
3.57 
6.21 
32.09 
3. 96 
3.43 
7.13 
17.53 
7.92 
135.68 
23.79 
13.31 
3.49 
2.64 



110.71 
5. 36 
16. 89 
23.11 
24. 77 
3. 27 
4.25 
20. 58 
48. 69 
11.53 
5.18 
34.71 
11.07 
28.51 
14.34 
27. 23 
2.56 
5.16 
26.73 
27.18 
13.04 
23 
3. 59 
7.33 
19. 36 
7.32 
3.21 



8. 59 



HEMBB1002631I 



/ 1 S. 34 

»3 43.46 

4 20.45 

111 12.8 



10.97 
39. 37 
17.09 
5.21 
7.8 
38. 53 
3.69 
4.07 
10.16 
29. 76 
12.33 
179.56 
23.11 
12.51 
3.12 
3.61 
9. 92 
7.81 
30. 49 
17.54 
207.61 
5. 98 
16.27 
31.15 
42.25 
5.17 
7.51 
32.93 
62.6 
17.66 
3.21 
31.95 
15. 55 
45.37 
15.62 
55.84 
2.91 
6. 33 
31.41 
46.28 
20. 55 
32.2 
4.33 
13.21 
24.38 
4.72 
4.8 
12.82 
5. 64 
15.17 
31.34 
9.36 
8.89 
25.38 
4.35 
8.75 
9.3 
6.85 
U8. 26 
4.74 
16.43 
62.43 
39.7 
24.72 



11.32 
46.64 
28.97 
5.98 
10.28 
65.28 
6.45 
8.33 
14. 56 
21.32 
16.15 
228.28 
43.55 
22.34 
9.08 
7.39 
9.9? 
11.5 
60.22 
17.42 
155.4 
9. 95 
19.17 
52.26 
57.37 
9.01 
5.14 
33.42 
67.58 
26.19 
9.5 
38.03 
26.84 
36.84 
18.28 
54.45 
5.88 
11.67 
45.92 
57.65 
23.13 
43.29 
9.7 



8.5 

10.5 
19.84 
13.38 
29. 93 
78.12 
12.16 

8.63 
25.69 

8.49 
13.05 
18.74 
16.57 
257.79 

6.46 
20.69 
70.11 

56.1 
22.26 



21.02 
28.75 
18.73 
7.77 
6 

39. 45 
3.93 
5. 97 
9.95 
21.87 
8.95 
286. 57 
20.25 
8.77 
4.81 
2.66 
6.37 
5.69 
43.33 
9.79 
83.72 
2.72 
6.78 
31.43 
32.51 
3.69 
7.06 
17.09 
34.04 
13.16 
2.92 
46.31 
12.73 
31.94 
10.3 
41.8 
1.86 
5.25 
22.42 
25.13 
9.22 
21.03 
5.81 
3.83 
7.86 
4.01 
2.3 
6.39 
4. 24 
11.81 
45.05 
12.87 



12.83 6.76 

34.27 35.49 

8.27 19.71 

3.22 9.25 

3.29 3.42 

32.86 34.65 

4.64 4.39 

4.3 5.26 

9.83 9.89 

21.71 16.54 

3.96 8.62 

191.47 226.83 

12.08 15.04 

11.21 10.89 

2.78 4 

2.05 3.42 

9 12.89 

9.56 5.52 

23.55 33.03 



6.12 3.86 

23.76 23.05 

9.42 11.59 

5.09 2.16 

3.33 3.85 

33.44 21.57 

3.95 0.63 

4.27 1.48 

9.48 6.8 

9.41 9.09 

4.76 5.05 

107.86 116.89 

3.85 " 



7.28 
84.2 

2.55 
17.09 
27.93 29. 52 



9.01 
96.3 
3.56 



3.76 
21.13 
44.48 
10. 94 

4.34 
31.48 35.99 



4.24 
16.76 
57.32 
12.55 



4.2 



7.02 

4.47 
160.19 

3.53 
14.06 
89.32 
29.45 

5.67 



2.84 
8.66 
5.58 

13.87 
22.1 
8.92 
3.37 

12.98 
3.23 



6.74 
5.79 
11.06 
24.36 
9.94 
4.13 
10.65 
2. 33 
8.3 3.46 
8.85 5.16 
6.62 3.43 
127.61 115.27 
4.89 3.11 
10.46 7.36 
59.95 64.13 
24.85 24.11 
13.71 7.87 



6.21 
4.37 
1.86 
1.28 
4.73 
1.79 
22.4 
12.11 



4.44 
1.3 
0.86 
6.72 
4.13 
24.65 

4.36 ...... 

26.65 37.71 

2.41 1.81 

7.07 5.54 

25. 75 14. 57 

28.18 20.41 

3.51 0.9 

I. 98 3.33 
11.95 15.32 

35.3 36.02 

II. 2 5.85 
3.82 2.25 

26.54 23.82 

10.77 7 

23.53 21.31 

1.27 2.73 

15.32 22.78 
1.71 1.04 

4.28 2.92 
24.79 13.7 
34.17 26.17 

15.33 12.24 
19.17 15.09 

1.12 0.96 



4.4 
120.62 
4.42 
4.87 
1.66 
2.41 
6.15 
5.11 
31.01 
11.81 
31.85 
3.86 



3.61 
3.24 



1.04 
2.01 



2.81 
7.3 

1.87 

2.51 

3.36 

3.53 

10.85 4.49 

21.48 22.81 

3. 39 4. 59 

3.83 2.53 

15.53 14.47 

3.4 1.13 

5.04 2.83 

5.21 2.01 

4.07 1.86 

80.95 70.77 1 

2. SI 
16.03 
46.57 

26.5 
12.49 



9. 38 
40.8 
22.1 
14.8 
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HEiBB 100263 5 
HEKBB1002644 
HEMBB 100-2 654 
HEHBB10Q2661 
HEMBB1002663 
HEHBB1002S64 
HEMBB1002677 



J. 81 
6. 38 
44.15 
IS. 29 
12.29 
26. 04 
2.85 

HEHBB1002683 408.12 
5.89 
2.08 
8.27 
37.13 
12.19 
12.29 
4.21 
42.01 
82.07 
2. 88 
7. 53 
9.42 
1.72 
5. 85 
10.51 
3.33 
3.15 
59.8 
4.13 
10.35 
59.6 
2.42 
11.19 
5.79 
4.77 
23.39 
9.51 
7.51 
5.07 
11.03 
10.59 
51.53 
8.95 
41.49 
3.55 
44.76 
3. 93 
(.19 
1.31 
5.87 
5.5 
4.13 
10.81 
4. 51 
85.1 
9.34 
14.38 
15.55 
40.28 
13.01 
3.52 
5.18 
5.78 
8.71 
101.37 
19.83 



HEHBB1002697 
HEMBB 1002699 
HEMB6 1002702 
HEMBB1002705 
HEMBB1002712 
MR32 1000028 
BR32 1000031 
MR32 1000034 
WR321000039 
KR321000044 
IHR3210000S3 
IHR321000085 
I HR32 1000089 
IMR321000091 
LIVER1000004 
LIVER1000008 
LIVER1000011 
LIVER1000022 
LIVER100O025 
LIVER100003Q 
L1VER100O045 
LIVER100004E 
LIVER 1000072 
LIVER1000077 
LIVER1000080 
LIVER1000086 
LIVER10O0O92 
LIVER1000095 
LIVER1000097 
LfVER 1000098 
LIVER1000100 
LIVER1000101 
L1VER1000106 
LIVER1000108 
LIVER100011S 
LfVER1000)20 
UVER1000138 
LIVER1000146 
LIVER1000148 
LIVER1000157 
LIVERI000161 
LIVER1000I67 
LIVER1000174 
LIVER1000185 
LIVER 10001 87 
LIVEM000190 
LIVER1000I92 
MAHM1000M9 



HAtHA 10000 19 
.1000020 
i10000Z4 



7.38 
47.27 
22.35 
20.14 
27.32 

4.67 
530.85 
14.15 

2.21 

8.28 
59.89 
19.73 

7.97 

4.82 
58.09 
113.22 

4. 75 
10.04 
10.78 
2 

7.08 
11.67 
5.05 
5.89 
78.47 
4.93 
13.6 
50. 92 
3.87 
21.41 
4.25 
5. 88 
30. 93 
20. 72 
7.91 
5.78 
13.61 
15.75 
68. 53 
15.6 
40.97 
4.13 
62.72 
4. 77 
8.29 
3.43 



16.45 
3.83 
101.44 
7.8 
23.84 
11.69 
72.32 
13.24 
S.S8 
9.12 
4.65 
5.86 
73.62 
36.9 



19.6 
98. li 
33.51 
24. 54 
31.97 

7.35 
581.04 
21.74 
13.73 
18.48 
50.13 
29.39 
29.87 

9.81 
92.41 
149. 92, 
13.62' 
0 

32.44 

2.81 
18. 45 
19.12 

8.66 
14. 29 
131.41 

5.75 
22.1 
129. 92 

7.13 
14.85 

9.83 

5.47 
40. 35 
24. 34 
13.85 
10.96 
23.46 
23.53 
98.85 
14.45 
103.47 

7.44 
56. 32 

8.45 
14.94 

S.31 
12. 35 
19. 82 

8.45 
14.93 

6.67 
127.49 
16.08 
29.19 
24.81 
62.92 
16. 57 

4.51 

9.31 
11.74 
17.78 
112.56 
36.17 



1.21 
6.87 
55.06 
18.43 
5.77 
12.71 

I. 19 
161.92 

5.64 
0.94 
7. 56 
8.18 
11.74 
3.99 
4.02 
42.52 
77. 66 
4.72 
0. 26 
15.73 
3.07 
11.11 
13.18 
2.61 
4. 37 
171.62 
3.08 

II. 7 
124. 27 

5.18 
14. 92 
9.98 
6.22 
28.67 
17.51 
13.48 
6.47 
8.67 
19.18 
69.98 
10.75 
50. 66 
3.5 
36. 92 
2.61 
4.01 
1.07 
7. 59 
7.01 
8.15 
9.88 
3.38 
155.4 
6.28 
10.08 
3.86 
52.19 
5.85 
4. 92 
4.2 
5.4 
9.05 
134. 32 
7.46 



536. 41 
5.67 
2.87 
4.81 
9.08 
11.32 
12.05 
2.81 
47.93 
93. 78 
4. 88 
16. 99 
16.03 
3.78 
7.14 
11.6 
3.29 
6. S3 
125. 26 
2.76 
10. 53 
66.83 
2.89 
17. 52 
5. 67 
7.71 
14.67 
14. 57 
8.07 

4. 34 
23.05 
22.61 
49.46 
13.82 

24.2 
3.68 
31.17 
3.61 
4 

1.91 
6.45 
10. 38 
4. 26 
11.05 
5.06 
95.91 
7.39 
10.54 
12. 76 
53.14 
5.19 
4. 75 
4.16 
3.83 

5. 32 
82.42 
24.94 



1.08 
5.91 
51.15 
14.62 
12.72 
12.28 
1.22 
322. 12 
5.5 
1.96 
4.6 
32.77 
12.96 
3.69 
2. 59 
35. 39 
72.72 
2.62 
0.73 
17.46 
1.79 
7.03 
12.05 
3.45 
5. 77 
143. 68 
4.02 
14.7 
94. 45 
5. 96 
18.14 
5.82 
6.61 
17.18 
IS. 78 
9. 05 
6.39 
12.3 
13.71 
69.44 
9. 14 
43.26 
3.78 
34.9 
4. 62 



1.17 
6.85 
6.37 
4.91 
13.74 
4.69 
123.47 
6. 18 
10.6 
7.24 
45.8 
5.07 
3.34 
3.51 
5.36 
5.22 
106.51 
15.61 



7.04 
27.74 
15.42 
3.66 
15.87 
2.58 
493. 61 
2.78 
2.53 
4.23 
12.89 
13.01 
6.19 
2.32 
82.62 
96.78 
2.74 
7.55 
6.96 
0. 76 
4.83 
6. 47 
1.96 
3. 28 
43.76 
2.18 
1 V. 26 
48.23 
3.99 
8.19 
4.77 
4.81 
8. 63 
8.13 
5. 23 
3.86 
11.46 
8. 85 
74. 79 
5.8 
26.16 
2.58 
40. 25 
2.14 
5.47 
0.78 
5.23 
5. 23 
1.55 
6.11 
1.48 
63.19 
4. 07 
4. 27 
6.4 
30.48 
2.85 
0. 75 
1.94 
2.48 
3.67 
82.61 
12. 77 



1.05 
3.57 
20.25 
10.61 
7.87 
10.5 
0.54 
190. 86 
0.53 
0.03 
1.22 
24.23 
7.86 
2.34 
3.48 
52.43 
72.75 
1.07 
3.43 
5.24 
0 

2.08 
7.76 
0.92 
1.07 

27.21 
1.07 
5.83 

37. 68 
0. 85 
3.93 
2.69 
3.96 

19.03 
9.06 



2.04 
318.34 
2.33 



6.69 

43.47 
2.85 

32.27 
3.54 

36.83 
3.23 
6.84 
1.21 
2.59 
4.12 
2.41 
8.29 
2.24 
53.6 
3.11 
1.62 
3.76 

15.14 
4.77 



1.65 
4.83 
44.53 

15.51 
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MAMHA1 000025 
MAMMA1000043 
MAMMA1 000045 
HAINA1 000046 
MAMMA 1000055 
MAMMA 1 000057 
MAMMA 1000060 
MAMMA1 000069 
MAMMA1 000084 
HAMMA1 000085 
UAtMAI 000092 
MAMMA1 000096 
MANNA 1 000097 
MAMMA 1000 102 
MAMMA1000103 
MAMMA1000106 
KAMMAI0001 17 
MAMMA1QC011S 
MAMMA1O00129 
MAMMA1000133 
MAMMA1000134 
MAMMA1000139 
MAMIA1000141 
MAMMA 1000 143 
MAJHA1000150 
MAMMA10001S5 
MAMMA1000163 
KAMMA1000171 
MAMMA100Q173 
MAMMA1000175 
MAMMA1 000183 
MAMMA1000I91 
MAMMA1000192 
MAMMA1000193 
MAMMA1000198 
MAMMA1000204 
MAMMA1 000207 
MAIKA1000214 
MAMMA 1 000220 
MAMMA1000221 
MAMMA1000226 
MAMMA10O0227 
MAMMA1 000230 
MAMMA1 000241 
MAMMA1 000245 
MAMMA1 000248 
MAMMA10002S1 



41.47 
10.6 
3.76 
10.21 
143. T5 
3.34 
3.86 



MAMMA 1000257 



MAMMA1 000264 
HAMMA1000266 
MAMMA1000270 
MAMMA1000271 
MAMMAI000277 
MAMMA1000278 



MAMMA1000284 
MAMMA1000287 
MAMMA1OO0294 



I. 1 
3. 52 
4.98 

16.31 
24.25 
8.95 
2.83 
8.06 
4 

5.05 
7.25 
8.81 

10.59 

47.46 
7.57 

11.41 

15.02 
7.6 
6.75 
3.46 

25.33 
5.92 

11.99 
3.19 

47.48 

II. 23 
12.4 
8.42 

22.52 
10.4 

13.64 

14. 38 
3.53 
2.76 
6.45 

21.38 
5.31 
2.32 
2.97 

45.74 
9.34 
0.66 

13.12 
3.88 
41.4 

11.35 
3.26 

29.38 
5. 55 

18.44 

14.59 
4.06 
3.99 
1.77 



6.73 9.73 
8.02 15.22 
8.98 17.21 
53.57 56.97 
18.89 12.32 
2.41 12.19 
8.2 18.54 
270.15 259.45 
5.16 10.93 
4.9 7.86 
4.62 8.98 
3.48 7.14 
3.73 8.88 
20.65 29.78 
30.87 39.49 
10.76 22.4 
12.12 
19.58 
5.79 



8.77 
2.76 
7.04 
6.71 

13. 92 27.94 

12.38 22.86 

88.55 73.36 
5.6 14.19 

12.76 22.27 

19.25 32.92 

10.37 13.24 

5.29 9.57 

6.59 11.02 

42.54 44.08 
8.95 18.7 

14.56 36.16 
3.37 6.86 

56.45 65.4 

12.69 25.02 

7.47 19.55 

8.75 15.08 

15.12 36.99 

16.64 24.93 
11.97 28.4 

17.15 40.21 
5.09 7.34 

3.88 6.29 

7.89 22.51 
25.61 55.84 

4.84 10.73 
3.23 8.55 



3.77 
36.4 

12.72 



9.11 
0 

36.1 
3.04 
14.9 18.21 
3.72 7.35 
51.52 103.66 
16.91 37.8 
3.91 6.49 
33.95 49.97 
5.62 6.77 



27.31 
17.3 
4.13 
3.48 
4.16 



4.76 8.15 

6.68 3.56 

lt.43 6.71 

30.34 27.99 

4.6 6.26 

2.23 1.8 

5.99 7.1 ) 

49.26 67.48 

3.47 4.79 



4.65 
3.96 
2.58 
2.04 
15.97 
18.45 



4.18 
2.75 
2.53 



14.56 12.82 
3.46 3.6 
3.71 2.31 

3.97 5.46 
9.57 7.21 

16.46 15.91 

60.42 67.69 

2.79 8.22 

10.11 6.62 

19.25 12.39 

2.98 2.32 
2.32 2.23 
3.52 2.3 

23.65 35.89 

5.23 6.43 

26.22 18.77 

4.95 4. 82 
32.82 

6.96 11.44 
6.26 
9.58 

5.02 6.29 

5.03 11.07 
5.25 12.91 

23.86 16.67 
3.64 2.92 
2.63 
9.95 8.51 

30.22 20.66 
2.94 4.44 
2.43 2.71 
1.37 3.58 
0.39 

26.8 15.94 
2.63 2.61 

14.67 11.46 
4.08 3.89 

30.74 33.8 

22.57 16.53 
3.15 

68.77 34.21 
4.76 4.06 



15.51 
19.53 
4.06 



4.83 
15.7 
5. 42 



5.09 


3.99 


1.9 


3.02 






4.76 


2.11 


1.9 


S.1 






9. 34 


5.16 


4.47 


6.29 






31.56 


37.45 


30.61 


48. 64 


* 




5.89 


3.62 


4.44 


2. 53 


* * 


" * 


1.43 


1.21 


1.53 


2.81 






5.88 


5.98 


4.17 


6.29 






38.63 


33. 36 


39.16 


49.31 


* * 


- - 


2.05 


3 


0. 67 


2.88 






4.46 


2.36 


1.98 


8. 94 






3.09 


2.27 


0.07 


1.18 






2.5 


0.67 


1.83 


1.35 






1.49 


1.93 


0.71 


1.64 


* 


- 


11.62 


28.48 


21.84 


17.26 






17.72 


21.24 


13.56 


7. 51 


*- 


- 


10.63 


6.32 


4.47 


6.45 






2.11 


5.97 


1.27 


1.18 






9.23 


5.17 


8.7 


14. 06 






1.79 


1.7 


2.01 


2.69 






3.3 


8.78 


9.22 


3.38 


* 


- 


2.89 


5.9 


4.64 


5.77 






7.44 


10.8 


7.32 


10.69 






12.46 


8.35 


6.81 


8.98 






52. 39 


70.22 


26.61 


57.3 






2.73 


5.6 


1.58 


3.48 






6.S5 


2.76 


1.55 


4.85 


* 


- 


13.68 


10.19 


9.3 


14.14 






1.89 


r.54 


1.28 


1.33 




- - 


1.04 


2.07 


1.37 


0.99 


* * 


- - 


2.43 


3.53 


1.51 


2. 66 






24.05 


16.46 


12.47 


14.16 


* 


- 


6.14 


3.97 


2.29 


6. 56 






12.98 


9.82 


7. 53 


11.64 






4.54 


1.06 


1.39 


2.14 






48.35 


28.71 


22.96 


42.97 


* 


- 


9.78 


5.53 


7.76 


6.1 






4.84 


6.03 


8.39 


7. 97 






7.56 


7. 33 


4. 95 


7.33 






8.82 


6.38 


3.87 


3.09 


* * 


- - 


6.49 


6.69 


3.21 


1.94 


* 




9.41 


26 


12.92 


3.S 






19. 14 


13.63 


7.29 


12.46 






4.31 


1.76 


1.24 


2.65 


* 


- 


1.65 


1.27 


0.15 


1.78 


* 


- 


9. 68 


6.76 


3.1 


4.13 






19. 73 


24.19 


11.24 


13.89 






3.42 


3.67 


1.53 


2.11 






1.01 


0.9 


0.97 


0.54 






0.82 


2.27 


0.96 


1.23 






0 


34.58 


23.42 


46.99 






23 


7.31 


7.08 


9.25 






0. 59 


0.15 


0 


1 






11.77 


B.4 


9.61 


5.99 


* 


- 


3. 79 


1.47 


2.83 


1.69 


















is" 1 1 


lo! 35 


sl 71 


12! 84 






2.86 


2. 52 


0.S6 


1.77 






54.3 


27.86 


21.79 


21.83 






5. 69 


4.18 


2.05 


4.21 


* 




9.89 


4.34 


3. 99 


2.59 


* * 




20.07 


17.98 


12.1 


15.45 






8.4 


4.25 


2. 39 


4.19 






5. 91 


4.93 


2.1 


3.71 






3.07 


3.83 


0.5 


1.85 
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MAMMA1000305 
MAMMA 1 000307 
MAMMA1000309 
MAMU1000312 
HAMMA100031 
MAMMA 1 000331 
MAMMA1000335 
MAMMA 1 000339 
MAMMA1000340 
MAMMA1 000348 
MAMMA1000356 
MAWA10003S8 
MAMMA1OO0360 
MAIMA10003S1 
MAMMA1000363 
MAMMA1000370 
MAWA1000371 
MAMMA1000372 
10003S5 
MAMMA1000388 
MAMMA1000395 
MAWA1000402 
MAMMA1000403 
MAMMA10Q0410 
MAMMA1O0O413 
MAMMA 10004 14 
MAMMA10Q0416 
MAMMA1000421 
MAMMA 1000422 
HAIKA1 000423 
MAMMA 1000424 
MAJWA1000429 
MAMMA 1000431 
MAJMA1000432 
MAMMA100O437 
MAMMA1000444 



MAMMA1000449 18. 1 
MAMMA 1000457 18.4 
MAMMA1000458 7. 78 

16.03 
6. 68 
18.92 
3.29 

MAMHA1000478 3.8 



MAWA 1000472 



MAMMA1000483 



MAMMA 10 004 96 
MAWA1000500 
MAMMA1000S01 
MAMMA1000S03 



141.82 
11.74 
29.48 
4.21 
3.3 
8. SS 
19.56 
6.43 
16.44 
5.05 
27.99 
5.97 
3.99 
20.75 
7.6 
2.63 

MAMMA1000556 761.19 



MAMMA1000510 
MAMMA1000515 
MAMIA1000S16 
MAMMA 1000522 
MAMMA1000S24 
MAMMA1000528 
MAMMA1000534 
MAMMA1000S41 



32.01 
7.32 
13.21 



3.57 
1.93 
4.85 
13.8 
6.6 

48.67 
9. 54 
4.42 
62.5 
4. 98 
5.17 
2.39 

17.51 
2.59 

15.23 
2.71 

17.65 
4. 78 
8.38 

13.08 
25.2 

93.85 

12.39 
142.54 
5.22 

16.73 
9.36 
1.71 



34.24 
11.17 
12.45 
4.66 
3.78 
Z.97 
3.97 
7.71 
21.06 
5.86 
74.66 
13.7 
6.35 
108.93 
6.13 
12.45 
4.39 
21.43 
3.13 
16.36 
2.65 
14.83 
5.81 
10. 39 
31.41 
35.15 
138.41 
14.43 
131.07 
2.76 
20. 92 
15.84 
4.16 
133.96 
15.03 
9.54 
65.48 
22.35 
25.87 
16.72 
28.35 
14.63 
28.23 
5. 76 
4.65 
256.33 
16.92 
25.33 
8.78 
3.92 
8.62 
37.71 
9. 68 
20.18 
38. 96 
43.17 
11.73 
4. 53 
20. 93 
8.83 
1.99 
1381.9 
5.3 
5.75 



58.88 
15.9 
16;6t 
7.38 
8.22 
7.78 
7.5 
8.76 
20.08 
10.24 
87.35 
18.74 
14.28 
116.66 
8.18 
10.14 
9.15 
34.07 
9.36 
27.37 



37.52 42.02 39.78 
9.52 5.29 



•13.37 
5.51 
6.32 
3.29 



8.5 



8.68 
4.58 
4. 37 
6.01 
3.87 
8.63 



5.28 



9.67 
40.38 

8.95 
14.35 
34.59 
53.64 
125.21 
18.48 
148.31 

10.5 
35.59 
18.54 

6.38 
122.67 
14.39 

12.3 
72.84 
31.63 

17.2 
16.75 
43.07 
17.94 
28. 07 

7.57 

7.21 
267. 79 
30.01 
53.38 
19.16 
7.8 
11.61 
40.79 
12.68 
30.29 
14.92 
68. 38 
10.41 

7.16 
19.83 
11.36 

8.54 

1153 
11.69 
13. 35 



2.85 
20.18 
2.27 



4. 44 

8.18 
3.56 
3.16 

4.7 9.96 
19.65 20.75 

5.86 4.39 

53.83 37.37 46.85 

8.76 9.05 7.26 

5.25 6.74 5.72 
101.62 117.16 105.86 

4.8 3.56 6.25 
5.35 7.18 7.58 

3.68 6.58 4.68 
12.37 14.77 13.39 

4. 39 3.21 

8.49 18.09 

2.23 1.16 ... 
21.39 34.95 27.07 

2.66 5.93 4.73 

8.64 10.52 7.1 
25. 16 26.53 19:73 

41.13 33.28 34.97 

46.14 53.85 91.17 

7.65 12.15 12.39 
147.75 137.43 173.26 

5.24 3.96 3. 14 
20.88 21.28 23.97 

7.22 10.71 6.57 

1.45 4.13 3.04 
9.74 51.75 20.93 

12.33 7.79 9.82 

7.17 6.74 4.04 

97.18 57.65 80.67 

13.49 17.76 14 

2.76 17.71 11.5 

9.69 10.94 4.65 
20.2 27.28 30.25 
8.59 8.34 7.38 

15.83 15.65 17.15 

2.77 2.69 3.84 
2.84 2.45 2.89 

98.03 257.9 180.98 

11.37 13.37 11.4 

30.03 31.05 22.35 
2.1 8.22 S.73 
5.4 3.37 3.89 
8.76 3.91 6.21 

41.28 34.62 14.86 
8.8 8.42 5.47 

25.14 20.54 20.81 

3.26 5.69 7.88 
38.83 18.51 22.66 

4. 38 10. 1 5. 92 
4.83 4.31 6.82 

14.18 15.4 10.89 
1.44 4.17 2.11 
2.03 3.94 1.32 

543.64 1435.2 1032.9 

2.67 3.19 2.37 

1.46 4.28 0.82 



30.9 

4.83 

5.45 

3.65 

4.06 

3.84 

4.24 

2.97 
20.39 

1.91 
35.71 

6.27 

3.05 
87.17 

3.82 

3.49 

2.76 
11.25 

3.43 
11.94 

1.54 
11.67 

3.53 

6.79 
20.54 
22.92 
35.64 

5.-74 
122.42 1 

2.65 
15.73 

4.21 

2.28 
35.92 

5.47 

4.84 

67.4 
17.72 

15.1 

4.37 
21.32 

4. 92 
17.93 

2.99 

2.43 
169.43 
IS. 98 
19.18 

7.01 
2.1 

3.65 
17.29 

7. 38 
15.29 
10.33 
24.89 

5.73 

4.96 
14. 95 



4.69 
2.16 
1.99 
1.96 
1.18 
1.94 



2.21 
1.29 
1.36 

17.12 
3.75 

20. 32 
2.51 
5.88 
2.03 
5.15 



1.75 1.93 

1.21 0.87 
158.7 175.76 

7.97 17.05 
13.04 1 

0.97 

0.03 

2.45 
25. 75 

4.77 

9.87 15.02 



23 



1229.3 
2.27 
2. 18 



1.91 
20.61 
2.46 
1.75 
12.85 
1.84 
0.71 
435. 34 855.29 
0.81 3.09 
0.1 1.13 
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MAINA1000567 
MAMMA10Q0578 
MAMMA! 0005S2 
MAMMA! 000583 
MAMMA! 000585 
MAMMA1 000587 
MAMMA10005S1 
MAMMA 1 000594 
MAMMA1000597 
MAMMA1000605 
MAMMA1000612 
MAMMA10C06I4 
MAMMA 10006 16 
MAMMA! 0006 21 
MAMHA1000623 
MAMMA100O6Z5 
MAMMA1000635 
MAMMA1000643 
MAMMA1 000646 
MAMMA1 000652 
MAMMA1 0006S7 
MAMMA1 000664 
MAMMA 1 000667 
MAMMA1 000668 



MAMMA 1 000670 
MAMKA1 000672 
MAMMA1000681 
MAMMA1Q00684 



MAMMA1 000702 
MAMMA 1000706 
MAMMA1000707 
MAMMA10007I3 
MAMMA1000714 
MAMMA1000718 
MAMMA 1 000720 
MAMMA1 000723 
MAMMA1000731 
MAMMA1 000732 
MAMMA 1000733 
MAMJA1000734 
MAMMA1000736 
MAMMA1000738 
MAMMA1000744 
MAMMA1 000746 
MAJNA1 000748 
MAMMA1000751 
MAMMA1000752 
MAMMA1 000757 
MAMMA] 000760 
MAMMA1 000761 
MAMMA1 000775 
MAMMA1000776 
MAMMA 1000778 
MAMMA] 000781 
MAMBA1000782 
MAMMA 1000784 
MAMMA 1000788 
MAMMA! 000798 



2.83 
14.4 
342.62 
3.44 
10. 36 
9.1 
24.67 
25.66 
10.5 
8.03 
3.76 
8. 91 
10. OS 
18. 37 
5.5! 
3.19 
3.08 
3.16 
53.05 
7.49 
4. 53 
18.71 
8. 69 
23.14 
3.03 
4.69 
127 
42.17 
6.35 
7. 53 
2. 37 
7.11 
5.79 
13.18 
21.05 
7.11 
56.24 
83. 95 
13.21 
4.13 
12. 22 
4. 23 
4.58 
27. 47 
11.43 
5.14 
2. 95 
3.53 
9. 18 
17.77 
6. 79 
4.06 
4.12 
26.15 
38. 93 
10.71 
5.28 
12.93 
14.83 
10.63 
10.59 
6.03 
22.11 



WAMMA1000814I ! 



9.61 12.53 
23.94 41.43 
404.06 589.09 
4. 94 9. 73 



4.72 
6. 13 
4.28 
4.8 



13 



63.8 128.68 

6.59 12.24 
4.12 

22.51 38.34 
17.36 17.2 

46.99 61.08 
3. 5 9. 1 
6.68 9.53 

118.39 232.08 

56.4 66.57 

5.06 11.76 
9.04 16.29 
2.75 

13.17 13.46 
9.88 8.46 

25.83 23.83 

29.79 38.76 

5.26 13.51 

56.67 100.19 
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24.22 28.58 
4.24 

36.31 49.73 

5.37 6.55 

2.44 5.84 

2.3 5.32 

1.28 2.11 
2.76 3.58 

8.5 12.03 

2.43 3.42 

2.78 4.72 

94.69 118.15 

2.29 5.78 



2.11 
0.77 
14.32 
10.81 
2.84 



4.15 
3.58 
18.92 
16.52 
2.49 



17.9 40.13 

8.3 11.49 

7.44 16.29 

0.63 2.48 

8.12 6.27 

5.54 12.65 

13.5! 15.3 



9.79 
5.89 
25.73 



3.98 
2.12 
81.83 
2.61 
8.73 
0.99 



0.4 3.31 

6.24 10.39 
5.41 

3.37 4.04 

2.4 2.94 

19.31 25.39 

8.71 14.89 

1.3 1.97 

1.61 4.29 
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MMHA1O01286 
MAMMA1001289 
HAMMA1001292 
HAWA1001296 
HAWA1001298 
KAINA1001305 
MAMMA 100 1309 
MAWA1001310 
UAWA1001322 
UAIMA1001324 
MAWA1001330 
UAUMA1001333 
HAWA1001334 
MAMMA1001337 
MAMMA1001341 
MAMMA1001343 
UAJKA1001344 
KAJHA1001346 
MANKA1001383 
KAWA1001388 
MAMKA1001396 
MAWA10Q1397 
MAMIA1001401 
MAMNA1001408 
MAIHA1001411 
MAWA1001414 
MAMUA100141S 
KAMMA1001418 
MAINA1001419 
MAHMA1001420 
KAMA1001426 
HAWA1001428 
HAMNA1001432 
MAMMA100143S 
MAWA1001442 
MAMIA1001446 
MAMA1001450 
MAIHA1O01452 
MAMHA1001465 
MANMA100147E 
MAINA1 001478 
HAWA1001479 
HAMW1001487 
MAHU100I498 
HAMiA100t501 
KAMIA1001502 
MAMIA1001S10 
KAWA1001522 
HAIMA1001529 
MAWA1001S32 
BAWA1001533 
MAWA1001534 
MAHM1001535 
MAMMA1001S47 
MAWA1001551 
MAWA1001569 
MAWA1001575 
IIAMMA1001576 
HAIHA1001584 



MAMtAlOO 16041 



29.08 
8.87 
24.97 
4 

7.53 
3.74 
10.42 
2.92 
2.17 
4. S3 
4.9 
4.9S 
31.92 
4.26 
4.05 
2.73 
2.25 
5.84 
6.99 
25.28 
15.94 
14.75 
2.94 
1.5 
6.08 
6.51 
3.95 
8.77 
7.73 
5.14 
5.19 
3.64 
12.35 
20.05 
6.94 
26.48 
11.55 
4.86 
8. 92 
132.51 
18.64 
11.41 
48.7 
4. 35 
4 

3.5 
11.46 
4.88 
59.97 
28.38 
19. 86 
11.45 
10.07 
5.79 
1.79 
5.44 
19.87 
4.97 
17.12 
3.44 
4. 74 
6.91 
12.56 
20.93 



44.07 
4.17 
9.89 
4.35 
15.14 
5.46 
2.64 
3. 53 
5.1 
3. IS 
25.66 
3.84 
4.96 
5.65 
2.47 
6.71 
8.47 
28.84 
20.37 
18.37 
3.12 
3. 57 
3.93 
7.32 
8.97 
9.1 
7.93 
4.76 
7.71 
3.18 
13.88 
30.02 
7.75 
31.11 
15.7 
7.91 
12.52 
144.85 
21.54 
20.27 
29.91 
2.96 
5. 27 
3.68 
20.55 
10.87 
69.9 
37.51 
8.23 
13.72 
15.11 
10.79 
3.35 
7.64 
31.06 
13. 68 
20.22 
2.63 
3. 32 
10.35 
24.27 
20.87 



35.52 
10.4 
66.64 
8.01 
10.46 
13.81 
31.52 
13.25 
6.93 
5.55 
12.68 
7.58 
43.45 
13.74 
11.41 
10.8 
7.73, 
17.37 
18.39 
63.23 
30. 49 
41.81 
6.56 
7.4 
9.81 
14.7 
8. 68 
12.47 
11.48 
6.97 
9.63 
7.92 
21.83 
44.24 



8.75 7.01 14.48 
9.73 7.53 9 
9.34 36.59 35.11 
2.8 3.49 
2.88 6.46 

2.61 4.05 
12.87 13.99 

3.59 3.89 
3.3 2.91 
2.78 
4.19 
3.62 

18.83 15.13 18.08 

3.62 4.64 5.34 



2.38 
2.62 
3.12 
9.19 



3.63 
7.84 
2.56 



4. 38 

3.22 
4. 27 
10.65 
14.27 



5.21 



4.83 



1.21 
2.81 
9.46 
23.79 
5.52 



3.62 
8.33 
9.89 



6.56 
6.73 
5. 99 



11. C 
44.32 
15. 65 

8.36 
15. 39 
285. 99 
45.82 

19.2 
87.89 

S.82 
10.62 

8.07 
16.62 
13. 99 
94. 57 
51.46 

26.5 
20.66 

17.7 
16.77 
10.09 

12. 53 
32. 95 

9.34 
32.05 
9.42 
9.43 
19. 33 
25.25 
41.04 



4.68 
4.36 
9.35 
8.27 

32.5 23.98 25.52 

14.54 24.62 26.46 

21.11 18.82 16.79 
2.62 3.02 
1.68 3.96 
6. OS 8.29 
6.86 10.67 
5.96 8.18 

12.83 10.06 11.32 

9.88 6.73 10.35 
10.23 6.22 
5.55 8.11 
6.62 3.95 

18.83 11.53 18.33 

21.04 23.96 21.39 
5. 53 5. 57 

20.63 23.27 24.39 

12.27 11.07 10.5 

9.2 4.08 6.24 

11.83 13.04 10.87 

418.67 194.96 350.68 

21.72 20.69 19.34 

13.74 10.72 9.96 

41.22 44.32 54.61 

3.07 3.33 1.99 
3.92 4.81 

3.61 4.35 4. 14 

13.12 12.05 13.04 
8.11 4.33 

30.63 46.88 57.69 

23.78 26. 52 23.49 



10.18 
7.31 

13.77 
2.75 
5. 34 
3.76 

10.23 
3.03 
1.12 
2.65 
3.36 
2.38 

17.92 
4 

5.24 
3.94 
2.73 
6.74 
7.45 
24.7 

14.45 

17.96 
2.46 
5.62 
3.36 
5.51 
6.06 

13.03 
9.18 
5.34 
7.6 
3.35 
8.1 

14.97 
6.68 
8.85 

14.48 
7.72 

16.92 
82.5 

14.71 
13.4 
29.8 
1.92 
4.06 
3.43 

13.33 
2.46 



6.01 
6.58 
7.42 



12.0 
8. 79 
8. 38 
7.64 
3.75 
3.18 



6.73 
2.54 
5.89 

20.06 20.37 18.83 

4.55 6.26 3.49 
43.71 22.66 30.09 

2.75 2.52 1.44 

0.65 2.72 

5.33 6.4 
10.57 15.9 13.61 
17.28 15.57 5.46 



2.98 



31.8 



9.6 
2.75 
7.59 
3.47 
2.71 

18.63 
t.7S 
21.3 
2.63 
S. 93 
7. 64 

21.16 
4.43 
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HAWA10016Q6 
MAMMA 100 16 09 
HAWAt 001614 
HAJHA1001615 
KAIWA1001619 
MAWA1001S20 
MAMMA1 001623 
MAXMA1001626 
MAMKA10016Z7 
HAKHA1001630 
HAJWA1001633 
MAMA1001634 
MAJMA100IS35 
MA1MA1001649 
KAINA1001654 
HAJNA1001660 
MAJNA1001663 
MAMIA1001670 
MAJHA1001671 
HAMMA100I679 
MAMIA1001683 
KAMJA1001686 
KAHU10016B8 
MAWA1001689 
KAWA10OI692 
iAMIAt0017l1 
«AJ*A1001715 
HAWA1001730 
BAJ§ttl00173S 
HAWA10Q1740 
■AMA 1001743 
HAWA1 001744 
KAWA1001745 
KAWA1001751 
MAIMA10DT7S2 
HAMMA1O01754 
HAWA1001757 
MAWA1001760 
MANM1001764 
MANU1001767 
MAJHA 100 1768 
HAHM1001769 
■AWA1001771 
MAMHA1001773 
MAMM1001778 
HAHHA10C1783 
MAHIA1001785 
HAWA1001788 
MAWA1Q01790 
MAJHA1001800 



HAWA100180S 
HAMA1001812 
HAMU1001815 
MANU1001817 
MAWiA100t818 
MAMMA1CQ1819 
HMHA10018Z0 
HAWA1001824 
HAWA10D1S32 
HMMA1001836 



HAHM1001848 



37.25 
2.18 

10.91 
1.95 

11.51 

4. 59 
46. 36 
23. 59 
23.89 

9.27 
3.1 
3. 53 

3. 28 
3.05 
4.23 

39. 09 
8. 52 

5. 91 
56.61 

6.69 
15.6 
4.11 

4. 96 
28.44 

5. 97 
4.75 

4. 22 
3. 39 
8.81 
2.28 

10. 52 
4.59 

12.62 

11.11 
S.63 

23. 39 

5. 44 
2. 58 
1. 11 

3.1 
11.92 
14. 67 
5.81 

40. 73 
15. 44 

12.5 
4.08 
6.1 
1.31 
2.19 
9.74 
15.42 
2.66 
0. 82 
7.15 
11.74 
15.72 
22.82 
8. 99 
7.22 
9.42 
3.6 



38.33 44. 14 
4. 53 5. 97 

17.85 21.09 

3.17 11.55 
16.15 15.55 

6.42 11.46 

31 53.81 

24.5 38.75 

43.37 29.47 

13.78 11.56 

2.16 7.03 

6. 28 9. 01 

4.64 15.97 

5.72 15.55 
5.9 13.55 

42.24 88.43 

11.06 11.71 

7. 75 6. 72 

62. 54 66.07 

13.86 10.25 
21.19 31.72 

3.45 11.77 

5.41 15.23 

25.89 32. 18 

3.79 10.24 

4. 66 8. 45 

4. 73 9. 43 
2. 22 8. 02 
9.96 22.03 
4.25 11.56 
18.5 19.92 
3. 07 5. 75 

11.29 21.77 

8.28 15.68 

3.02 9.77 
32.69 51.88 

8.41 15.4 

5.03 10.84 

5.18 12.27 
2.25 5.04 

10.35 26.44 

15.11 32.18 
5.01 9.7 

46.88 88.4 

10.48 54.31 

12.45 33.56 
3.99 8.35 
6.5S 20.74 
0.72 1.87 

1.86 2.06 
13.74 26.09 

15.2 24.16 

2.87 5.53 
1.33 4. 14 
8.39 26.7 

18.24 23.68 

24.34 43.46 
19.64 37.64 
12.77 18.28 
10.73 12.96 
23.13 19.47 

4.29 8.23 

27.46 23.83 
4.63 5.94 



2.23 
3.76 
2.28 
3. 26 
3.26 



4. OS 
12.85 
4.66 
3.79 
7.85 
3.42 



29.22 
1.8 

13.02 
1.36 
8.59 
3.43 

47.15 
18.9 
12.9 
6.82 
2.16 
2.88 



5.47 
17.62 
4.36 
4.7 
17.39 
9.67 
3.28 
2.04 



1.53 



44.31 
5.19 
5. 22 

53.72 
3.58 
10.3 



1.72 1.43 1.79 
2.16 11.12 10.37 



1.86 
6.37 
4.16 
10.5 
3.38 
2.56 
26. 06 
6.28 
11.35 
2.55 
7.31 
10.66 
13.17 
4.42 
36.3 
18.11 
17.89 
3.07 
15.67 
1.32 
3.44 
16.06 
17.7 
2.24 
0.9 
9.35 
13.23 
16.16 
31.98 
15.06 
9.34 
10.85 
8.36 



6.14 2.91 3.96 



5. 55 
3.86 

12.13 
3.47 
2.83 

31.96 
4.99 
4.07 
3.88 
3.83 
10.9 

14. 99 
5.52 



11.62 
2.35 

18. 01 
1.36 
3.44 



5.25 
2.35 
8.94 
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MAMIA1001851 
HAMIA10018S2 
HAWW10Q1854 
HAWA1001858 
KAMMA1001S64 
UAJMA1001868 
HAHIA1001B74 
MAWA1001878 
MAMMA 100 1880 
MAMHA1001885 
MAMMA1O01890 
MAMMA1001893 
MAMMA1001901 
MAMMA10019O7 
HAMUA100190S 
NAMMA1001919 
MAMMA1001931 
MAMMA1001937 
MAMUA1DQ1951 



3.04 
4.14 
1.51 
19.51 
13.26 
3S.41 
10.43 
8.74 
4.07 
11.53 
18 
9. 74 
5.91 
2.61 
8. 52 
28. 87 
5.05 
14.26 
10.03 



2.81 



S.9 



MAIMA1O01956 993.12 



MAMMA1001957 
HAMMA1001960 
MAMMA1001963 
MAMMA1001969 
MAMUA1001S70 
MAWA1O01978 
MAMNA1O01992 
HAMIA1001994 
HAMIA1002008 
HAMMA1002009 
MAMMA1002011 
MAWA1002022 
KAIMA1002024 
MAMMA 1 002032 
MAHIA1002033 
1WWA1002041 
MAMMA1002042 
NAMHA1002045 
MAMMA1002047 
MAJMA1O02Q56 
MAMMA1002058 
MAMMA1002060 
HAHWA10Q2065 
MAMMAIOQ2068 
MAHIA1O0207O 
MAMMA1002078 
MANIA 1002080 
HANMA1002082 
MAWA1002084 
MAMMA1002087 
HAMMA1O02O91 
MAMMA 1 002093 
HAMiA 1002095 
NAMMAI002108 
MAMMA10021I2 
HAWA1002118 
MAMMA1002119 
MAMMA10O2125 
MAMMA1002126 
MAMMA 10021 28 
KAMMA1002132 
MAMMA1002140 
MAMMA1002142 
MAMMA1002143 



3.5 
3.21 

23.41 
4. 69 

22.72 
5. 27 
6.92 
4.21 
3.58 
6.8 
2.57 
12.8 
3.44 
5.77 
5.43 
3.38 
3.03 

11.92 
8. 32 
5. 95 
4.18 
4.77 
7.77 
2.07 

11.08 

H.23 

15.81 
10 
8.81 

38.45 
9.97 
6.21 

16.11 
3.45 

16.35 



21.77 35.8 

17.9 34.07 

51.95 37.39 

12.98 12.56 

13.09 17.2 

4.26 5. 15 

16.59 20.89 

26.55 27.35 

13.29 21.33 
10.54 

3.62 7.04 

7.37 12.33 

31.67 48.08 
3.95 

19.97 17.05 

11.71 22.7 

926.97 1643.3 

8.16 19.85 



4.86 
7. 34 
2.86 



3.11 
3.61 
2.97 
19.05 
19.43 
27.02 
15.09 
10.72 
5.16 
11.02 
18.41 
8. 06 
6.07 
35.62 
6.04 
80. 53 
4.52 
11.88 
11.88 
1427.1 
8.48 
3.94 
14.68 
14.09 
3.48 
16.09 
2.11 
16.33 
3.37 
4.02 
2.05 
18.55 
4.82 
17.1 
4.37 
4.7 
1.93 
4.27 
7.31 
3.74 
10.51 
3.91 
3.81 
2.41 
2.42 



16.81 
19. 24 
32.06 
16.33 
7.64 
2.51 
9. 99 
24.49 
11.26 
8.49 
7.01 
6.79 
41.26 
3. 24 
9.57 
9.84 
1487.9 
7.2 
5.66 
14.73 
10. 96 
4.15 
13.28 
5.12 
8.69 
3.96 
6.32 



10. 24 
3. 36 
3.34 
4.51 



5.89 9.82 

2.51 5.36 

6.45 9.77 

50.44 12.78 

3 10.99 

15.62 32.13 

16.95 

20.81 
9. 39 

6.62 15.53 



2.16 
16.88 
16.98 
24.02 
15.06 
9.1 
4.87 
7.12 
18.88 
12. 34 
8.27 
7.16 
5. 83 
66.58 
2.79 
16.46 
10.7 
1519.7 
6.6 
4.15 
14.4 
16.21 
15.31 
16.86 
11.04 
5.41 
2.92 
3.6 
3. 92 
20. 69 
4.18 
18.46 
4.75 
4.73 
3.65 
4.41 
11.46 
3.7 
9.8 
3.73 
3.54 
4.09 
1.57 
2.25 
5. 76 
5. 55 



3.55 
5.69 
8.15 
1.85 
14. 7S 
15. 29 
19.06 
8.54 
7.53 
23.38 
12.77 
8. 67 
12.1 
6.67 
14.17 



6.19 


4. 02 


4:01 


2.89 


8.07 


6 


10.31 


8.8 


4.95 


4.07 


13. 67 


12.24 


3. 79 


2.55 


3:19 


4.78 


2.97 


2.86 


2.53 


1.71 


2.9 


2. 56 


18.94 


17.16 


3.88 


2.33 


20.89 


15.73 


8.94 


7. 94 


2.24 


3.33 


5. 79 


7.29 


3.9 


4. 78 


8.75 


3.44 


1.38 


1.89 


10.2 


7.07 


4.39 


1.38 


3.78 


2.53 


4.21 


2.57 


1.88 


0. 34 


2.32 


1.3 


7.02 


2.85 


2.81 


1.42 


3.1 


3.76 


2.57 


2.24 


2.82 


2.99 


10.66 


4.49 


1.89 


0.49 


14.58 


13.23 


16.6 


9.46 


11.43 


15. S 


7.06 


7.05 


5.63 


5.81 


26.49 


8 


19.63 


7.42 


6.36 


3.29 


9.18 


3.59 


4.53 


0.93 


9.4S 


9.06 



1411 



EP 1 074 617 A2 



HAWA1002145 
MAMMA1002147 
MAMMA1002153 
MAMMA1002155 
MAMMA1002156 
MAWA1002158 
MAIMA1002164 
UAIMA10Q2165 
MAMMA1Q02170 
MAWA1002174 
HAMIA100217S 
UAMIA1002180 
MAMKA1002198 
MAMMA1002205 
MAMIA1002206 
IIAIMA100220S 
MAMMA1002215 
MAMMA1002219 
MAMMA1002224 
MAINA1002229 
UAUKA10Q2230 
MAMKA1002233 
HAHM1002234 
MAMMA100223S 
MAMMA1002243 
UAMMA!002250 
MAMMA1O02253 
HAIMA1002267 
MAMMA1002268 
MAMMA1002269 
MAIMA1O02282 
MAMIA10Q2292 
MAMMA1002293 
MAINA1 002294 
MAHMA1002297 
MAMMA1002298 
MAWM 002299 
JIAMMA1 002308 
MAMMA1002310 
MAWA1002311 
MAMMAI002312 
MAMMA1002317 
MAWA1Q02319 
MAMMA 1 002322 
MAMIAt002329 
MAMMA1002332 
MAMMA 1002333 
MAMMAI002335 
MAWA10Q2339 
HAMIA1O02347 
HAMMA10023S1 
MAMMA1002352 
MAMMA1002353 
MAMMA1002355 
MAMHA1002356 
MAMMA1002359 



59.23 
S.58 
2.82 
2.48 
1.89 
31.98 
1.74 
54.96 
22.65 
5.6 
51.5 
26.41 
37.99 
15.14 
2.93 
183.5 
24. 38 
2.71 
15. 23 
16.46 
22 
70.38 
7.92 
136.07 
20.02 
2. 68 
0. 57 
9. 29 
0. 57 



60.84 77.53 

4.1 8.16 

4.71 7.0fr 

3.26 10.86 

5.51 11.57 

68.42 55.01 

3.48 10.17 

21.57 31.25 

29.54 35.22 

8.95 10.45 

30.74 138.92 

35. 57 64. 21 

80.63 138.79 

20.56 52.79 

3.59 10.31 

268.42 348.13 

31. 33 40.05 

0.94 3.73 

8.24 19.36 

14.44 27.79 

37. 1 57.12 

89.47 122.68 

8.85 12.79 

148.16 220.88 

20.33 38.87 

3.81 6.67 



26.62 
3.48 
3. 26 
2.89 



1.7 



6.1 




1.7 



3.2 
9.41 
5.35 
3.44 
2. 99 
5.47 
9.13 

10. 67 
30.9 
5.72 

11.12 
2.09 

17.33 
2.58 
1.45 

12.65 
7.58 

10.15 
7.61 
3. 96 
8. 39 

25. 93 

28. 68 
9.7 

85.31 
4.68 
4. 53 

13.67 
2.82 
7.87 

91.44 
2.04 



9.06 17.68 

3. 72 6. 93 

2. 24 4. 35 

3. 76 4. 32 
25.26 45.69 

3.94 

6.68 12.5 

6.59 11.35 

2.01 8.19 

4.55 14.53 

9.33 18.02 

10.94 18.01 

15.07 18.09 

42.06 49.45 

5.28 10.29 

14.39 20.39 

3. 24 7. 26 

19.74 32.38 

4.23 6.84 

2.08 7.07 

18.48 23.72 

IS 19.0S 

21.39 24.74 

10.35 21.39 

6. 91 9. 29 

10.78 23.6 

29.71 53.72 

42.92 56. IE 

13.9 19.55 

125.75 125. 12 

5.33 13.4 

5.8 12.93 

17.12 24.55 
3.35 

13.26 17.64 

168.34 87.56 

1.77 7.54 



5.64 
91.4 

33.73 

18. 29 

21.27 
2. 52 
282.08 

29.39 
1.84 

12. 34 
9.51 

14.15 
8.19 
4.92 
36.8 

38.33 
5.79 
2.21 

10. 28 

16.18 
2. 97 
2.98 

33. 39 



4.2 
3.33 
7.95 
4.11 
7.08 
10.01 
13. 86 
4.83 
34.33 



18.64 
4.89 
4. 55 
7. 59 
10.2 
8.5 
9.12 
4.01 
6.39 
28.58 
40.53 
15.93 
50.2 
6.92 
6.01 
7.42 
0.89 
9. 95 
61.83 
5.82 



46.01 
3.17 
5.54 
3. 23 
3. 84 

17.41 

5. 39 
14.73 

9.2 
4. 66 
93.51 
28.48 
47. 55 
16.14 
3. 95 
352.1 
28. 67 
2. 07 
12.12 
10.83 
20. 28 
33. 96 
10. 39 
57.62 
25.12 
2.6 
1.65 
11.75 
7. 45 
8.98 
7.03 
19. 64 
3. 49 
7. 99 
7.71 
4.61 

6. 73 
8. 02 

17.88 
5.07 
28.66 
3.7 
9. 59 
2.86 
18.47 
4.12 
5. 97 
6.81 
7.54 
9.44 
8.67 
3.84 
12.46 
30.76 
46.92 
13.24 
80. 78 
5.11 



9.26 
126.23 
2.53 



14.01 
3.48 
4.01 
2.81 
3.05 
13.99 
3.9 
17.78 
7. 67 
7.45 
53.96 
23.51 
46.05 
13.46 
2.18 
269.26 
24.47 
2.08 
11.67 
11.84 
20.13 
39.69 
5.68 
87.11 
25.3 
4.11 
3.98 
12.03 
4.5 
8.51 
4.77 
22.84 
3.24 
10.5 
8 

4.39 
6.49 
7.61 
11.7 



21.49 27.44 

3.61 1.58 

3.33 4.14 

4.53 1.33 

2.17 1.45 

16.74 7.42 

5.07 0.22 

14.07 10.69 

9.57 17.6 

4.49 3.82 

49.64 44.62 

38. 7 27.33 

13.24 10.75 

24.47 10.14 

3.53 0.98 
189.69 127. 24 

25.62 23.02 

0.86 0.6 

6.61 10.38 

7.32 11.92 

22.25 15.46 
218.52 154.84 

11.44 4.89 

34.48 55.67 
21.56 17.63 

4.54 2.26 



4.4 

3.21 
17.29 
7.86 i 
4.25 
29.88 
38.33 
8.83 
16.64 
3.24 
124.82 
20.25 
1.35 



1.41 



2.62 
8.49 
3.59 
2.83 
3.56 5.53 
15.48 15.23 
3.79 4.35 



6.6 
1.28 
17. 53 
2.94 
6.64 
10.8 
10. 35 
11.14 
7. 13 
4. S3 
12. 35 
23.64 
35.69 
12.52 
78.44 
6.08 
5. 37 
9.42 
2.61 
6.58 
76.47 
3.4 



5.31 
2.76 
2.48 
4.69 
7.23 
14.2 
1.95 

22.98 
4.31 

12.89 
1.75 



8.44 
2.6 
2.96 

0. 99 
3.03 
7.14 
3.51 

30.71 
4.41 
13.6 

1. < 



15.8 
147.67 
8. 58 
55.33 
24.13 
2.04 
1.86 
11.22 
3.92 
3.35 
5.39 
21.7 
3.43 
4.21 
3.09 
3.08 
4.04 



10.56 
0. 43 
0.64 
6.12 
10.1 
10.5 
4.46 
1.39 
7.8 9.12 
29.82 21.55 
34.66 27.13 



2.37 
2.39 
3.17 
7.33 
10.35 
7.44 
2.75 



6. 92 
18.48 
3.35 
5.23 
8.07 
2.45 



6.02 
22.03 
2.61 
3.68 
3.62 
2.44 
7.71 
15.61 
1.54 



7.9 
10.5 



13.85 
1.05 
17.8 
2.61 
2. 14 
8.64 
11.23 
16.39 
10.65 
5.61 
7.88 
27.08 
37.63 
14.49 
30.83 
7.85 
7.06 
6.96 
1.99 
10.46 
10.22 
1.62 
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MAMNA1 002399 

HAMNA1 002400 

8AIWA100Z403 

HAWA100241 

MAMMA1002413 

MAMMA10Q2417 

KAMMA1 002427 

MAMMA! 002428 

MMMA1002433 

MAMMA 1 002434 

MAMMA1002446 

MAWA1002447 

MAMMA10024S4 

MAMMA1002461 

MAMNA1002463 

KAIHA1O02464 

KAMMA10Q2466 

MAMMA10Q247D 

MAMMA100247S 

MAH4A1002480 

MAMMA1 002485 

MAMMA1002494 

MAMMA1002498 

MAMNA1002S24 

MAMMA100253O 

MAMBA1002538 

MAMMA 1 002 S4S 

HAWA1O025S4 

MAMMA1002555 

MAMMA1002SS1 

MAMMA10Q2S65 

MAMHA10025E6 

MAMMA1002571 

MAMMA1002573 

MAMMA1002576 

MAWA1002584 

MAMMAt002585 

MAMMAI002586 

MAMMA1002S89 

MAMMA1002S90 

MAMMA1002S93 

MAMMA1002597 

MAMMA10O2S98 

MAMMA1 002803 

MAMMA1002612 

MAMMA1002817 



16.21 20.25 
4.77 2.83 
2.99 1.82 

9.87 15.29 

72.48 90.25 
6.49 9.18 
9.51 7.57 

34.97 38.81 

36.82 49.91 

6.8 10.05 
5.09 6.45 

14.18 24.47 

4.26 3.86 
8.39 8.67 
4.71 6.42 
3.91 4.62 
27.3 34.86 
9.24 10.49 
3.98 2.85 
4.86 7.93 
4.68 $.3 

17. 39 22.9 

51.48 94.76 

19.1! 15.89 

22.86 28.77 

5.27 2.99 
11.96 11.09 

277.32 388.85 
1.65 4.73 
2.59 2.37 

115.83 185.59 
4.03 6.04 



16.06 18.63 

7. 62 6. 62 

3.06 2.72 

2. 38 2. 14 

158.57 183.87 

8.48 11.48 

20.19 19.33 

4.6 4.73 

64.25 69.26 

30.48 34.84 

2. 95 5. 14 

3. 86 4. 18 

136.47 120.19 

1.26 1.85 

32.12 44.28 



■9.4 
24.4 
98.09 
17.47 
20.49 
65.44 
88.59 
17.81 
11.72 
33.83 
13.18 
27. 55 

13.3 

7.05 
56 
15.67* 

5.66 
15. 75 
14.57 
40.72 
100.05 
43.85 

50.5 

4. 95 
24. 02 
679. 97 
10. 72 
13.88 
273.08 

7.54 
24.06 
64. 78 

5. 28 

36.1 
11.33 
37.39 
27.02 
13.56 
47.64 
81.02 
15. 55 
30 
30.07 
26.12 
19.8! 
1.4 

4.19 
46.52 
18.84 

4.49 

3.99 
332.03 
14.86 
33.94 

9.76 
104. 49 
49.63 

7. 06 



13.4 
7.9 

2. 48 

2.74 
48.92 

3.97 

S.69 
49. 38 
44. 18 
10.58 

5.54 
12.49 

2.12 
10.82 

4.25 

7.12 
30.05 

10.5 



6.8 
147.15 
1.15 
46.88 



1.75 
8. 06 
5. 95 
24.51 
63.97 
26.44 
24.3 
1.99 
7.72 
473.31 
1.52 
1.77 
258. 19 
5.06 
5. 72 
24.22 
2.19 
16. 95 

I. 38 
16.06 
16.71 
11.07 
26.29 
35. 29 

9. 32 
8.1 
13.1 

15.11 
9. 42 
4. 76 
2.19 

25.87 

13.61 
4.32 
2.64 

71.22 

II. 21 
25.61 

3. 38 
122.15 
34.43 
4.15 



13.61 
2.39 

I. 34 
8.91 

68.69 
6. 52 
12. 54 
40.42 
31.29 
7.31 
5.32 
14. 56 
3. 76 
15.66 
7.94 
5.04 
20.73 
6.07 
3. 24 
3.89 
13.1 
29.14 
56.87 
20.15 
23.02 
2.08 
7.78 
550.87 
2.62 
4.03 
207. 86 
3.68 
9.69 
20. 52 
3.2 
12.11 
3.48 
19.72 

II. 29 
9.12 
19.9 

36. 93 
8.84 
8.37 

12.76 
13.9 

12.79 
2.04 



14.48 
4.12 
2.01 
5.25 
49.07 
4. 36 
10.88 
34. 55 
40.3) 
11.82 
4. 74 
9.41 
2.95 
10.5 
6.39 
5.67 
23.5 
6.24 
1.37 
S.34 
4. 89 
16.55 
37.35 
19.25 
18. 38 
1.95 
5.46 
394. 12 
2.66 
1.39 
207.1 
5.28 
8.96 
19.19 
3.17 
12.28 
2.19 



13.02 
3.41 
2.08 
5. 52 
35. 95 
5.84 
11.51 
32.31 
29. 78 
13 
5.8 



8.71 
2.08 
1.84 
3.6 
25.31 
1.59 
6.91 
27.95 
24.72 
6.65 
2.19 



4. 34 
4. 66 
29. 37 
8. 27 
1.77 
6. 75 
3. 64 
20. 39 
60. 56 
16. 32 
23.12 
2.18 
10.41 
467:12 
2.05 
1.68 
180. 88 
2.7 
6.7 



3.4 
150.69 
1.57 
48.41 



2.2 
25.59 
11.83 
2.96 
2.39 
106.04 
19 
18.48 
2.11 
95. 76 
30.9 
3.68 
4.56 
135.33 
0.72 
32.58 



8.7 
20.88 
32.17 
9.26 
7.45 
11.04 
10. ( 
9.69 
2.86 
2.69 
22.23 
9.5 
14.63 
1.68 
287.72 
9. 56 
21.46 
3.82 
107.58 
28.96 
2.57 
2.5! 
106.16 
1.64 
36.9 



16. 66 
3.22 
13.9 
13.96 
7.18 
19.88 
47.24 
5.06 
8.63 
12.91 
14.04 
13.58 
2.1 
2.8 
19.52 
6.72 
2.48 
1.62 
518.89 
12.93 
13.72 
1.12 
86.41 
42.01 
4.18 
2.73 
124.23 
0.26 
24.05 



22.7 
4.83 
2,41 
3.95 
2.83 

12.61 
13.3 

13. 38 

24.83 
0.89 
6.02 
251.99 
0.61 
0.09 

93.96 
3.76 
7.18 
14.5 
1.97 



0. 95 
0 

291.59 
6.03 
14.18 
0.35 
60.3 
28.77 
1.82 
1.37 
86.88 
0.46 
25.91 



18.23 

4.6 

0.91 

3.73 
45.88 i 

5.43 

7.16 
41.66 
27.25 

9.6 

4. 39 
12. 93 

3.7 

9. 95 

6.19 

3.21 
32.72 

7.57 

1.96 

4.7 

3.84 
16 
33.46 
18.32 
27.28 

1.64 

6.07 
328.81 

2.49 

1.93 
83.88 

3.11 

2.52 
21.19 

2.42 
13.05 

2.21 
10.92 
12.24 

6.71 
18.17 
29.17 

4.01 

8.47 

12.5 
10.54 

8.05 

0.92 

1.34 
17.56 

5.26 

1.91 

1.12 
178.62 

9.03 
19.09 



2.49 
146.01 
0-54 
28.22 
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MAMMA1 0026SS 
HAMKA1 002662 
MAWA100Z66S 
MAMMA1002671 
HMMA1 002673 
MAMMA10Q2684 
HAWA100268S 
MAMIA1002692 
HAWA1002693 
HAWA1002698 
ttMMA{002699 
HAWA1002701 
HAMMA100270S 
MAWIA1002711 
MAHMAI002712 
MAMMA1002716 
MAIMA1002721 
MAMA 1002723 
MAHIA1 002727 
MAIMA1002728 
MAIMA1O02742 
MAMA1O02743 
HAWA1002744 
MANMA1002746 
MAIMA1002748 
MAMMA10027S4 
M/UMA1002758 
HANIA1002762 
MAWA1002764 
MAMIA1002765 
MAMIA1002769 
MAHM1002771 
HAIWA1 002775 
MAMIA1 002780 
KAMMA10O2782 
HAWA1Q02795 
MANIA1002796 
KAMIA1002SOS 
MAIMA10028O6 
MAWA1002807 
HMNA1O02814 
MAMU1002817 
HAMUl 002820 



MAMNA1O0283O 214.03 



HAIMM002833 
HAIMA1002S3S 
HAWM 002838 
KAWA1002842 
MAW/U 002843 
MAMIA1002844 
KAWA100284S 
KAWA10028S7 
BAWM002858 
HAWA1002863 
HAIMA1Q02868 
HAMMA1002869 
HAMMA1002871 
HAIMA100287S 
BAWA10O2879 



MMWA1002881 



11.4 
6.09 
45.5 
18.2 
11.32 
12.93 
S.98 
8.9 
9.54 
6.28 
5.33 
26.1 
10.78 
14.75 
11.97 
4.68 
14.39 
7. 42 
5.86 
203. 39 
14.02 
13.89 
41.83 
1.97 
7. 49 
14.85 
3.59 
132.2 
11.39 
7. 34 
10. 29 
3.01 
37.45 
5. 07 



35.45 
2.83 
11.11 
18.2 
8.38 
7. 03 
2.68 
706.2 
2294.5 
7.34 
37. 22 
27.07 
14. 38 
10.61 
85.9 
3.99 
8.75 
3.52 
26.73 
4.31 



14. 99 
7.03 
69.25 
21.13 
15.65 
20.62 
5.53 
8.42 
10.93 
7.75 
9.37 
32.61 
13.98 
23.34 
12.21 
7.56 
14.75 
10. 89 
7.13 
279.55 
17.19 
22.29 
52.92 
3.26 
8.51 
17.76 
1.64 
159.47 
16.4 
7.13 
13.8S 
3.94 
33.73 
6.15 
4.96 
6.79 
10.22 
9.3 
2.38 
22.17 
48.76 
4.65 
7.77 
277. 57 
43.35 
4.62 
14. 42 
19.62 
8. 96 
7.49 
3.31 
952. 23 
2940.8 
6.7 
42.58 
27.29 
15. 38 
9. 93 
153.46 
4.47 
7. 92 
4.77 
26.24 
6.26 



17.9 
11.38 
80.49 
33.24 
15. 97 
16.77 

9. 57 

9.87 
23.31 
12.56 

9. 52 
44.74 
19.02 
34.41 
14.44 

7.57 
20. 55 
16.39 
17.65 
292. 72 
15.98 
19.83 
97.53 

4. 93 
12.58 
22.12 

11.4 
185.48 
28. 38 
16. 56 
24.43 

5. 73 
58.09 

S.67 
13.58 
10.64 
11.38 
18. 26 

6.99 
39.72 
77.02 
7.4 
12.62 
281.23 
56. 15 
14.15 
31.43 
33.31 
10.43 

9.64 

8.62 

1146 
1870.4 
14.07 
112.8 
44. 22 
24.35 

8.16 
165. 38 
13. 13 
17.49 
10.68 
71.16 

14.8 



15.12 
9. 76 
54.25 
18. 58 
11.87 
15. 69 
4.13 
7.25 
11.25 
8.05 
5.1 
24.49 
10.41 
24.21 
7.62 
4.77 
11.28 
7.15 
5.65 
297.21 
10. 59 
22.11 
82.43 
1.96 
S.49 
11.35 
2.56 
173.16 
10.76 
6.42 
5.77 
4.17 
84. 46 
4.47 
4. 26 
2.77 
3.51 
5. 36 
3.71 
27.6 
44.68 
2.69 
4.45 
229. 96 
30.19 
2.49 
18.22 
21.65 
6.56 
4.13 
2.22 
1100.2 
2372. 6 
6.73 
66.03 
74.9 
3.88 
4.59 
90.95 
3.43 
5.86 
3.3 



13.04 14.83 

5.9 8.37 

62.78 56.03 
22. 22 

13.24 9.54 

20.34 11.67 

4.23 3.62 

7.35 

9. 77 

7.51 
10.31 



8.24 4.7 

6. 92 6. 82 

297.38 218.05 

10.28 10.18 

23.47 15.54 

49.67 62.65 

3.41 2.27 

4.9 6.1 

12.08 11.06 

2.22 2.31 

185.47 170.91 

16.28 13.47 

10.33 6.06 

11.7 10.08 

3.21 3. 23 

48.03 62.49 

3. 43 3. 09 



5.86 



4.79 

4.7 2.89 

7 2.99 

11.22 10.66 
4.26 2.36 

21.23 23.03 
36.22 39.5 

1.42 2.37 

5.02 3.82 

268. 12 260. 12 

48.83 31.33 
4.86 

13.58 15.03 

17.53 15.65 

6.63 6. 17 

4. 73 3.32 
3.45 

1170.5 914.39 

1763.7 1167.7 
7.47 

44.4 46.77 

47.13 42.55 

5.79 4.67 



8. 28 6.29 
3.4 4.24 
28.68 31.72 



12.19 
9. 45 
66.39 
25.58 
13.67 
14.21 
3.38 
2.28 
7.69 
5.96 
7.2 
36.76 
15. 37 
25.28 
6.69 
3.66 
10. 36 
4.46 
4.72 
240.28 
5.71 
12. 39 
35. 95 
2.78 
6.53 
11.12 
1.99 
152. 23 
14.81 
7.41 
4. 64 
5.9 
34. 89 
4. 23 
6.17 
3.8 
1.75 
9.08 
4.15 
24.44 
45. 03 
1.9 
4.58 
256. 75 
$6. 07 
2.5 
12.7 
18.5 
6.89 
3.78 
1.92 
1224.8 
3253.7 
10.22 
34. 24 
24.18 
3.41 
2.05 
134. 87 
2.37 
10.75 
2.89 
26.26 
3.77 



8.95 8.53 

4.05 7.02 

47.78 71.4 

15.85 14.12 

9.79 13.55 

4.61 $.68 



2. 66 
5. 77 
7.85 
6. 56 
5. 75 



3.46 
1.68 
6.66 
6.22 
6.86 



18.9 37.16 

13.13 12.91 

14. 17 20.72 

8.26 7.29 

3.97 3.59 

11.19 14.35 

4.93 

3.49 6.01 

159.35 257.9 

6.31 6.17 



3.07 
52.81 
2.98 



9.78 
33.09 

1.33 

3.04 

5.72 16.48 

1.02 1.03 
100.87 138.71 

9.65 13.58 

3.51 6.05 

4.85 10.59 
1.8 2.75 
23.26 53.34 
2.8 2.68 

2.83 

0.29 

1.74 

3.61 

0.61 
17.51 
34.09 

1.38 

3. 34 



2.13 
32.38 
60.73 
3.31 
5.96 
84.59 195.17 
31.41 58.94 
0.14 2.49 
4.89 21.91 
8.81 13.46 
4.51 5.73 
1.87 4.09 
0.92 
597.31 410.7 
1423.1 844.59 
2.68 6.73 
23.46 47.24 
21.4 25. 
1.65 2.57 
0. 93 2. 17 
73.22 108.93 
2.3 



4.45 
0.63 
17.17 



5.2 
2.73 
36.38 
3.28 
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MAMMA1002890 
MAMMA 1 002892 
HAMKA100Z893 
MAMMAI 002895 
MAMMAI 002898 
MAMMAI 002905 
MAMMAI 002906 
MAMKA1 002908 
MAMMA1O029O9 
MAMMA10029I8 
MAMMAI 002925 
MAMMAI 002926 
KAMMA1O0293O 
MAMMA10Q2937 
MAMMA 1 002938 
MAMMA1 002941 
MAMMA 1 002947 
MAMMA1002964 
MAMMA? 002967 
MAMMAi 002970 
MAMMA 1 002971 
MAMMA1 002972 
MAMMAI 002973 



MAMMAI 002979 129.92 



MAMMAI 002982 
MAMMA1002987 
MAMMAI 003003 
MAMMA1 003004 
MAMMA 1003007 
MAMMAI 003011 
MAMMA1003013 
MAMMA10030IS 
MAMMA10030I9 
MAMMAI 003020 
MAMMA1003026 
MAMMA1003031 
MAMMA1O03O33 
MAHMA100303S 
MAHMA1O03039 
MAMMA1003040 
MAMMA1003044 
MAMMAI 003047 
MAMMAI 003049 
MAMMAI 003055 
MAMMAI 003056 
MAMMAI 003057 
MAMMAI 003066 
MAMMAI 003075 
MAMMAI 003089 
MAMMAI 003092 
MAMMAI 003095 
HAMMA1003099 
MAMMA1003102 
MAMMA1003104 
MAMMAI 0031 13 
MAMMA1003126 
MAMMA1003127 
MAMMA1003131 
MAMMA1003135 
MAMMAI 003140 
MAMMA1003146 



11.31 
13.36 
8.64 
3.34 
4.08 
4 

2.68 
14.98 
30. 34 



25.41 
27 

65.34 
1.94 
7.09 

16.06 

14.52 
6.96 

16.09 
4.02 
3.94 

20.96 



5.01 
11.4 
1.92 



2.18 
10.35 
10. 92 
9. 35 
5.35 
3.33 
52. 58 
4.4 
6 

9.29 
2.19 
12. 83 
7. 59 
14.44 
S. 57 
22. 42 
23.58 
25.89 
2. 33 
17. 22 
1.24 
7.01 
16.42 
6.07 
37.69 
2.7 
11.71 
12.83 
3.77 
2.23 
12. 38 
20.48 
11.67 
8.9 
3.06 
5.46 
4.31 



MAMMA1003150 4.32 
MAMMA1003154 2.93 
MAMMAI 0031551 35.26 



3.63 9. 75 
22.17 
194. 32 219. 31 

I. 25 7.22 
12.2 15.88 

12.48 21.55 

12 11.41 

7.51 8.39 
3.62 5. 57 

50.01 73.47 

9.22 10.22 

3.52 10.72 
17.63 21.88 

2.41 7.93 

17.1 23.06 

11.58 13.68 

18.88 35.58 

9.4 15.11 
25.75 39.51 

26.13 43.98 
30.87 33.12 

2. 17 8. 

25.14 35. 
3.89 8.92 

II. 35 14.1 
21.28 30.29 

7.85 12. 

44.94 70.13 

6.77 9.29 

16.36 22.28 

14.7 25.29 

5.08 

3.23 4.66 
25.98 27.12 
25.06 25.6 

12.89 22.02 
14.73 17.42 

2.9 10.48 

6.32 15.55 

6.5 9.12 
7.47 10.56 
3.77 5.99 
33.7 28.41 



8.56 
12.15 
7.89 
3.46 
2.16 
7.75 
4.09 
12.12 
28. 69 
16.01 
27. 59 
38.61 
25. 58 
106.43 
5.03 
12. 34 
32.88 
29.27 
5. 47 
27.91 
3.51 
6.43 
24.13 
151.08 
2.29 
8.6 
9.72 
6.3S 
5.22 
4.14 
127. 57 
6.68 
6.3 
11.76 
1.47 
9.93 
6.87 
17.37 
7.17 
22.72 
21.92 
18. 34 
1.08 
23.45 
1.85 
7.31 
14.08 
6.8S 
31.56 



11.65 
15.4 

11.38 
6.88 
1.24 
2.89 
2.65 
5.78 
2.37 

18.29 



8.49 19.82 

11.02 9. OS 

13.97 5.96 

5.81 1.87 
5.01 1.78 

8.82 9.71 

2.8 3.58 
15.62 14.31 
18.89 22.65 

18.07 12.45 
36.92 32. 28 
37. 53 35. 54 
25. 59 23.42 

76.67 71.14 
4.18 4.4 
8. 56 8. 04 

25.81 27 
22. 13 24.66 

7.15 5.12 

25.08 19.79 
4.7. 2.27 

4.91 5.11 

16.86 22.18 

71.59 113.43 

3. 22 3. 34 

9.29 

10.82 10.86 
11.7 10.34 
6.88 6.35 

2.91 4.01 
69.44 113.36 

9.17 6.66 

3.92 5. 12 
13.24 12.14 

3.27 2.09 

17.27 14.35 

12.75 8.45 
11.86 13.06 

7.63 9.67 

19.76 23.47 

19.68 21.85 
23.66 19.64 

1.14 1.06 

17.28 15.29 
1.6 1.77 

6.88 7.83 

16.97 16.54 

6.1 6.14 

35.51 31.8 

2.39 2.86 

7.13 4.55 

15.86 9.22 

4. 54 2. 6 

4.9 4.18 
17.89 10.18 

13.83 15.96 

12.69 10.66 

7.18 8.51 
2.69 1.3 

3.63 
3.58 
3.76 
2.85 

14.13 13.99 



4.63 



9.15 

7.92 
10.13 

4. 28 

3.17 

6.71 

1.97 
16.05 
34.89 i 

12.7 
67.91 ' 
28.57 ! 
47.23 I 
57.91 

2.05 

6.56 
19.39 
18.71 

3.82 
28.99 

5.82 

4.27 
16.66 
55.53 ' 

5.33 
13.48 
12.69 

5.34 

8.36 

2.44 
42.21 

6.79 

4.27 

9.04 

1.98 
13.73 

8.32 

6.41 
4.3 

30.8 
23.01 
30.18 

1.63 
23.26 

4.37 

3.86 
12.01 

7.15 

38.3 

1.65 

3. 24 

14.89 

2.97 

1.01 

7.19 

10.44 

9.71 

7.06 
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MAMIA1003157 
HAJMA1003163 
UANMA!0O3^64 
MAMM 1003 166 
NB9N3 1000010 
NB9N31000016 
NB9N3 1000043 
NB9N31000045 
HB9N31000054 
NB9N3 1000076 
NB9N3 1000086 
NT2RM1000001 
NT2RW00O018 
NT2RM1 000032 
NT2RH1 000035 
HT2RM1000037 
NT2RM1000039 
NT2RM1000042 
NTZRN10000S5 
NT2RM1000059 
MT2RM1O0O062 
NT2RM10Q0065 129.93 



9.8 
6.69 
9. 65 

13.16 

22.17 
6.11 

10.01 
170. 84 

36.72 
7.95 
4.15 
7.05 



NT2RM1000068 
NT2RM1OOO071 
NT2IUI1OOO08O 
HT2RH1000086 
NT2RM000092 
NT2RM1000118 
NT2RM1000!19 
NT2RH100O121 
MT2RM1000122 
NT2RD1000127 
NT2RM1000131 
NT2RM1000132 
NT2MI1000153 
NT2RW000184 
NT2RM1000186 
MT2RM100DI8? 
KT2IW10O0199 
NT2RM1000213 



NT2RM1000215 127.65 



HT2RJM 000218 
HT2RM1000224 
NT2RMI000236 
MT2WI1000242 
NT2RH1000244 
NT2RN1 000252 
M72RM1000256 
MT2RM10OO257 
MT2RM1 000260 
KT2RM1 000269 
NT2RM1 000271 
NT2RM1 000272 
NT2RM1000273 



NT2RM1000274 455.63 



NT2RM1 000280 



6.37 
0. 98 
6.74 

KT2RM!000304|737.06 
4. 57 
421.37 
11.96 
1.94 
8.91 



30.34 
10.91 
15.51 
205.1 



6.2 
6.17 
5.32 
6.94 
17.35 
285.1 



8.15 
563. 12 
24.34 
10.86 
20.13 
1.37 
1.84 
4. S3 
12.06 
4.86 
2.65 
14.01 
5.01 
281.4 
2.47 
13.51 
2.37 
14. 38 



17.5 
38.8 
128.23 
0.21 
7.07 
3.63 
13.89 
7.26 
44.37 
4.48 
2.07 
93.8 
44.49 



20.78 18.95 

504.24 359. 3§ 

5.45 10.27 

5.28 12.3 

17.72 14.57 

146.35 187.39 

10.03 11.93 

662.77 828.24 

23. 12 24. 37 

12.97 11.53 

29.95 35.16 

1.52 9.04 

9.53 13.52 
3.89 4.67 
9.02 14.76 
3.09 8.85 
0.69 3.44 
8.86 18.39 

3.78 14.31 
361.08 212.97 

4.7 12.56 

16.82 27. 

2.51 5.33 
13.17 

93.55 105.56 

12.81 37.21 

21.38 99.03 

106.27 224.67 

0. 74 2. 56 

7.69 14.14 

3.86 6.34 

13.11 17.86 

4.79 22.28 
50. 35 63.11 

3.66 

1.72 5.77 

125.17 184.07 

55.95 63.71 

719.55 944.44 

12.22 16.78 

1.35 3.23 

1023.4 718.47 

4.01 6.01 

294.99 289. 

11.64 18.91 

1.67 2.31 

10.88 13.15 



Table 403 

8.35 7. 14 7 
7.07 6.08 5.54 

4.3 5.95 3.77 

14.35 15.87 10.73 

8.06 26.76 14.32 

11.04 8.39 6.1 

13.55 11.04 7.12 

172.26 138.41 173.74 

45.82 42.67 36.97 

8.53 7.69 7.72 

2.36 4 2.05 
7.46 11.26 6.73 
4.32 8,37 5.02 

3.2 3.21 6.55 
5.42 4.73 4.54 
3.59 2. 53 4. 32 

11.31 10.08 7.38 

38.78 386.15 125.88 

2.35 2.5 0.71 

2.5 4.12 1.14 

2.77 4.02 2.38 

51.11 120.84 109.9 

3. 29 5. 25 5. 44 

110.41 580.78 259.28 

3.56 11.29 8.21 
2.83 5. 32 

36.08 29.43 24.61 
0 0.67 

3.77 3.18 2.59 

2.15 3.4 5.49 

4. 72 5. 56 4. 77 

2.65 2.99 2.48 

0.91 1.56 0.43 

14.15 9.4 7.78 

1.42 4.08 2.81 

228.94 161.22 121.63 

I. 93 2.64 2.03 
4.35 7.1 11. 13 

3.1 3.18 3.27 

9.3 8.17 9.61 
47 125.55 

8.7 7.66 13.12 

21.96 23.06 30. 11 

36.44 158.46 117.76 
0 1.12 

11.09 6.96 9.63 
5.75 3.24 4.11 

12.49 12.19 15.55 

12.27 7.82 12.93 

33.91 47.16 50. 17 

3.35 3.23 4.63 
1.75 2.06 

85.39 186.38 110.41 

32.07 31.24 23.66 

916.81 390.33 402.82 

15.15 6.91 15.12 

1.46 0.9 2.46 

10.61 8.44 10.7 

1038.7 1097.8 469.75 

3.26 3.98 4.08 

315.7 574.37 " 
9.64 8.09 

1.53 0.88 0.82 

II. 12 8.93 9.83 



5.32 
2.67 
2.65 
8.74 
17.42 
4. 87 
6.17 



4.3 



1.16 
5.62 
5.42 
1.93 
3.99 

84.94 88.64 
50. 28 31.68 29.41 
11.59 4.88 6.85 
0.81 
4.19 
1.12 



5.53 
4.05 
3.38 
7.88 
10.61 
11.92 
7.07 
18. 56 



3.15 
9.81 
4. 96 



2.03 
5.49 
2. 49 
6.93 
2.73 



7.1 
3.82 
3.57 
8.83 

306.06 229.38 295.8 



5.7 8. 35 > 



1.31 



1.79 
3.81 
3.27 



3.16 
3.74 

6.97 0.66 

91.66 120.6 204.01 

3.51 4.17 3.47 

351.73 417.5 139.33 

9.27 5.24 

5.64 4.4 

19.3 14.65 20.49 
0.36 
3.62 
1.08 
3.17 
1.52 
1.25 
17. 49 



1.77 
6.45 
1.57 
1.02 
6.09 
2. 53 
41.9 
2.79 
6.78 
1.97 
3.63 



1.59 

212.54 317.63 

5.08 0.92 
3.58 3.22 
2.76 0.66 

8.4 3.99 

93.27 92.32 37.71 

12.93 9.58 4.51 

56.22 41.03 10.49 

233.25 180.75 49.09 

0.56 0 0.76 

3.01 2.46 3.87 

5.02 2.57 2.44 
9.96 9.49 

3.88 4.6 
26.8 25.27 

2.09 1.54 
0.83 0.09 

166.71 67.77 97.63 

15.32 26.55 33.94 

570.68 746.39 848.53 

10.36 3.5 4.59 

0.9 0.93 3.62 

5.89 3.63 7.13 
946.67 780.24 888.74 

4.92 1.32 3.56 

448.45 209.13 302.89 

6.08 5.29 8.48 

1.64 0.39 2.21 

7.57 4.14 7.11 
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NT2RM1 000354 



0.4 



NT2RK1000355 18.03 



NT2RW000381 
NT2RII1O0O365 
NT2RM1 000372 
NT2RK1 000377 
NT2RW 000388 
NT2RH1000394 
NT2RM1000399 
NT2RH1 000407 
NT2RM1 000421 
NT2RM1 000422 134.24 
NT2RK1O0O43O ^4.06 
NT2RM1000462 17.49 
NT2RH1 000499 
NT2RH 10005 12 
NT2RM1000519 
NT2RH1000527 
NTZRM1 000539 
NT2RM1 000542 
NT2RM1 000553 
NT2RM1OO0S55 
NT2RM1 000558 
NT2RU1 000563 
NT2RM1 0O05S6 
NT2RM1 000570 
NT2RM1 000571 
NT2RM1 000574 
NT2RH1 000580 
NT2RH1 Q0062Q 
NT2RM1 000623 
NT2RM1 000630 
NT2RH10O0633 
NT2RW 000634 
NT2RM1 000642 
NT2RM10O0647 
NT2RM1 000648 
NT2RM 1000650 
NT2RU1OO0661 
NT2RM1000666 
NT2IUI1 000669 
NT2RU1 000672 
NT2RM1 00068 
NT2RH1 000691 
NT2RM1 000698 
NT2RH1 000699 
NT2RN1 000702 
KT2MI1000703 
KT2RH1 000704 
NT2RU1 000726 
NT2Ril 000731 
NT2RM1000741 
NT2RM1 000742 
NT2RH1 000744 
MT2RM1 000746 
NT2RM1 000747 
NT2RH1 000752 
NT2RM10O0767 



2.57 
0. 53 
55. 88 
29.22 
3.72 



0. 74 



11.77 
50. 79 
108. 54 
51,37 
19.83 
2.91 
49. 27 
85.13 
26.75 
9. 05 
6.73 
125.7 
50.08 
2.53 
7.86 
22.3 
1.13 
3.11 
91.32 
11.16 
12.72 
58. 32 
7. 26 
6. 62 
15.88 
1.96 
17. 26 
13.67 
9. 08 
4. 68 
12. 42 
S.67 
25. 96 
32. 53 



1.68 
21.12 
1.81 
2.31 
63.08 
32.95 
3.27 
1.31 
3.53 
1.87 
0.94 
176.38 
4.21 
21.49 
14.5 
65.54 
108.15 
48.34 
27.84 
2.41 
35.57 
121.39 
25.54 
10.86 
8. 38 
201.18 
74. 69 
1.65 



2.48 
26.82 
2.89 
3.79 
56.77 
43.33 
4. 82 
3.56 
8.67 
7.64 
3.14 
156.33 
6.87 
23.94 
12.66 
89.54 
106.36 
68. t 
33.74 
11.46 
63.05 
124.03 
23.49 



0.51 
24.57 
1.57 



NT2RH1 000770 9.08 



NT2RM1000772 



0.81 



MT2RMI000779 107.98 



NT2RH1000789 63.83 



I. 82 
2.76 

89.94 
13. 34 
15.83 
165. 39 
13.24 
9.44 
18. 26 

I. 18 
18.78 
18. 24 
16. 58 

7. 55 
13.98 

7.09 
30. 69 
88.64 
84 

6.22 
21.67 

5.18 
28.51 
21.62 

8.11 
38.37 

II. 58 
87. 93 

II. 59 
1.85 

131.01 
7.85 
4.22 
77.27 



14.0 
15. 32 
105.25 
65.76 
9.83 
8.12 
42.74 
2.51 
5. 89 
117.97 
24.68 
20.12 
134.62 
8.89 
9. 46 
26.1 
6.92 
20.02 
42.69 
18.31 
17.93 
20.53 
9.09 
39.69 
53.23 
45. 95 
17.4 
40.88 
10.63 
36.7 
27.17 
11.72 
65.95 
14.15 
86.38 
19. 18 



7.5 
178. 51 
9.21 
9.28 
95.07 



46.89 
4.15 
1.15 
4.2 
2.01 
1.35 
143.97 
5.11 
21.57 
4.08 
15.65 
E0.23 
100.86 
35.02 
0.76 
73.97 
87.28 
36.55 
10.89 
6.55 
41.82 
14.46 
1.89 
4. 52 
35.73 
0.54 
2.21 
56.97 
9.79 
6.07 
67.85 
5.57 
2.83 
21.53 
1.86 
4.09 
19.37 
9.41 
4 

4.92 
7.34 
30.16 
36.64 
47.88 
3.29 
23.29 
4.4 
38.75 
23.44 
4.17 
28.71 
3.61 
98.35 
5.23 
1.21 
63.61 
2.66 
t-5 



1.02 
24.38 
3.04 
3.39 
90.54 
24.42 
1.73 
0.93 



1.14 
232.16 
7.78 
15. 84 



28. 56 
1.72 
60.28 
76.76 
31.73 
9.42 
8.24 
195.51 
84.43 
3.52 
12.24 
32.55 
0.62 
1.76 
108.85 
14.73 
8. 95 
1)2.06 
12.68 
6.47 
19.01 
1.52 
4.91 
17. 89 
17.68 
7.1 
32.5 
5.78 
23.23 
56.43 
42.53 
4.23 
32.82 
7.39 
29.44 
20.36 
4.62 
33.95 
7.68 
104. 39 
6.92 
3.6 



1.69 
2 

154.32 
3.82 
20.24 
6.16 
59.09 
94.69 
65.36 
31.96 
0.95 
58.45 
74.83 
36.63 
9.24 
9.4 
106.3 
39. 98 
1.98 
4. 74 
28.94 
1.17 
2.12 
75,65 
9.21 
6.42 
61.29 
8.6 



1.45 
3.69 
17.56 
12.92 
7.03 
5.23 
7.37 
32.77 
43.04 
19.03 
3.21 
14.51 
2.14 
32.74 
17.29 
5.27 
34.03 
5.76 
73.49 
2.95 
1.86 
109.72 



0.87 


0.21 


0.21 








16.5 


8.01 


13.65 








2.49 


0.23 


2.67 








2.3 


0 


1 








135.53 


66.87 


19.91 


** 




+ 


18.03 


18.61 


14.45 








2.28 
1.9 


2.59 
2.42 


2.31 
1.43 






_ 


6.84 


2.24 


2.92 








2.06 


1. 13 


3.04 








1.61 


0 


0. 06 










110.46 


75.99 






_ 


"s 49 


1.64 


1.64 
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19 69 
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0 35 


0 18 


1 57 
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5 63 


4 1 








8 08 


7 55 


8. 54 




t 


_ 














9 13 


1 18 


2 17 








7 45 
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50. 17 


17. 73 








39 69 


25.24 


10. 87 








4 45 


0. 93 


1.78 








24.97 


11.69 


10.31 








6.17 


0 


1.39 








34.48 


36.03 


27.02 








20.61 


18.9 


23.17 








5.53 


3.03 


1.14 


* 


* 


- - 


30.94 


18. 08 


23.76 








4.96 


2.69 


4.73 








112.1 


59.62 


78.42 








3.61 


2.19 


4.43 




t 




2.53 


0 


2.7 








76.84 


69.35 


114.65 








2.74 


1.38 


1.99 




** 




2.07 


1.26 


0.75 


t 






60.5 


47.17 


81.09 
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NT2RM1 000800 
NT2RM1 000802 
NT2RM100O81 
NT2RM1 000826 
NT2RH10Q0829 
NT2RH1Q00831 
NT2RW000833 
NT2RM1000834 
NT2RM1 000841 
NT2RII1 000848 
KT2MI1000850 
NT2RM1 000852 
NT2RM1 000853 
NT2RK10008S5 
HT2RM000857 
NT2RM 1000858 
NT2RH1000867 
NT2RHI000874 
NT2RM1000882 
NT2RM1 000883 
NT2RM 1000885 
NT2RM1 000893 
NT2RM1 000894 
NT2RM1 000898 
NT2RM1 000899 
NT2RM1 000905 
NT2RM10Q0910 
NT2RM1000914 
NT2RH10Q09I! 
NT2RH1000921 
NT2RM 1000922 
NT2RB1000924 
NT2RM1Q00927 
NT2RM10O0951 
NT2WI1000956 
NT2RH1000960 
NT2MI1000961 
NT2RM1 0O09S2 
NT2RM1000973 
NT2IM1000978 
NT2RH1 000982 
NT2RM1000991 
NT2RH1000994 
NT2RH1001002 
NT2RM1001003 
NT2RM1001008 
NT2RM100101 
NT2RK1001013 
NT2W1001017 
NT2RV1001018 
NT2RV1001026 
NT2M1001028 
NT2RM1001043 



NT2RM100IOS5 



8.8 11.31 17.21 

37.09 50.36 74.58 

12.36 9.86 24.52 

30.88 47. 18 81.3 

19.85 28.15 42.49 
641.62 637.04 913.82 
131.01 121.94 243.56 

26.33 24.31 2.89 

24.25 46.24 73.12 

14.13 26.98 37.82 
24.68 26.73 36.64 

13.97 15.95 23.78 
4.2 3.72 6.66 

68.98 71.69 82.2 

18.68 28.42 44.59 
19.44 18.6 24.07 
47.06 39.97 81.53 
15.53 21.9 42.18 

8.95 14.01 25.71 

14.26 11.55 31.41 
24.96 25.3 31.55 

28.28 40.'4 46.33 
11.16 14.78 12.12 
16.49 18.47 

5.15 4.63 7.57 

294.53 321.81 294.85 

73.69 67.82 69.43 
51.65 67.13 49.73 
31.63 34.55 49.42 

6.87 9.33 I 

13.29 8.81 21.03 
4.71 2.79 
6.24 8.21 11.68 

43.38 31.87 51.83 

14.05 17.39 13.26 

27.19 36.09 41.59 
31.7 37.01 
27.85 38.63 33.9 

43.5 24.74 82.26 
0.68 0.64 4.81 

16.77 17.99 20.27 

7.55 12.77 12.19 

39.31 47 23.95 
32.74 42.78 50.1 

22.14 23.85 35.08 

2.98 2.17 4.26 
24.49 19.42 39.5 

7.58 6.4 15.54 

2.99 2.36 7.63 
389.38 678.69 541.36 

7.53 12.1 18.29 
4.9 7. 17 9.41 

26.98 28.41 30.47 

13.61 15.79 12.73 

17.62 17.16 21.39 
4.42 2.79 10.14 
5.44 6.05 11.22 

2. 1 2. 09 9. 94 

4.98 10.47 11.14 

7.28 10.41 10.61 

15.79 21.18 26.04 
1.82 1.24 5.39 

38.97 56.81 56.39 

10.81 9.79 17.74 



Table 405 

5.12 7.9 6.45 

36.6 34.84 28.86 

8.71 10.02 9.58 

44.32 50.77 35.09 

15.46 18.32 22.1 

275.83 388.75 407.08 

117.55 172.46 143.86 

0 0.65 2.02 
11.51 14.12 
13 21.43 
21. 15 32.91 
18.75 27.94 
4. 53 



9.84 



37.1 



14.5 
18.99 
25.01 
15. 23 
5. 05 
51.79 



21.2 21.59 23. 12 

17.38 13.26 16.79 

51.39 22.67 3 
11.95 15.55 1 

7.66 9.72 
10.17 21.02 

8. 98 10. 57 16. 46 

35.83 16.57 27. 7S 

9.67 S.22 



7.94 
4. 57 
4.61 
5. 06 



5.14 7.26 5.6 

264.7 213. 4S 208.71 

87.95 125.51 72.31 

46.16 5S.8 39.43 

21.16 18.78 

8. 86 8. 21 

14.42 11.98 

10.85 2.89 
8.28 

47.29 42.21 49.1 

12.15 19.17 13.5 

49. 18 53.65 39.11 

10.53 21.75 21.52 

11.13 12.72 11.99 

40.71 70.49 56.15 

0 0.42 0.84 
10.66 18.58 

10.81 11.04 11.17 
9.37 52.07 

43.51 48.24 33.17 

16.55 19. 31 27.31 

1.07 1.49 2.65 

9.16 16.59 21.83 

3.26 7. 12 6.38 

0.68 1.6S 2.36 

131 345.59 266.19 
9.07 8. IS 5.48 

5.47 12.06 5.7 
32.28 26.93 



6.62 2. 19 
14.15 4.56 
14.12 5.95 

43.27 14.54 16.43 

18.5 10.73 22.04 

509.83 541.98 267.92 

179.55 110.44 138.22 

26.66 20.39 19.97 

18.59 16.34 8.01 

20.71 11.34 13.28 

46.02 20.2 29.9 

31.21 18.1 21.46 

3.89 2. 23 2.94 

74.89 42.55 21.65 

20.54 14.01 19.44 

12.93 7.9 10.41 

24.25 41.66 28.02 

9.14 4.05 6.39 

17.06 6.72 11.92 

28.25 10.83 25.46 

9.36 11.69 11.59 
26.99 25.66 21.62 

7.62 4.24 

9.37 6.69 9.26 
4.73 2.38 2.79 

204.71 142.52 169.18 

61.51 49.51 44.37 

58.15 36.24 73.81 

16.17 26.42 28.42 

8. 17 4.59 6.66 
8.29 7.63 
1.75 
6.11 



2.79 
9.48 

23.28 
7.97 

40.71 



12.15 



4.23 



5.11 11.55 



29.41 
1.51 
3.97 
0.59 
5.42 

10.91 



18.53 
2.68 
4. 37 
2.67 
6.47 

16.92 



3.02 
16.46 

26.97 26.19 

8.24 8.72 

24.22 34.19 11.88 

0.61 2.06 0.63 
7.48 6.36 
5.79 6.02 
12.98 9.18 
37.45 15.22 
8.71 13.75 

1.82 2.32 
7.1 5.35 13.23 

8.21 10.22 6.35 

1.32 0 2.89 
206.53 225.12 141.21 

3.88 1.52 2.01 
11.7 4.86 

7.33 9.19 17.19 

6.83 6 8.45 
21.59 10.53 22.05 

3.55 2.61 2.37 
5.3 2.25 
0.14 



6.54 

8.13 
11.27 

13.9 
14.54 

1.41 



2.14 
4.47 
16.73 
11.58 



1.7! 



1.4 



6.71 6.46 

9.75 14.56 

0.55 1.17 

59.76 48.35 50.33 

6.99 8.26 5.92 
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NT2RM1001103 
NT2RM001105 
NT2RM100U12 
NT2RU1Q01 IIS 
NT2RH1001122 
HT2R«1001136 
KT2RH1001139 
NT2RM2O00O03 



NT2RM2000010 
NT2RH2O0OO13 
NT2RH2000030 
NT2RKQ00032 
NT2RH2000039 
NT2RM2000042 
HT2RM2000092 
NT2RM2000093 
NT2RH2000101 
N72RM2000t04 
NT2RH2000124 
NT2RH2000155 
HT2RM2000191 
HT2RB2Q00192 
NT2RB2000239 
NT2RM2000241 
NT2RB2O0O25O 
HT2RM2000259 
NT2RH20O026O 
NT2RB20Q0265 
NT2RU2000287 
KT2RH2000306 
NT2RM2OO0312 
NT2RH200D322 
HT2RM2000343 
WT2RM20003S9 
NT2RH2000362 121.28 



12.11 
4.22 
5. 26 
7.42 
13.95 
4. 38 
10.44 
3.S8 
19.96 
13.11 
111.85 
47.5 
27.93 
15.44 
22.91 
3.58 
9.7 
92.12 
S2.95 
8.36 
8.S1 
45.98 
4. 72 
13.1 
10. 79 
5.15 
7.84 
9. 47 
1.13 



NT2RN2000363 
NT2RM2000364 
NT2RH200037I 
NT2RK2OO0374 
NT2RH2000387 
NT2RM20003S3 
MT2RV2000395 
NT2RH2OO0402 
KT2RM200040S 
MT2SK2000407 
NT2MJ2O0O410 



NT2RM2000422 
NT2RM2000423 
NT2RB2000452 
NT2RM2000469 
HT2RM2000490 
KT2RM2000497 
HT2RH2000502 



3.84 
26.44 
547.25 
12. 96 
30.78 
10.16 
3.42 
19.66 
3.7 
6.18 
6.69 
12.46 
13.42 
16.54 
3.39 
3.15 
12.63 
6.31 
7.65 
8. 62 
3.24 
0.79 
36.37 
10. 96 
35.88 
5.01 
11.75 
23.09 



14.64 
7.99 
6.44 
6.2 
16.42 
9.14 
16.1 
3.81 
26.87 
32.27 
65.82 
43.12 
34.32 
18.82 
29.95 
4.4 
29.83 
99.66 
69.41 
13.36 
19.1 
51.15 
2.97 
14.91 
19.6 
5.11 
17.03 
10.65 
1.27 
55.1 
31.19 
17.61 
6.33 
93.06 
10. 59 
140.62 
£.52 
19.81 
508.14 
13.63 
60.24 



9.5 
4.7 

22.97 
3.95 
7.05 
5. 24 

12.68 
17.5 

22.01 
4.23 
2.51 

13.33 
3.98 

10.01 

13.61 
4.13 
1.87 

16.56 
7.91 

29.95 
5.28 
12.7 

36.16 



19.71 
12.4 
10.76 
16.09 
25.8 
8.72 
18.58 
8. 36 
32.42 
43.36 
177.02 
78.78 
46.51 
11.91 
35.12 
7.65 
14.41 
118.6* 
129.33 
22.64 
14.45 
77.89 
6.83 
17. 36 
19.09 
16. 92 
22.56 
9.59 
5.15 
96.28 
72.95 
49. 51 
16.54 
177.62 
23.8 
246.7 
9. 96 
43.02 
752. 99 
33.5 
91.33 
18.93 
7.68 
34.41 
7.31 
ll.S 
14.77 
20. 53 
14.12 
50.31 
12.53 
7.63 
17.91 
9. 54 
17.15 
12.8 
6.05 
2.28 
24. 89 
19.23 
48. 96 
9.14 
16.59 
46.55 



7.84 12.92 

I. 52 4.66 
4. 28 9. 37 
7.99 9.99 

14.65 15.41 

2.16 2.27 

8.95 9.3 

4.11 1.99 

17.36 19.88 

20. 14 26.86 

150.21 118.48 

78.26 63. 56 

34.09 25. 35 

10.78 6.19 

39. 39 23. 39 

2.5 2.61 

14.47 18.41 

114.91 128.83 

110.95 90.54 

10.6 20.3 

7.85 7. 12 
79.82 71.61 

2. 91 2. 72 
3. 56 5. 21 
8.89 13.98 
5. 37 6. 41 

4. 92 6. 83 
4. 97 5. 31 
0.34 1.13 

31.39 36. 17 

23.2 54.18 

8.46 13.33 

4.19 5.04 

122.74 138.14 

9.56 9.52 
173.62 223.63 

6.57 3.72 

II. 49 11.34 
148.13 425.69 

14.47 12.05 

10.11 11.64 



3.77 
4.26 

26.49 
4.5 
8.23 

10.81 
7.85 
8.88 



2.6 



18.49 

8.32 

15.2 
14.35 

5.11 

5.66 
25.09 

7.94 6.73 

40.83 31.02 

7.2 2.55 

10.42 10.16 

20.42 15.61 



7.83 
8.61 
2.16 
1.51 



9.54 
3.36 
3.52 
7.63 
13.67 
3.09 
8.97 
1.48 
13.64 
16.98 
155.88 
52.76 
35.27 
11.58 
35.58 
1.79 
7.29 
118. 95 
74. 09 
10. 85 
5.48 
59.62 
2.95 
3.86 
6. 49 
3.58 
6.63 
6.44 

I. 33 
31.93 

20.2 
15.12 
3.2 
108.3 
5.13 
249.97 
4.83 
10.46 
273. 34 
8.49 
24. 36 
5. 64 
3.65 
25.33 
3.25 
7.22 
8.57 
12.66 
15. 24 
19.31 
4.42 
1.83 
12.7 
5.44 
12.64 

II. 65 
2.21 
1.86 

17.62 
6.21 

33.77 
2.31 
8.54 

17.63 



14.04 7.04 

1.61 1.94 

5.38 1.59 
6.92 3.96 
7.73 7.37 
2.35 0.89 
8.52 6.5 

3.39 1.06 

34.18 15.67 

10.37 4.84 
73.81 57 
55.62 28.2 

22.38 22.42 
11 10.28 

21.42 16.87 
2.27 5. 17 

12.45 10.38 

69.62 52. 13 

72. 52 52. 94 

19.19 7.38 
4.06 1.65 

35.22 25.83 



33.17 



2. 76 
9.92 
11.46 
6.45 
8.62 
6.43 
1.14 
36.1 
25.43 22.47 
25.48 21.27 
3.47 0.77 
83.09 46.31 
12.03 2.74 
108 78.11 
5.89 2.02 
8. 57 3. 39 
355.28 228.93 
18.75 11.86 
10.29 9.16 
6.78 3.44 
2.09 
3.41 
1.94 
3.58 
7 

6.33 
8.21 
12.98 
1.75 
3.89 
10.71 
6.15 



8.72 
3.78 
4.36 
4.92 
7.69 
10 
31.02 
S. 91 
2.99 
9.63 
4. 36 



2.44 
15.11 
4.49 



2.79 
0.56 
17.92 
7.85 
42.8 32.01 
2.41 4.02 
12.04 11.54 
9.65 9.61 



13.96 

3.34 

3.46 

3.94 
13.09 

0.34 » 

7.34 

1.76 
16.17 

2.67 
69.05 
43.38 
18.15 

4.44 
21.82 

2.19 
11.19 
78. 59 
63.78 
15.25 

4.16 
44.53 

1.47 

2.39 * 

8.51 

5. 59 

2.42 
4.7 * 

0.82 
17.11 

8.61 
10.02 

1.48 
57.15 

6.22 
121.29 

2.82 

3.24 
135.68 i 
10.92 

3.11 

2.74 

2.77 

2.72 

0.68 

3.42 

5.39 

9.37 
5.9 
24.15 

4.57 

3.38 

10. 64 

6.13 

16.37 

12.11 

1.66 

1.28 

IS. 53 

6.72 

34.75 

2.26 

10.63 

18.29 
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NT2RH20OO58I 
NT2R1I2000582 
NT2RM2000588 
NT2RM2000S89 
NT2RM2000594 
NT2RM2000599 
NT2RM2000609 
NT2RM2000612 
NT2RM2000622 
HT2RM2000623 
NT2RH2000624 
NT2SM2O0OS32 
NT2RH2000635 
NT2RK2000636 
NT2RM2000639 
NT2RM2O0OM9 
NT2RH20Q0658 
NT2RH2OD06S0 
NT2RN2000S69 
NT2RH2000889 
NT2RM2000SS1 
MT2RM2000714 
NT2RH2000718 
NT2RM2000732 
NT2RM200073S 
NT2RH2000740 
NT2RH2000743 
NT2RM2000772 
HT2RB2O0C773 
NT2MK000778 
NT2RK2000784 
NT2RM2000795 
NT2RH2000796 
HT2RK200C798 
KT2RH20008O1 
NT2RM200082i 
KT2RM2000829 
NT2RK2000837 
NT2RH2000924 
NT2RK2000930 
NT2RB2000937 
NT2RM2000939 
KT2RM20Q0942 734. 
KT2RK2000951 
HT2RM2000952 
NT2RM2000966 
NT2RM200097S 
NT2RM2000983 
MT2RK20009M 
NT2RM2000994 
NT2RK2001004 
HT2RB2001022 
NT2RM2001035 
NT2RN2001038 
NT2RM2001043 
NT2RM2001050 
NT2RH20O1OSS 
HT2RK001065 
NT2RM2001075 
NT2RM2001083 
NT2RM2001100 
NT2W20011Q5 
NT2RB2001109 
NT2RH2001110 



8.84 
12.38 
21.7 
32.82 



16.84 23.76 26.4 
34.62 16. 91 23.03 
206.96 155.13 213.15 

21.73 20.45 25.51 
3.88 3.97 9.16 

23.3 37.43 42.86 
11.28 11.34 20.18 
12.76 13.34 15.09 

141.09 153.93 193.67 
4.92 12.51 
32.48 53.61 
16.93 13.59 
14.29 24.16 
6. 1 10. 92 
11.39 15.28 
22.5 30.17 

43.08 46.86 

14.51 13.27 29.92" 
10.87 10.69 21.85 
95.32 133.69 72.27 
8.29 7.99 12.66 
22.27 18.36 27.51 
7.47 11.22 
30.31 39.24 31.84 
9.9 11.53 13.44 
6.93 5.88 14.03 
6.68 6.8 
27.24 33.91 
52.46 53.2 70.82 

68.74 76.62 73.41 
15.31 17.83 22.47 
27.14 19.23 31.28 

7.18 4.13 
220.92 157.62 241.6 
206.47 181.87 250.93 

19.71 21.75 22.88 

32.72 37.9 42.47 
12.85 10.7 21.49 
66.24 48.22 89.49 
48.55 63.69 52.84 

31.8 58.4 47.42 
6.62 8.62 14.57 
1.65 670.2 631.32 
4.26 4.86 13.05 
9.67 43.75 19.) 
187.94 165.71 228.75 
104.1 257.68 179.14 
44.05 48.21 49.47 

14.04 16.71 14.65 
36.03 29.02 31.03 
87.18 99.34 120.85 

465.07 829.81 488.65 
19.48 128.64 135.94 
30.1 53.09 55.15 
17.78 17.9 22.19 
16.36 10.75 11.34 
7.49 7.2 8.19 
18.94 19.43 21. 19 
352.66 309.42 355. SI 
7.08 9.84 12.58 
132.53 127.49 140.57 
19.7 23.88 18.02 
20.13 43.33 44.99 
32.89 28.37 36.47 



Table 407 

16.81 10.83 8.04 

32.54 12.57 23.96 
202.22 154.41 234.16 

21.73 16.89 13.34 
5.31 1.87 1.58 

41.55 34.51 
7.32 
9.14 

159.94 144.1 
17.89 6.76 12.96 
29.49 39.42 24.44 
4.72 5.77 
7.82 
4.03 



12.28 



10.55 



20. 59 
5.53 
7.94 



10.45 10.74 

20.07 22 

169.86 193. 16 

11.8 15.99 

2.08 3.22 

19.28 20.01 

10.38 8.31 

10.91 11.84 

186.97 168.17 

6.19 8.79 



).66 



i. 59 



7.7 



10.05 
57.73 
7.17 



16.98 
9.07 

10.18 
6.91 

22.25 
31.56 



18.52 14.23 12.19 
26.73 41.37 

14.04 12.55 16.72 

8.58 6.66 

75.12 39.22 

5.02 1.98 

20.26 19.54 

4.21 3.74 

20.8 19.07 

5.38 4.22 

2.3 7.44 

4.28 3.65 

28.4 15.62 

39.87 27.02 

45.06 64.43 20.51 
11.93 15.96 6.63 

19.3 19.19 9.44 

5.73 2.37 1.38 

287.45 173.39 313.04 
201.4 210 276.53 
13.91 8.23 8.65 
37.61 27.12 23.67 

8.33 5.59 2.89 

72.54 62.16 39.92 

46.58 51.6 35.79 

22.54 35.77 15.38 

7.32 3.05 3.47 

344.25 467.07 301.87 
5. 55 2.39 

12.99 13.49 9.68 

214.51 217.85 161.14 

123.46 180.6 103.68 
28.35 25.15 19.95 

9.74 5.64 4.75 
22.45 13.36 11.64 

105.46 104.79 118.66 

279.37 461. 13 292.23 

69.22 98.88 76.14 

35.29 31.06 27.29 

14.07 14.29 12.96 
9.74 5.11 
5. 79 2.69 

16.28 10.87 
314.53 188.83 
9.39 11.2 

168.49 157.74 186.39 
9.87 6.9 

10.64 14.91 10.34 

39. 19 23. 1 32.21 



3.09 



7.49 



5.35 



4.23 7. 12 

5.72 6.03 

12.61 12.94 

30.61 19.44 

10.13 15.37 

4.07 7.21 

34.72 103.73 

1.67 3.91 
14. 42 

6.42 
19. 55 

4.93 

6.84 



10. 68 
4.3 
19.14 
3.86 
7.79 
3.56 
5.89 15.75 
30.18 38.39 
36.77 44.34 
6.13 10.15 
22. 75 21.68 
4.64 1.74 
164.61 21 5. OS 
117.76 135.99 
3. 33 5. 35 
12.82 16.2 
4.75 4.19 
33.79 29.08 
27 25.97 
12.6 7.67 
2.42 2.17 
150.27 478.62 
1.13 1.84 
6.64 9 
133.25 108.26 
80.15 78.39 
21.95 14.49 
5. 34 3.15 
9.34 22.92 
75.52 78.54 
411.29 508 
85.64 92.65 
26.97 



12.79 
22.14 
204.6 
14.79 
2.03 
29.72 
8.85 
11.22 
180. 75 
10. 66 
21.95 
42.27 
22.13 
5.02 
7.49 
13. 29 
22.2 
13.11 
13. 35 
96. 38 
3.3 
9.4 
4.39 
20.81 
5.02 
7. 93 
3. 44 
8. 53 
37.45 
50.74 



13.2 
4.31 
2.92 



14.08 

5.76 

3.42 

3.44 
178.61 439.36 

6.46 10.07 
108.36 105.08 

7.31 7.33 

19.4 14.81 
27.03 23.61 



9.45 
23.6 
1.29 
234.9 
178.08 
4.94 
13.46 
3.96 
40.4 
35.7 
4.38 
3.83 
381.55 
1.19 
6.45 
108. 39 
82.31 
14.64 
3.97 
20.85 
88.2 
337.91 
116 
56.89 
13.27 
3.75 
3.04 
10.97 
452.62 
4.34 
125.06 
7.99 
19.72 
20.38 
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NT2RM2O0U26 
NT2RM200U31 
NT2RM2001t41 
NT2RM20011S2 
NT2RH2001177 
NT2RM2001194 
NT2RH2001195 
NT2RM2001196 
NT2RM2001201 
NT2RM2001221 
NT2RM2001238 
NT2RM20Q1243 
NT2RM2001244 
NT2RM2001247 
NT2RB2001256 
NT2RMZ001289 
N72RM2001Z78 
HT2RM2001291 
NT2RM2001294 
NT2RH2001295 
NT2RM2O013O2 
NT2RK2001306 
NT2RH2001312 
NT2RH2001319 
HT2RM2001324 
NT2RM200134S 
NT2RB2001360 
NT2RK2001370 
NT2RII2001391 
NT2RH2001393 
NT2RM2001420 
KT2RM2001423 
NT2RM2001424 
NT2RM2001482 
NT2RM2O01499 
NT2RM2001S04 
NT2RM2001524 
NT2RB2001530 
NT2RK20O1533 
NT2RM200154Q 
NT2RB2001S44 
HT2MI2001S47 
NT2RU20015SS 
NT2RM2001575 
NT2RM2001682 
NT2RM2001588 
KT2RM2001592 
NT2RM2001S03 
NT2RM200180S 
NT2RM2001611 
NT2RM2001613 
NT2RH2001626 
NT2RK2001S32 
NT2RM2001633 
NT2RM2001635 
KT2RM200163S 
KT2RM2001637 
NT2RM2001539 
HT2MB001641 
NT2RM2001643 
NT2RB2001648 
NT2RH2001652 
NT2RH2001659 



10.89 14.19 

35.31 23.37 

23.07 IS. 72 

7.28 6.3S 

16.43 13.33 

18.95 35.2 
22.22 32.77 
12.18 14.33 

112.28 151.54 

15.16 10.19 

7.02 4.76 

28.44 25.47 
14.84 14.77 

149.17 156.12 

12.96 15.03 
10.95 13.1 
10.38 10.85 

8.24 5.62 



6.85 
14.23 
4.56 
9.67 



3.39 
11.41 

3.55 

5.86 
18.95 
28.65 21.37 



17.92 
10.29 

7. 29 
12.33 

8.12 



8.67 
6.83 
10.92 



2.46 1.84 

8.26 11.08 

31.23 41.23 

7.76 5 

12.51 10.55 

9.38 12.28 



39.15 45.91 

12.26 10.35 

16.4 10.95 

10.08 9.77 



15.02 
27.48 
24.48 
6.81 
22.76 
33.45 
41.71 
14.56 
152.39 
12.98 
7.61 
29.19 
26.94 
167.83 
17.12 
12.53 
11.45 
12.69 s 
111.27 
14.29 
11.75 
14.86 
12.72 
14.24 
13.76 
24.71 
24.16 
19.66 
11.62 
15.2 
13. 52 
28 
24.35 
15. 28 
14. 66 
14. 65 
10.01 
7.01 
48.05 
17.79 
12.06 
32.25 
12.29 
20.98 
26.78 
38.62 
10. 24 
37. 52 
10. 05 
21.04 
53. 28 
11. 
19. 26 
13.2 
10. 56 
18.22 
11.19 
20.77 
15 
22.25 
36.48 
14.74 
13.51 
12.95 



9.38 
39.22 
15.15 

7.22 

9.09 
15.63 
19.89 

8.23 
113.21 
12.97 

7.38 
20 
13.43 
262.88 

8.24 
11.07 
12.61 



7.3 
63.88 
5.61 
6.43 
11.73 
6.28 
9. 42 
18.03 
26.89 
13.81 
11.56 
6.8 
11.88 
7. 85 
15. 84 

16. 51 
13.75 

6.11 

8. 66 
10.19 

5.84 
22.65 
14. 39 

6.73 

17. 06 
5.32 
9.37 

16.91 
26.73 

8.08 
19.83 

3.68 

8.21 
26.42 

5.79 
10.94 

7.51 
5.7 
10.09 

6.81 
10.63 

6.44 
10.74 
26.92 

6.98 

8.64 

6.57 



71.67 
6.39 
2.47 
12.3 
7. 79 
153.51 
5.02 
7.52 
4.01 
4.57 



2.82 
7.78 
4.31 
12. 17 
10.81 
6.43 
6.28 
7. 17 
8. 66 

I. 95 
24.5 
9.31 
1.95 

12.78 
1.92 
6.51 

11. 16 
19.6 
7.97 

12.18 
0.89 
4.42 

31.28 
3.19 
8.41 
9.17 
4.03 

II. 69 
1.81 
8.64 



23.84 
5.99 
9.21 
5.46 



6.54 
32.19 
15.3 
4.03 
10.29 
13.96 
10. 87 
2.96 
129.08 
8.39 
4.7 
9. 83 
12.02 
292. 21 
5.55 
4.32 
9. 04 
5.55 
58.52 
3.62 
2.51 
7.08 
2.63 
4.3 
12.42 
18.65 
10.67 
4. 36 
5. 45 
6.57 
5.05 
12 
12.46 
10. 52 
4.16 
4.96 
6.87 



7.01 16.89 
6.46 7.21 
159.18 102.66 1 
4.85 4. 32 
9.04 9.38 



3.71 
5.43 
4.61 
4.35 



7.81 4.58 

17.26 18.93 

16.57 25.01 

3.72 4.85 

11.03 12.82 

9.18 10.24 

14.76 17.07 

2. 65 3. 74 

182.51 124.84 1 

4.13 7.92 



2.6 



3.8 



5.18 
4.23 
5.84 
3.66 
10.06 



4. 43 
4.36 
5. 54 
2.61 



3.48 2.87 
3.74 4.79 
6.33 4.93 

5.49 5.27 
2.09 2.96 

4. 1 7. 5 

6.08 10.65 

2.29 4.88 

22.53 23.65 

3.25 2.26 

3.18 2.99 

2. 55 2. 98 
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NT2RM2001664 
NT2RM2001668 
NTZRM2001670 
MT2RM20Q1671 
NT2RM200I675 
NT2RH2001681 
NT2RH2001685 
HT2RH2001688 
NT2RH2001695 
NT2RM2001696 
NT2RM20O1698 
NT2RM2001699 
KT2RM2O0170O 
NT2RM2001704 
NT2RH2001706 
NT2RM2001714 
NT2RM2001716 
NT2RH2001718 
NT2RM2001723 
NT2RM2001727 
NT2RH2001730 
NT2RM2001738 
NT2RH2001743 
KT2RM2001753 
NT2RH20017SS 
NT2R1I2001760 
NT2RM2001765 
NT2RM2001767 
NT2RH2001768 
NT2RK001771 
NT2RIC001778 
NT2RM001782 
NT2R«200I784 
NT2RM2001785 
NT2RM2001792 
NT2RM2001795 
NT2RM2001797 
NT2RM2001800 
NT2MI2001803 
HT2RM2001805 
KT2RK001806 
NT2RK2001813 
NT2RM2001814 
NT2RH2001818 
NT2RM2001823 
NT2RM2O01825 
NT2RM2O01832 
NT2RM2001839 
NT2RM2001S40 
NT2RH2001851 
NT2RM20018SS 
NT2RM2001867 
NT2RM2001869 
NT2RH2001879 
NT2RM2001883 
HT2RH2001886 
NT2RH2001887 



NT2RH2001902 



5. 02 
15. 06 
5.32 
8. 87 
5. 39 
10.15 
5.99 
7. 35 
21.84 
11.41 
4. 46 
9.41 
6.01 
15.56 
17.58 
6.57 
8.11 
5.27 
7. 52 
13. 96 
19.3 
24.21 
11.04 
33. 97 
5. 43 
42. 97 
3.06 
156.3 
10.21 
8.46 
7.68 
8.45 
2. 33 
26.54 
9.85 
6.29 
S.8 
8.98 
9.13 
5.23 
9. 59 
4.64 
4.12 
2.04 
3.33 
18. 28 
8.66 
39.76 
16.73 
13.19 
24. 09 



5.48 16.95 

19.03 25.63 

7.34 15.8* 

8.86 12.78 

3. 86 9. 7 

3.72 7.87 

4.42 4.61 

10.19 21.96 

15.61 27.76 



12.78 
5. 04 
7. 54 
3. 92 
11 
13 



8. 16 
10.17 



6. 52 

6.76 

4.14 

14.9 19.44 

15.14 20.23 

22. 32 24. 32 

32 34.82 

12.3 13.73 

33.52 45.06 

4.23 7.05 
46.84 32.99 

3.62 6.89 

123.32 123.27 

7.85 24.02 

12.44 14.25 

9.54 13.49 

16.26 12.43 

3.38 2.94 

25. 99 26. 3 

6.48 8.81 

3.46 12.45 

5.87 12.89 

9.98 12.02 

11.59 12.8 

4.93 4.93 

8.37 10.47 

2.78 4.37 

2.59 2.69 

2.24 0.99 
1.51 3.32 

14.86 18.88 

8.97 9.59 



56.2 
9. 83 
13.13 
22. 55 



5.27 10.74 

263.47 450.85 

3. 92 9. 65 

1.23 3.35 

8. 33 7. 95 

7.46 19.23 

NT2RM2001896 1909.2 1304.9 1706.8 

4.04 12.43 

63.93 80.39 

7.96 10.97 

7.33 13.94 

7.8 13.64 

2.6 6.02 



4. 57 
63. 33 
4.16 
6.31 
4.31 
1.41 



10.5 
16.05 
10.47 
6.62 
7.73 
7.19 
7.65 
12.4 
5.63 
6.9 
6.69 
7. 99 
10.17 
11.37 



4.37 
6.13 
2.18 
4.31 



8.43 
12.1 
4.47 
3.5 
5.45 
8.76 
5.94 
7.58 
2.25 
3 

1.77 
8.79 
9.39 
7.04 



11.52 20.69 

7.4 4.32 

27.22 20.28 

6 2.04 

27.92 15.82 

4.79 2.41 

161.08 199.81 

6.47 5.49 

6.18 3.66 

7.21 3 

10.97 4.91 
5.28 



14.78 
5.77 
8.03 



1.68 
3.15 
3.87 
5.7 
2.81 
2.61 
3.08 
1.65 
0. 99 



17.75 23.24 

16.44 10.4 

15.12 5.82 

14.9 11.35 

7.68 2.21 

333.27 292.69 

7 2.4 

4.6 1.17 

8.22 4.29 

10.21 4.91 

669.09 517.88 

5.26 2.22 

57.98 54.4 

7.26 3.74 

7.14 3.83 

6.57 5.23 

7.8 3.89 



1.56 
6.64 
10.08 
8. 94 
2.84 
23.67 
4.11 
19.33 
2.93 
185.95 
3.96 
4.08 
4.06 
8.55 
1.26 
14.71 
3.8 
4.68 
4.35 
3.21 
4.76 
1.86 
4.16 
5.69 
3.13 
0.95 
3.46 
18.33 
5.19 
41.75 
10.16 
6.1 
11.17 



J. 72 
360.02 
3.74 
2.06 
6. 46 
6.33 
706.49 
2.22 
31.36 
5.15 
4,76 
5.41 
3.31 



2.47 
2.42 
5.04 
3.03 



6.43 
3.93 
S.37 
4. 34 



8.27 2.69 

12.98 24.27 

3.84 8.22 

2. 2 3. 3 



5.76 
2.78 
3.63 
8.02 
2.21 
4.87 
2.63 
6.02 
10.41 
10.59 
6.51 



4.63 

1.65 

7.22 

9.21 

2.36 

1.75 

3.07 

2.66 
16.21 

9.63 
10.25 

7.29 S 
19.89 16.73 

2.32 3.16 
23.92 44.69 

4.69 3.78 
99.49 113.99 

2.75 3.87 

3.36 



5.69 



4.22 

7.19 5.67 

1.88 3.54 
11.42 23.99 

3.68 3.95 

1.95 2.66 

4.29 3.75 

3.89 2.41 
5 4.99 

2.38 1.02 
1.45 
2.05 
2.04 
0.43 

I. 75 
13.27 

2.03 

69.27 61.03 

11.51 19.3 

7.33 10.63 

II. 7 10.3 
3.8 4.17 

366.03 265.55 

3.05 3.17 
2.26 1.81 
4.42 3.66 
4.19 5.06 

508.04 455.61 
1.58 3.18 

56.94 50.98 

3.87 4.S7 

3.89 3.34 

6.76 3.21 

3.06 4.67 



0.73 
2. 14 
20.99 
4.44 



74.92 
18.18 
8.57 
11.91 
5.58 
360.35 
3.3 
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NT2RH2001941 
NT2RH2001950 
NT2RM2001952 
NT2RH20O1376 
NT2RMZ0O1982 
NT2RK2001983 
NT2RK2001984 
NT2RH2001989 
MT2RM200199S 
NT2RH2001997 
NT2RH20Q1998 
NT2RM2001999 
NT2RM2002003 
NT2RJK0020O4 
NT2RM2002009 
NT2RH2002014 



NT2RM2O02019 125.13 



NTZRB2QD2029 
NT2RM2002030 
NT2RH2002034 
NT2RM2Q02Q49 
NT2RM20G20SS 
NT2RK2002072 
NT2RM2Q02088 
NT2RH2002091 
NT2RH2OO21O0 
NT2XM200Z109 
NT2RM2002126 
NT2RM2002128 
NT2RM2002129 
NT2RH2002142 
KT2RM2002144 
NT2RM2002145 
NT2RH200Z1 53 
NT2RH2002163 
NT2RH200Z170 
NT2RH2D02178 
NT2RM2002179 
NT2RIK002270 



5.S5 
8. 26 
9.91 
S.62 
12.28 
11.9 
5.04 
6.19 
5. 83 
8. 57 

NT2RU2002492 115.88 
" 8.81 
12.81 
30.) 

NT2RH2O02608j 107. 02 
21.13 
37.43 
17.23 
10.84 
19.68 
40.87 
50.8 
15.86 
6.96 
65.28 
96.93 



NT2RB2002337 
NT2RM2002339 
KT2RM200234S 
NT2MI2002368 
NT2RK2002381 
NT2RH2002424 
NT2RH2O024S0 
NT2RM2002482 



NT2RM2O02S75 
NT2RK2002580 
NT2RM2002592 



NT2RM2002615 
NT2RM2002622 



6.04 
10.88 

5.22 

43.9 

3.43 
12.18 
20.37 

3.86 
16.29 
11.71 

9.82 
18.02 
50.92 

4.18 
12.24 

Z.73 



13.94 
16.61 
58.72 
21.26 

3.27 
40.82 
82.31 
22.22 
12.27 

4.21 
27.51 

4.47 
22.51 
23.72 

5. 53 
12.68 
10.64 

3.34 

9.23 

9.54 
8.2 



4.24 11.07 

9.24 13.32 

5.96 18.37 

27.85 44.8 
5.03 5.82 

15.12 21.04 

33.54 33. 12 

5.39 6.78 

18.4 29. 

10.41 18.16 

8.18 17.59 

20.28 27.06 

53.27 55.93 

6.17 7.32 

20.57 21.82 

6.1 5.88 

124.6 184.0! 

31.19 27. i 

18.25 22.39 

73.27 50.5 

22 23.61 

6.4 6.36 

52.88 39.93 
80.35 

21.11 34.44 

9.78 20.49 

5.64 16.28 

39.25 34.46 
5.67 11.09 

19.86 17.11 
27.99 22.69 

4.42 S.98 

17.57 21.16 

8.88 12.47 

3.58 10.5 
12.24 23.46 

6.98 11.63 
10.06 9.02 

6.66 8.9S 

5.94 6.26 

.15.68 18.49 

10.73 17.92 

11.64 16.5 

12.43 21.01 

4.54 7.61 

9.87 12.12 

4.84 6.17 

3. 99 6. 22 
159.06 153.05 

10.88 19.91 
11.63 17.51 

60.89 57.77 
108.16 125.35 

24.19 16.26 

55.62 40. 

13.55 15.45 

11.13 17.05 

20.09 27.47 

51. 15 69.9 

59.26 54.64 
23.36 17.16 

5.59 6.84 
100.72 114.83 
107.15 111.07 



8.57 3.76 

9.74 3.68 

6.97 3.67 
42.85 38.56 

S.99 3.67 

15.68 19.01 

16.47 10.56 

8.98 3.51 
16.49 15.54 

7.7 4.63 
8. 92 S. 29 

10.57 9.9 

27 36.02 

5.72 2.78 

12.13 12.36 

8.11 3.54 

89.22 90.25 

28.59 19.23 

8.8 11.56 
59.63 56.44 
14.68 15.64 

5.47 2.96 

24.05 29.78 

73.51 51.16 

9.76 9.27 

8.79 6.55 

7.68 3.73 

33.04 40. 35 

4.57 2.71 

13.35 16.48 

11.44 14.47 
2.78 



8.81 

8. 77 

5.65 
10.21 

5. 58 

7.04 

6.13 

7.55 
12.85 

7.67 
11.35 

8.78 S.6 

5.17 3.68 

6.06 3.81 

9.5 2.45 

7.86 2.37 
67.65 86 

10.34 8.51 
7.68 4.03 

16.85 24.42 

69.13 83.62 

10.72 11.75 

34.45 40.44 

18.01 9.28 

9.62 2.19 

17.63 14.57 

15.35 22.28 
17.81 19.82 
10.87 6. 59 

S.88 3.32 

36.62 27.49 

119.35 46.49 



5.38 
2.12 

26.62 
2.56 
6.03 

10.16 
2.63 

12.47 
5.51 
6.42 
S.15 

21.81 
2.44 
8.91 
6 

54. 05 
17.84 
5.36 
27.9 
11.74 
2.6 
18.81 
68.26 
5.82 
5. 99 
3.18 
13.28 
1.5 
7.76 
7.07 
3.75 
6.47 
6.62 
1.58 
3.14 
2.92 
2.72 



3.69 
5.27 
3.56 

16. 38 
3.51 
9. 47 
8.25 
4. 78 
7. 55 
3.14 
2.82 
3.81 

18. 72 



4.54 

5.59 
6.37 
5.56 
1.33 
1.42 
2.17 
2.81 
93.3 
6.85 
7.15 
15. 38 
75.26 
7.36 
21.34 
15. 57 
5.41 
10.2 
15.25 
20.32 
8. 39 
1.36 
27.32 
100.69 



5.77 3.42 

9. 54 

5.93 

23.06 20.86 

3.09 3. 63 

6. 45 4. 73 

7.86 

3.3 2.04 

13.49 15.15 

5.18 8.39 



3.SS 



6.36 
3.66 
19.35 i 
3.84 

5. 72 



5. 58 
21 

6.05 
3.63 
18. 47 
90. 62 
2.71 
3.91 
3.74 
17.62 
2.22 

6. 96 
5.7 

3. 22 
2.77 
3.59 



3.1 

3.92 

6.78 
56.11 68.43 
35.39 33.05 
12.47 
20.77 37.34 

9.95 7.32 ■■ 

3.29 2.55 
15.25 
55.31 84.87 
4.2 5.17 

6.96 

2.46 4.42 

8.06 21.42 

2.89 1.62 

8.88 

5.27 

1.93 

6.22 

3.26 



3.63 
2.79 
2.35 
2.53 
5.02 
3.93 
4.6 
4.97 
2.23 
2.55 
3.24 
5.1 
108.8 
6.71 
4.64 
23.91 
86.4 
11.09 
16. 57 
19.85 
7.89 
9.86 
17.48 
24.11 
7.1 
2.92 
87.26 
117.84 



4.81 
2.57 
2.76 
2.99 
3.14 
6.94 
4. 03 
5. 99 
7.35 
2.48 
2.13 
2.41 
2.33 



4.17 
1.48 
2.85 



5.77 
4.49 
5.18 
7.34 
3.79 
2.39 
1.89 
2.52 

133.63 153.0 
8. 36 8. 38 
5.41 5.92 
11.59 15.71 
51.95 98.01 
7.92 5.92 



11.49 
13.91 
7.53 
18.1 
14.11 



8.97 
16.46 
7.31 
25.3 
15.62 



18.36 23.98 < 

6.49 11.22 
2.3 3.51 

32.69 72.44 

48.85 124.45 
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NT2RII2002764 
NT2RH2QQ2772 
NT2RM20028-11 
NT2RM2002818 
NT2RM2002879 
NT2RH2002979 
NT2RM2002981 
NT2RM2002995 
NT2RM2003031 
NT2RM2003042 
NT2RM2003044 
NT2RM2Q03Q9O 
NT2HI2003095 
NT2RII2003116 
NT2RH2003222 
NT2RM2003224 
NT2RM2O0325O 
NT2R«2003258 
NT2RM20O3262 
NT2RM4000023 
NT2RH4000024 
NT2RM4O0OO27 
NT2RM4Q00030 
HT2RM4000033 
NT2RM4000034 
NT2RH400004S 
NT2RH4000052 
HT2RH4000054 
NT2RM4000061 
NT2RM4000074 
NT2RM400008S 
NT2RM4000086 
NT2RM4000IOO 
NT2RH4000101 
NT2RK4000102 
NT2MM000104 
NT2RH40001 IS 
NT2RH4000129 
NT2RM000J39 
NT2RH4000149 
NT2MI400Q155 
KT2MI4000156 
NT2RM40001S7 
NT2RM40001S9 
NT2RM4000191 
NT2RH4000197 
NT2RM4000198 
NT2RM4000199 
NT2RM40002QO 
NT2RH4000202 
NT2RM4000210 
NT2RM400021S 
NT2RM4O0Q22O 
NT2RM4000229 
NT2RM400Q231 
NT2RU4000233 
NT2RH40Q0244 
NT2RM4O0O251 
ST2RM4000255 
NT2RM4O0O2S5 
MT2RJH000283 



5.49 
29.76 
18.39 
20.34 
25.35 
4S.6 
6.39 
4.58 
4.98 
32.29 
5.51 
15.51 
23.07 
19.38 
4.03 
23.91 
119. 92 
14.27 
13.63 
16.25 
5.57 
4.73 
5.72 
5.95 
14.03 
5.52 
3.65 
24.72 
2.45 
109.94 
16.76 
5. 66 
33.67 
24.08 
31.73 
12.56 
5.71 
2.55 
5.53 
3.74 
17.15 
43.23 
5.13 
116.9 
10.04 
3.31 
13.19 
3.72 
3.27 
7.07 
5.45 



67 
5.25 
2.61 
5.14 
28. 58 
2.76 
15. 57 
26. 27 
32.85 
3.37 
19.9 
69.2 
11.09 



7.39 
38.82 
25. 2t 
21.22 
32.28 
65.04 
5. 04 
3.97 



9.15 
13. 83 

9.31 
29.24 



7.78 
9.21 
3. 55 



8.8 
21.3 
4. 29 
12.18 
21.08 
7.04 
8.01 
8. 99 
13.77 
213.58 
85. 27 
13.22 
9. 32 



4.77 
8.95 
5.71 
3.61 
16.37 
2.46 
111.99 
26.39 
5. 66 
23.83 
19.83 
28. 52 
10.41 
9. 33 
5.58 
8. 52 
4.09 
10. 36 
34.65 

4. 59 
136.33 

6. 72 
6. 64 
12.13 
4.46 

5. 32 
4.86 
5.44 

9.1 
15.96 
6.1 
22.17 
19.41 
6. 33 
7.64 
6.74 
11.08 
220.77 
81.74 
11 



7.89 
6.97 
28. 69 
6.07 
16.18 
22.31 
12. 52 
6. 23 
18.14 
153.09 
11.45 
7. 07 
14.62 
9.02 
6.85 
8.56 
13. 08 
14.71 
5.43 
4.88 
16.92 
5.03 
132.85 
18.47 
8.93 
31.94 
18.1 
29.96 
10.13 
11.36 
5.02 
6.45 
8.9 
14.41 
33.06 
4.2 
211.72 
9.1 

, 5. 96 
17.78 14.45 
6.47 



51.11 

2. 92 
25.03 
29. 36 
27.63 

4.48 
24. 52 
166.74 
23.88 

21.6 
24. 54 
11.59 

9.85 

11.8 

7.64 
17.36 
10.27 

9.75 
22. 59 

7.19 
162. 79 
27. 87 

7.88 
35.82 
27.89 
43 
15.15 
11.32 

5.12 
11.87 

4. 62 

17.5 
52.17 
12.54 
190.06 
12.84 

7. 83 



9.42 15.36 

107.43 107.61 

8. 67 5. 92 
3.47 
6.88 

4.21 3.87 

4.18 2.53 

5. 42 3. 94 

3.98 7.38 

7.52 11.06 

2.75 2. 16 

2.31 3.26 

15.99 12.56 

3.91 3.49 

134.31 127.91 

15.63 12.58 

4.39 5.02 

18.51 25.58 

9.03 12.06 

36.82 28.28 

9.81 7.37 



8. 34 
5.66 
7. 53 
6. 67 
7.49 
19.47 12.48 
4.96 

..... 12.3 
23.05 29.48 



11.6 
13. 64 
15. 45 
12.69 



31.74 35. 59 
2.19 0.82 
166.35 130.17 



2.95 
9.44 

5.35 
4.69 
3.26 
1.92 
2.59 
7.44 



8.75 
4.51 
2.52 
1.78 
3.23 
4.69 
9.78 
2.64 
13.79 



12.22 
14.53 



6. 72 



- 7.34 
.66 10.54 
...14 136.23 
108.73 78.21 
18 10.81 
.61 11.47 



8.84 3.91 

5.4 4.93 

8.41 4.23 

205.5 145.83 

81.89 45.3 

6.15 3.95 

5.8 4.29 



2.89 
4.96 
6. 58 

17.66 
5.48 

45.71 
2.21 
3.35 
2.14 
9.6 
2.44 

18. 74 

29. 67 
6.49 
2.91 

24.57 

63.52 
4.04 
6.15 
9.34 
3.82 
4.65 
5. 02 

10.23 
7.66 
4.42 

I. 9S 
13; 57 

2.4! 
155.38 

12.15 
8.75 

27.68 

10.92 

11.54 
8.35 
7.68 
3.26 
4.73 
4.1 
4. 52 

32.83 
1.69 
146.08 
7.89 
2.4 

12.48 
6.27 
3.52 
4.51 
1.86 
3.73 

10.31 
2.82 

II. 29 
23.49 

2.65 
3.55 
3.56 
9.98 
158.43 
89.45 
7.71 
6.42 



5.76 
9.09 
10.62 



18.88 50.67 
.27 



2.92 
4.35 
10. 82 
2.91 



4.03 
4.33 
7.31 
3.92 



8.73 
3.67 
16.25 
77.81 
5.75 
5.4 
7.69 
4.08 
2.99 
4. 04 
6.96 



7.15 
3.87 
13.82 
74.98 
7.4 
5.15 
6.58 
2.65 
2.04 " 
3.02 
6.85 



3.02 
15.39 
2.69 

114.81 153.05 

6.78 9.96 

6.18 6.29 

38.43 48.27 

15.22 16.58 

34.43 29.82 

10.19 9.76 
7.13 
2.78 

4.33 5. 31 

( 3.49 3.35 

7.7 6.79 

34.2 32.88 

2.03 1.71 

152.04 180.53 

7.38 7.91 



10.33 
2.26 
7.48 



3.17 
9.17 
6.45 
3.02 
5.86 
2.32 
3.48 
6.87 
3. 55 
7.64 



132.77 224.43 
84.2 83.7 
6.59 6.44 
5.34 6.78 
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NT2RM400030S 
NT2RH40Q0307 
NT2RMOOQM9 
NT2RH4O00313 
NT2RM40003I8 
NT2RM4Q00324 
NT2IW4000326 
NT2RH4000327 
KT2RM4000344 
NT2RM4Q00349 
NT2RM40003S4 
NT2RM4000356 
NT2RB4000366 
NT2RM40003S8 
NT2RK4000373 
NT2RM4000386 
NT2RH400039S 
NT2RM4000414 
NT2RM4000417 
NT2RH4000421 
NTZRIM000425 
NT2RH4000433 
NT2RH4000436 
NT2RM4000444 
NT2RM4000457 
NT2RM4000471 
NT2RH4000472 
NT2RK40004S6 
NT2RH4000490 
NT2RM4000496 
N72RH4000505 
NT2RH4000511 
NT2RM4Q00514 
NT2RM4000S1S 
NT2RM4000517 
NT2RK4000S20 
NT2RH400OS31 
NT2RH4000532 
NT2RM4000533 
NT2RH4O0OS34 
NT2RM4O0O563 
NT2RH4000566 
NT2RH4O0O568 
NT2WM000585 
NT2RM4000S87 
N72RM4O0OS9O 
NT2RK4O0OS93 
NT2RM4000S95 
NT2RH4000S03 
N72RM4000SM 
M72RM40006I6 
NT2RH4000621 
NT2RH4000648 
NT2RM4O0O649 
NT2RM400O658 
NT2RM400066I 
RT2RM4O0O673 
NT2RIM000$74 
HT2MM000689 
NT2RM4000698 
NT2RM4000700 
NT2RM40Q0701 
NT2RI4000712 
KT2RH400Q71T 



39.39 
10.91 
6.2S 
8.25 
7.74 
7.02 
9.61 
10.62 
28.12 
S4.86 
3.83 
5.03 
170.18 
16.94 
32.64 
6.62 
10.95 
4.69 
11.27 
10. 28 
91.24 
6.13 
18.9 



11.07 
19.66 
10.68 
14.19 
4. 23 
107.79 
73.01 
15.58 
15.97 
351.24 
3.56 
7.21 
6.55 
5. 69 
4.83 
23.61 
9.4 
24.52 
3.91 
7. 59 



5.4 
28. 57 
9.69 
3.69 
7.93 
4.41 
5.46 
15. 52 
13.87 
33. 39 
13. 32 
3. 25 
9.2 
37.49 
26.37 
24.65 



31.22 
9.3 
6.98 
9. 27 
12.3 
4.79 
6.92 
7.04 
43.85 
44.05 
4.95 
3.65 
124.74 
13.21 
29.04 
6.28 
13.82 
4.37 
10.89 
10. 99 
92.57 
6.12 
19. 36 
21.83 
19.12 
11.03 
22.31 
18.04 
17.43 
6.24 
139. 53 
84.21 
17.06 
18.43 
469.1 
5.44 
6.94 
S.58 
4.73 
3.29 
IS. 27 
6.65 
13.96 
1.91 
6.74 
2.23 
5 

4.42 
2.57 
18.91 
7.13 
1.04 
5. 22 
3.44 
6.14 
9.28 
8. 93 
14. 79 
8.68 
4.45 
12.82 
38.63 
34.47 
10.07 



45.45 
17.74 
13. M 
15.88 
19.97 

7. 97 

8.36 
10.88 
37.76 
74.07 

10.6 

9.35 
186.28 

17.9 
37.96 
8.3 
15.83 
11. 18 

8.84 

14.3 
106.69 

8.53 
27.32 

23.5 
21.52 
12.38 

17.4 
19.73 



15 
5. 23 
149.56 
82.3 
20. 66 
19.43 
440.94 
6. 75 
9. 49 
4.11 
4. 92 
2.48 
21.44 
10.24 
20.25 
3. 09 
8.76 
4. 43 
10.19 
3. 36 
9.66 
36.37 
13.2 
7.35 
9.62 
7.74 
9. 39 
15.4 
21.18 
28.45 
20. 09 
8.82 
18.94 
57.82 
28.93 
20. 07 



8.4 
11.81 

5.66 
6.7 
10.24 
23. 98 
45.06 

6.31 

5.42 
108.07 

9.95 
31.16 

8.65 
10.78 

5. 76 
6.8 

8.17 
64.91 

7. 28 
20 
27.88 
10. 27 

8.14 
12.44 
11.41 

9.61 

3.18 
114.44 
77.22 

15.1 



6.2 
7.75 
7.27 
6.83 
5. 97 

28.24 
13 

24.28 
7.76 

10. 89 
6.82 
8.56 
7.11 
6.3 

25.67 
7.2 
6.04 
8.39 
6.28 
8.84 

13.03 
9.61 

15. 54 
9.6 
7.51 
9.98 

37.22 

18.91 

21.94 



17.89 
6.51 
3.16 
4.79 
7.91 
2.78 
2.41 
4.86 

18. 35 

38.46 
1.75 
1.79 
122.86 
5.92 

21.65 
4.71 
7. 59 



4.31 
58.82 
5.83 
14.51 
22.92 
6.05 
9. 49 
15.19 
9. 93 
4.76 
0.15 
75.32 
39.83 
9. 63 
4.12 
381.29 
2.43 
2.88 
2.1 
1.35 
1.61 
15.01 
4.81 
11.25 
1.73 
3.52 
1.35 
3.29 
6.02 
2.52 
15.39 
3.11 
1.52 
3.12 
2.95 
2.67 



26.02 
5. 04 
3.04 
4.48 
4.9 
1.11 
2.62 
9. 
22.38 
49 
1.8 
2. 58 
98.88 
5.45 
24.87 
4. 93 
9.02 
3.43 
6.41 
2.7 
58.32 
4.18 
11.77 
21.75 
7.18 
4. 57 
12.8 
10. 39 
5.97 
0.92 
107.4 
88.6 
16.07 
3.43 
140.48 
4.29 
4.52 
1.72 
2.87 
1.76 
45.63 
13.26 
22.83 
4.77 
5.69 
3.31 
5.21 
3.43 
2.39 
24.58 
4.07 
1.99 
4.35 
1.85 
4.42 
7.72 
5.58 
16.46 
5.32 
2.16 
10.66 
38.99 
13.59 
18.21 



2.3 
3.8 
11.64 
19.35 
53-73 
2.77 
1.32 
143.05 
9.44 
33.11 
6.02 
5.57 
2.88 
8.68 
2.33 
76.16 
2.6 



10.87 
0.69 
1.32 
9.72 



122.68 104.4 
7.79 10.81 



10.22 
3.45 
4.92 
4.78 
70.13 74.53 



7.71 



3.94 



7.2 
3.84 

11.64 

10:79 
7.87 
1.52 
136.82 
83 

11.41 
3.77 
205.12 
3.06 
5.61 
3.22 
3.57 
3.52 

27.71 
8.88 
7.78 
2.79 
7.38 
2.85 
6.43 
4.16 
2.28 

19.91 
2.46 
3.47 
6.48 
3.85 
4.63 
5.33 
4.94 
9.71 
9.33 
4.55 
5.56 

50.37 
9.02 

17.18 



6.85 
22.04 
12.22 
5.19 
0.44 
107.52 141.57 
54.31 48.26 



15.96 
6.97 
297. 92 
2.99 
3.99 
3.22 
2.18 
3.71 



31.71 29.82 

9.31 9.58 

15.36 11.01 

4.1 3.39 

7.94 10.18 

3.67 2.59 

4.7 4.53 

2.82 3.87 
2.67 

19.95 26.79 

3.02 2.66 



3.26 
5.01 
1.71 
4.69 
7.59 



6.04 10.95 

12.48 12.12 
7.16 5.74 
4.72 3.77 
6.11 5.56 

52.92 48.89 

8.85 10.91 

23.49 18.21 



1425 



EP 1 074 617 A2 



NT2RIM0O0733 
NT2RM4000734 
NT2MI4008741 
NT2RH4000744 
NT2RH4000749 
NT2RM4000751 
NT2RM400O7S2 
NT2RM400076Q 
NT2RH4000761 
NT2RH4000764 
NT2RM4000768 
NT2R1I4000778 
NTZRW000779 
NT2RH4000787 



HT2RM4000790 2S20. 9 2248. 3 



NT2RM4000795 



9.25 6. 15 
6.83 6.23 

13.34 10.33 

885.53 451.3 

51. 3 49.81 

10.01 10.59 

14.18 16.62 

66.66 27.61 

19.9 12.95 
28.14 13.4 

91.29 73.54 
8.24 6.22 

13.14 10.85 

15.66 16.22 



NT2RH4000798 
NT2RM4O0O8O0 
NT2RH4000813 
NT2RH4000820 
NT2RM4000827 
NT2RM4000830 
NT2RM4O00833 
NT2RM4000841 
NT2RH4000846 
NT2RM4000848 
NT2RH4000852 
NT2RH4000855 
NT2RM4000859 
NT2RM4000868 
NT2RM4000870 
NT2RM4000879 
NT2RH4000882 



M72RM4000895 
NT2RM4000897 
NT2RM4000901 
NT2MM000950 

NT2RM4000965 28.19 

NT2RIM000971 97.81 

NT2RH4C00979 6.96 
KT2RM4000987 



7. 92 

26.78 15.24 

7.01 8.1 

5. 35 6. 72 

11.25 10 

26. 13 26.55 

10.03 14.9 

12.07 12.08 

11.24 7.17 

12.98 15.96 

9. 5 7. 99 

7.99 8 

14.87 14.63 

6. 4 5. 44 

16.62 15.67 

19.91 23.16 

13 13.65 

41.44 32.18 

IS 11.7 

41.97 33.25 

26.8 20.11 

9.87 8.53 

10.96 12.11 



8.98 

32. 79 
77.57 
6.06 



KT2RH4O0O99! 
NT2RH4000992 
NT2RH4Q00996 
NT2RU4000997 
HT2RM4001001 
NT2RM4001002 
NT2RM4O01O16 
NT2RM400I025 
NT2RJM001027 
NT2MM001O32 
NT2RM40Q1047 
NT2RM4001O49 
NT2RH4001051 
NT2RI4001052 
NT2RM4001053 
NT2RM40010S4 
KT2RM40010S9 
NT2RK4M1071 

NT2RH4001084 12.62 12.59 



7.63 6.6 
459. 98 441 

19.09 20.3 

6. 64 7. 24 
4.69 5.86 

13.63 13.78 



5.24 11.23 
23.88 28.79 



NT2RM4001092 7.67 7.08 



14.75 
12.29 
15:73 
1241 
57.77 
16.02 
13.54 
44. 38 
27.34 
30. 32 
83.67 
8.88 
20. 24 
17.04 

2489 
13.52 
27.73 

18.9 
10.01 
13.48 
28.07 
13.91 
13.71 

16.3 
14. 24 
19. 32 
13.35 
15.93 

7.14 
16. 78 
23. 62 
19.75 
43.25 
22.42 
51.62 
33.05 
11.07 
11.53 
10. 35 
35.21 
101.74 
14.84 
1103.5 
27.71 
35. 75 

8. 53 
18.01 
25. 95 
15.15 
503.26 
24. 95 

14.2 

4.64 

6.47 
17.27 
16.43 
19.46 
11.79 
10.92 
15.78 

8.09 
33.58 
13.06 

7.41 



8.98 
7. 58 
9:84 
1383.2 
49.46 
7.97 
10.44 
43.74 
11.59 
14.61 
77.4 
7.38 
8. 82 
13.21 
2090 
7.6 



6.15 
6.95 
22.17 
7.34 
8.9 
8.57 
9.21 
10. 93 
6.98 
7.89 
5.82 
13.33 
14.39 
13.98 
14.78 
13. 18 
36.36 
17.45 
8.99 
7.56 
8.13 
15.2 
132.86 
8.87 
625. 74 
19.07 
37.46 
8.07 



Table 413 

6.63 6.77 
4.56 3.67 
9.36 7.54 
1505.5 707.31 
44.79 42.49 
7.75 5.05 
6.55 5.76 
22.69 40.29 
8. 66 7. 67 
9.8 20. 16 
70.39 93.31 
4.94 5.13 
8.68 7.51 
10.45 11.66 
3251.5 2752.2 
3.13 5.92 
12.57 18.03 
6.33 
3.53 
5. 74 
17.91 



9.29 



1.63 
. 4.25 

20. 99 
7.52 
8.35 
3.24 

12.52 
5. S3 
3. 66 
7 



4.25 7.21 
3. 75 5. 75 
6.59 7.87 

777.95 717.55 894.48 

59.41 56.25 54.64 
5. 19 5.27 4.04 
8.04 11.07 5.33 

50.15 65.89 60.41 

5.75 12.58 17.06 

18.5 24.69 24.19 

63.42 64. 16 
2.54 2.81 2.48 
2.45 7.69 5.22 

11. 77 12.92 11.34 

3676.2 1775.7 1256.3 
8.23 

19.92 38.07 
7.47 



8.07 
2.89 3.11 



3.13 



9.39 
6.92 
7.68 
8.29 
2.79 
3.89 
2.19 



14.45 
3.86 
2.6! 

3. 76 4. 39 
Z2.8 23.35 20.32 
7.29 6.84 
7.81 
5.31 
5.69 



11.27 
2.5 
4.07 



2.45 
8.27 
12.92 10.23 



3.95 
1.77 
12.27 
4.82 
5.75 
3.72 
5.18 



4.67 
2.66 
10.96 
6.2 



7.47 i 
5.24 
5.39 
8.48 
2.57 
2.59 
1.11 
12.51 
3.98 
12.86 
8.81 
4.92 



3.35 
494.01 
12.05 
7.08 
4.07 
6.13 
11.83 
12.47 
18.43 
8.32 
7.64 
11.07 
5.5 
18.66 
12.4 
8.26 



4. 54 3. 34 

7.1 4.42 

5.43 3. 19 

12.26 17.85 

95.27 155. 13 
6.06 5.77 

1156.8 778.33 

13.82 14.2 

31.48 28.64 

2.23 2. 13 

11.82 10.41 

13.92 19.47 

5.11 5.88 

440.37 522.33 

10.46 13.91 



5.41 
2.51 
6.17 



5.08 
1 



2.86 
5.31 
7.63 
2.53 



8.62 
8.51 
5. 53 

18.02 26.87 25. 16 

11.88 6.83 10.98 
3.39 
4.23 
2.31 

10.47 12.16 • 

87.73 92.85 108.16 

4.88 5.81 4.09 

1010.1 1262.3 868.26 

14. 36 15.32 14.94 

21.97 22.75 24.51 

3.02 2.16 2.78 

9.81 3.95 3.92 

16.5 21.62 24.11 

3.96 7.75 5.13 

521.26 628.75 590.54 

10.42 12.83 14.8 

5.04 3.42 
1.18 
4.98 

14. OS 
9. 35 
3.77 
8.57 

6.88 7.16 

9.63 9.71 

2.48 2.39 
17.49 15.69 
14.16 9.85 

2.05 6.72 



1.23 
2.21 



2.77 
4.88 
13.4 14.12 
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NT2RM4001100 
NT2RM4001116 
NT2RM400W9 
NT2RM400IUO 
NT2R1M001148 
MT2RH4001151 
NT2RM4O01155 
MT2RH4001J5? 
NT2RM4001160 
MT2RM40011E3 
NT2RM4001187 
NT2RH4001191 
NT2RM4OO12O0 
HT2RM4001203 
NT2RH4001204 
NTZRH4001217 



NT2RH4001245 158.95 



KT2RM4O01247 
UT2RII4001256 
HT2RH4001258 
NT2RM4001267 
NT2RH4O01273 
NT2RM4001281 
NT2MM001286 
NT2RK4001290 
NT2RM4OO1309 
NTZRM4O01313 
NT2RM4001316 
NT2RM4001320 
NT2RM4001321 
NT2MM0O1325 
NT2RM40D1333 
NT2RII400134Q 
NT2RM4001344 
NT2MM001347 
NT2RM40013S7 
NT2RM40013S0 
KT2R1M001371 
KT2RM4001377 
NT2RH4001382 
NT2RM4O01384 
MT2RW001400 
NT2RM4O0I409 
NT2R«4001410 
NT2R1I4001411 
NT2RM4001412 
NT2W4001414 
KT2RM4001436 
NT2MM001437 
NT2RH4001444 
NT2RM40014S4 
NT2RM4001455 
KT2MM001483 
NT2RM40014&9 
NT2RM4001495 
NT2RM40014S9 
NT2RN4001S15 



414.8 
6. 2S 
8.63 
IS. 56 
21.16 
16.22 
4.53 
10.43 
4.67 
S.89 
25.9 
825. 39 
12.79 
63.2 
26.18 
3.41 
19.23 
5. 88 
8. 69 
12.59 
36.43 
22.29 
6.81 
8.21 
8.19 
73.84 
10.75 
11.94 

MT2RM40015S4 151.86 



HT2RH4001S19 
NT2RH4001522 
NT2RH4001523 
NT2RH4001550 
NT2MM001553 



10. 34 
6.46 
4.41 
6.58 

77.43 
25.3 
7.7 
4.69 

10.13 
8. 69 

15. 55 
6.6 
2.58 
6.43 
9. 94 

24.69 



4.65 
9.61 
70.47 
5.89 

I. 34 
8.06 

51.19 
8. 38 
98.2 
6. IS 
10.67 
20. 75 
3.2 
6.99 

II. 2 
59.12 

6.4 



6.97 
5.43 
2.95 
8.81 
82.01 
23.87 
10. 96 
2.46 
5.87 
6.99 
10.66 
5.61 
2.46 
5.54 
10. 43 
17.41 
84.48 
4.91 
7.67 
64.71 
4.4 
2.22 
5.61 
32.28 
5.81 
68.64 
7.7 
13.16 
22.22 
9.27 
10.29 
7.57 
52.84 
4.63 
327.64 
7.97 
8.04 
11.85 
11.62 
9.22 
5.9 
9.23 
5.55 
14.26 
30.99 
1226.8 
6.6 
35.96 
27.89 
3.61 
20.25 
19 
16.03 
12.07 
24.24 
18.15 
5.91 
4.24 
6.53 
75.98 
fi.21 
9.8 



14. 94 
9.66 
6.53 
10.22 
87.89 
22.4 
9.45 
3.77 
8.44 
8.41 
18.41 
4.99 
3.46 
5.53 
11.48 
30.8 
149.16 
11. 4 
12. 78 
70.52 
10.4 
3.89 
14.03 
36.36 
13.36 
139.85 
10.44 
19.79 
27.83 
5. 51 
13.71 
!!.! 
78.91 
10.13 
302.6 
8.82 
10. 78 



10 
19.22 
22.97 
14.13 
12.46 

8.19 
12.51 
34.06 
1011.2 
16.28 
69.06 
39.17 
9.9 
21.89 

6. 35 
11.64 

8.74 

20.4 
30.48 
14.18 

9.85 
12.02 
71.57 

9.98 
11.96 
141.69 
58.99 



8.81 
8.08 
4.88 
5.74 
109.01 
14.14 
14.26 
5.35 
9.04 
6.85 
9.3S 
6.79 
4. 38 
5.95 
7.05 
23.78 
130.37 
4.49 
9.59 
44.98 
6.42 
5.02 
10.91 
29.23 
7.76 
90.19 
8.55 
13.68 
18.9 
7.64 
11.04 
8.81 
69.02 
7.69 
368. 33 
6.78 
8.59 
11.21 
16.27 
11.49 
5.13 
8.14 
6.09 
8.64 
31.33 
004. 1 
6.35 
56.83 
20.31 
6.98 
16.73 
4. 26 
7.61 
5.56 
12.41 
16.01 



5.31 
5.44 
4.54 
2.39 



6.55 
1.74 
3.06 



10.14 
3.72 
1.89 
1.89 

12.47 1 

116.53 157.67 

3.5 3.11 

5.91 6.14 

46.66 50.08 

2.33 2.85 

1.41 1.99 

4.33 7.34 
18.59 18.64 

4.34 4.65 
105.33 108.01 

3.72 5.52 

8. 94 6. 99 

15.02 17.67 

4.65 3.21 

4.07 7.04 

7.22 

66.75 67.91 

4.29 5.37 

392.69 323.06 

6.02 4.63 

6. 1 3. 5 



7.37 
2.13 
5.92 
3.26 
5. 38 



32.6 28.51 
804.98 983.25 

2.72 5.16 
54.08 67.38 
15.52 18.05 

3.02 



15.4 
2.07 
4.41 
6.34 
16.18 



12.09 
3.65 
5.78 
2.86 

17.63 



5.91 
5.65 
S.1S 

35.61 
6.43 
9.12 
164.83 1 

56.35 



1.45 
2.52 
37.16 
6.16 
5.14 



7.75 11.53 

5.27 4.35 

3.03 2.56 

3.27 2.64 

71.63 54.14 

24 19.61 
7.88 



2.85 
6.09 
3.78 
5.75 



1.85 
3.63 
3.57 
4.74 

8.39 4.7 

1.91 2.35 

3.96 4.4 

3.49 2.67 

27.41 26.41 

151.03 141.35 

6.79 3.17 

7.73 8.06 

53.38 45.51 

4.9 3.94 

4 2.5 

4.05 7.62 

13.09 20.76 

5. 33 4. 36 

85.7 73.37 

2.76 5.94 



5.58 
25.16 
6.77 
5.14 
2.36 



59.71 47.75 

3.9 5.77 

333.75 373.98 

3. 22 2. 89 



4. 75 
36.9 
8.88 

3. 28 
2.62 

4. 37 
3.17 
3.98 



31.72 28.52 
1210.2 810.05 

2.14 4.73 
42.65 35.42 
16.35 28.68 

2. 57 2. 59 



15. 71 



18.45 

1.94 1.57 

3.96 3.81 

4. 94 5. 52 

5.62 16.36 

4.23 11.08 

2. 9 4. 57 

1.08 3.15 

2.28 3.64 

26. 91 23.43 

5.6 2.68 

3.81 2.93 

80.79 76.13 

34.69 30.81 



7.8 
2.34 
4.88 
3. 99 
3.81 
8. 34 
0.33 

I. 73 
2.11 

29. 34 
178.46 
2.29 
8.51 

40. 98 
4. 52 
2.16 
5. 35 

31.46 
7.29 

76. 26 
3.03 
5. 93 

25.01 
7.05 
21.4 

14.33 

38.99 
3.72 

353.9 
2.! 
3.39 
6.6 
9. 45 

16.08 
2.98 
3. 72 
3.39 
3.24 

32. 83 
943. 27 
3.09 

49.83 

22.74 
2.26 

13.57 
2.98 
3.42 
3.23 

II. 58 
11.85 

2.36 
1.34 
1.62 
33.3 
8.03 
3.19 
147. 24 
38.74 
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NT2RM40015B5 
NT2RM40015S6 
HT2RM4001569 
NT2RM400157S 
MT2RM4001582 
NT2RM4001589 
NT2RH40O1592 
NT2RB400I594 
NT2RH4CQ1597 
NT2RM4001605 
MT2RM4001S09 23.54 
NT2RK4001610 10.55 
NT2RH4001611 
NT2RH4O01618 
NT2RM4001S22 
KT2RM4001624 
KT2RH4001625 
NT2RM4001629 
NT2RH40O1632 
NT2RM4001642 
NT2RM4C01647 
NT2RIM001650 
NT2RH4001662 
NT2RM4O01666 
N72RM4001S70 
NT2RM4QQ1682 
NT2RM400171O 
NT2RM4001712 
NT2RIM001714 
NT2RM4001715 
HT2RH4Q01727 
KT2RM4001731 
NT2RM4Q01735 
NT2RM4001739 
NT2MW001741 
MT2IW4001746 
MT2RM4O01754 
NT2RM4001757 
NT2RM4001758 
KT2RH4D017S8 
lfT2RK4O01775 
NTZRM4001776 
NT2RM4001783 
NT2RH4O01793 
NT2RN4O018I0 
HT2RM4O01813 
HT2RM4001818 
MT2RM4001S19 
NT2RM4001823 
NT2RH4001828 
NT2RM4001835 
NT2RM4001836 
NT2RH4001S41 
NT2RM4001S42 
NT2RM4001843 
NT2RM4O018S6 
NT2RH40018S8 
HT2RH4001861 
HT2RM4001863 
NT2KU40018S5 



17.39 2S.89 

11.12 20.03 

2.79 9.4T 

7.8 9.32 

5.09 5.63 

113.7 167.05 103.64 

6.17 5.42 14.24 

386.49 313. 56 28S.E9 

6.23 6.27 13.54 

18.33 22.25 

15.9 22.4 
8.52 
14.7 

13.74 16.13 
5.3 5.16 

7.85 5.37 11.44 

8.28 12.41 10.38. 

14.67 21.52 22.9 

325.71 457.93 338.97 

4.92 5.47 

12.21 17.82 

31.97 47.33 

10.55 10.99 

11.39 9.77 
25.82 19.71 
8.89 10.21 
8 9.89 
6.13 6.94 

18.44 20.46 18.31 

22.24 32.3 32.67 

12.1 16.99 
5.56 
8. 65 
4.05 
6. 39 

27.18 35.45 35.48 

47.9 62.7 56.46 
10. 74 
8.75 
0.36 
3.93 

28.42 28.92 28.25 

4.96 4. 55 4.74 

14.95 13.94 19.52 

23.52 24.77 30.47 

9.51 6.59 9.34 

4.65 1.67 8.39 

80.16 35.79 68.43 
10.42 6.03 

2.82 6.95 

4.42 12.73 

3.81 8.12 

6.82 10.79 
4.82 

28.12 59.83 

14.11 19.35 

12.7 24.11 

14.08 1 0.48 18.84 

27.15 15.67 30.03 

9.87 15.29 



12.7 
17.21 
3.45 
7.75 



16.38 



18.42 

27.91 
12.58 
7.92 



17.83 
9.18 
15.03 
3.31 
5.03 



4.77 
8.89 
3. 37 
6. S3 



3.57 
4.94 
5.12 
6.73 
2.89 
48. 57 
14.1 
20.02 



14.14 12.4 12.69 
22.75 14.87 13.43 
4.65 1.24 



4.69 
15.08 



7.49 
5.76 
41.43 
6.52 



3.8 1.35 



11.74 
15. 89 
14.23 
10.27 



20.86 
10.73 
13.67 
9. 77 



13.3 
7.1 
6.03 



5.59 



I. 73 2.34 
57.6 46.23 
2.18 4.41 

287 185.32 238.47 
6.73 3.64 4.25 
14.56 11.19 
13.71 9.55 

9.35 5.13 
7.27 
4.82 
3.16 
1.81 

15.36 14.48 
19. 11 13.87 22.31 
242.41 290.06 370.51 
4.64 2.19 2. 19 
18.58 14.27 17.66 
36.24 30. 14 33.6 
18.39 7.75 15.61 
5. 85 7. 46 

II. 22 17.38 
7.31 3.19 
2.86 
2.96 
3.92 
6.58 

8.57 19.16 
1.9 3.44 
9.69 

1.7 2.71 
2.8S 

20.34 15.62 12.62 
79.4 39.53 40.99 
6.77 1.73 
8.32 3.51 

5.36 1.88 
8.91 3.97 

33.08 15.74 

5.37 2.6 
14.23 7.85 
26.07 19.33 20.51 
11.22 3.7 

7.01 2.86 
71.44 40.61 
10.8 5.46 



10.73 
8.24 
7.37 
5.27 



4.29 
17.87 
7.71 
6.48 
4.06 
8.4 
17.97 
14.9 
4.83 
10.72 
6.51 
4.45 



8.87 
9.27 
4.46 
6.47 
5.02 
3.66 
3.96 
2.63 



3.01 
2.15 
5.06 
16.35 



7.45 

10.31 
2.19 
2.94 
1.66 
27.72 

4.13 6.42 
160.25 299.69 275.08 
2.96 4.23 3.88 
10.5 12.13 
7.54 



1.19 2.1 
15.7 



5.11 
6.73 
4. 84 
2.49 
3.07 
7.15 
12.28 



9.23 
6.99 
5.63 
3.38 ! 
3.4 i 
1.85 



9.31 

12.44 12.55 

594.61 333.67 482.68 

0.94 2.25 0.91 

13.87 14.03 11.49 

22.2 16.78 26.83 

11.98 12.75 8.09 

4.49 4.14 4.36 
19.89 23.01 
3.94 4.22 
4.38 
4.16 
3.44 



1.39 
£17 
6.84 
15.07 



1.89 



7.8 8.58 



13.54 13.69 14.31 



2.53 
5.38 
2.21 
S.25 
17.3 
3.32 
12.31 



3.44 

17.33 
48.7 
2.83 
5.98 
0.35 



3.9 2.72 
16.68 21.57 
37.13 39.56 



1.5 



5.66 
8.71 



3.54 

19.26 20.43 

2.42 2.8 

14.46 13.31 

34.17 38.53 

12.3 12.03 

5.55 5.88 



3.16 
19.52 

2.84 
17.08 
24.96 
14.87 

5.41 



41.62 48.42 47.06 



1.65 1.21 



1.8 



NT2RM4001869 12.34 16.35 21.36 



KT2RH4001880I 22.41 18.46 28.54 



1.63 

10.33 4.39 
7.5 2.83 
46.07 40.73 45.97 



5.68 
2.42 
4.63 
2.61 



7.86 
7.61 10.18 
9.53 5.84 



18.38 
7.44 8.43 
13.19 9.35 
7.15 2.28 
14.58 13.74 11.65 
18.91 14.09 15.45 



17.87 
S.34 
9.55 
3.17 



1.92 
4.11 
3.45 
6.45 
3.29 
28.16 28. 11 
7.47 

17.09 15.78 20.13 

12.28 18.05 13.36 

16.63 16.94 11.79 
6.95 

14.54 12.86 

4.29 2.39 

13.34 13.31 



3.82 



6.68 
19.86 
4.21 
8.08 



6.63 
2.31 
5.11 
2.12 
7.77 
2.69 
29.49 
8. 37 



13.74 18.99 19.02 
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Table 416 



KT2RH4001885 
NT2RK4001889 
NT2RK4001894 
NT2RM4001897 
NT2RM4001899 
NT2R1M001905 
NT2RM4001922 
NT2RB4001930 
NT2RM4001938 
NT2RH4001940 
NT2RIM001942 
NT2RIM001953 
NT2RH400196S 
NT2RM4001966 
NT2RH4001969 
NT2RM4001974 
NT2RM4001979 
HT2RM4001980 
NT2RM4001984 
NT2RH4001987 
NT2RM4002013 
NT2RH4002018 
NT2RK4002033 
NT2RH4002034 
NT2RB4002044 
NT2RIM002047 
NT2RM4002054 
NT2RM40020S5 
NT2RJM002053 
NT2RM4002061 
NT2MM002062 
NT2RH4002063 
MT2Ri40020ES 
NT2RH4O02067 
NT2RM4002073 
NT2RM40Q2074 
NT2RM400207S 
NT2RH4002076 
HT2RM4002078 
NT2RH400208I 
NT2RH4002082 
N72RM4002093 
NT2RM4002109 
NT2RM40021IS 
NT2RM4O02U! 
NT2RI4002128 
NT2MM002137 
NT2RJM002139 
NT2RM40O214O 
IIT2IW400214S 
HT2RH4002146 
NT2RM4002161 
NT2RIM002174 
HT2RM40Q2178 
NT2RM4002t80 
XT2RM4002185 



71. 31 
10.85 
30.82 
8. 78 
4.19 
8.04 
10.52 
42.04 
11.86 
40.15 
7.8 
2.56 
9 

51.68 
9.53 
12. 36 
23.89 
94. 16 
9.67 
7.05 
15.54 
18.51 
6.2 
9.06 
29.35 
20. 66 
11.19 
21.78 
10.36 
9 

97.19 
8.61 
7.96 
10.87 
34.87 
13.13 
12.66 
5.05 
61.79 
12.47 
28.78 
9.61 
5.91 
9.41 
37.45 
8.86 
10.72 
4. 03 
13. 52 
9. 85 
53. 03 
42.85 
10.01 
12.55 
29. 73 
43.79 
7. 67 
41.77 
65.16 
10.02 
21.88 
7.77 
41.57 
7.28 



49.62 81.98 

7.93 15.01 

32.08 44.177 

10.37 1 

5.18 10.36 
9.67 9.34 



11.93 17.44 

39.79 42.12 

8.46 1 

5.71 

9.88 11.74 

52.74 61.28 

10.35 15.87 

21.98 16.69 

19.24 22.43, 
97.18 



4.97 12.78 

7.36 15.25 

20.58 32.56 

17 25.07 

30.54 36.08 

18.7 21.85 

12.77 15.52 

11 9.24 

68.62 99.9 

5.55 11.75 

8.56 22.27 
18.12 21.45 
29.49 32.35 

16 13.48 

9.69 13.41 
4. 42 4. 84 

41.41 62.13 

11.63 21.52 
23.31 28.71 

9.51 12.26 

6.93 10.41 
7. 3 7. 03 



50.09 60.28 

50.59 52.56 

10.09 12.11 

13.35 13.21 
19.51 

41.64 55.35 

6.99 10.29 

35.89 39.22 

103.48 83.23 

12.63 11.47 

23.22 24.09 

7.03 5.96 

37.46 37.46 

7.73 10.06 



53. 98 
8. 59 
33.7 
7.79 
7.76 
12.13 
10.13 
26.34 
9.19 
29.48 

5.27 

5.41 

9. 82 
70. 45 

9.41 
16. 74 
14.04 
64. 27 

7.27 

5. 92 
12.71 
23.63 

7.92 
10.05 
18.82 
17.45 
20. 52 
12.08 

6.8 
10.93 
109.04 

8.31 
12. 72 
11.17 
16.42 

9.S 
10.12 

7.24 
44.43 

11.3 
31.25 
11.79 

8.11 

6.27 
20.19 

7.73 
9.5 

5.97 
14.09 

7.49 
48.49 
30.41 

7.53 
15.19 

18.7 
22.67 

5.96 
19.41 
24.68 



43.04 45.! 

4.29 4.1. 

34.28 35.89 

4. 55 4. 65 

5. 5 4. 54 

4.62 _ 

4.31 4.77 

18.3 24.57 
6.54 



26. 
4.54 
2.84 
7.33 



25.03 
3. 74 
2.95 

12.01 

40.89 59.05 

5.57 8.09 

8.35 12.5 

16.93 18.71 

69.09 81.77 

4.78 4.84 

3.18 5.3 



8.41 



7.52 
15.67 
6.05 



14.06 

4.07 

4.49 

16.22 17.19 

15.74 9.49 
17.55 11.13 
11.37 8.76 

7.53 3.99 

6.62 5. 33 

77.98 163.08 

3.06 3.95 

22.89 4.97 

10.75 7.5 
15.53 13.85 

9.68 8.27 

6.41 6.32 

1.99 2.02 

23.08 49.45 

5.46 8.36 

27.4 16.48 

5.58 6.25 
4.18 



17.58 
3.74 
7.97 
3.54 
8.24 
6.12 



13.45 
10.01 
67.73 
4.52 



5.84 

4.66 
26.02 

3.31 

3.57 

2.53 
10.76 

7.31 

40.37 39.91 

24.15 28.58 

4.92 3.2 

8.36 11.5 

7.96 18.84 

17.47 26.66 

5.23 2.74 

14.19 21.77 

28. 75 36. 65 

3.78 3.22 

7.91 12.62 

6.36 6.33 

42.88 64.51 
3.54 



68.83 
4.77 
33.56 
3.35 
4.99 
17.26 
4.26 
35.05 
7.09 
19.62 
3.46 
2.21 
7.4 
88.01 
5.17 
5.35 
17.76 
75.44 
2.35 
2.56 
18.32 
18.72 
2.33 
4.17 
21.2 
16.1 
16.47 
14.04 
4.33 
6.65 
52.62 
4.25 
2.38 
4.23 
5.51 
2.81 
4.7 
1.56 
46.13 
4.38 
17.58 
5.84 
3.3 
3.74 
13.66 
6.06 
5.86 
2.11 
10. 97 
9.29 
51.33 
27.02 
3.7 
9.67 
13.92 
26.11 
5. 92 
29.88 
24. 56 
4.61 
20.89 
6.06 
42.92 
2.94 



64.57 48.87 

6.73 3.99 

30.42 25.18 

3.47 2.33 

5.17 3.45 
7.42 

7.33 9.75 

37.8 24.49 

10.88 7.99 



3.3 2.4 

10.04 8.64 

53.06 72.22 

7.89 12.14 

17.32 22.51 

22.69 22.51 

72.18 71.63 

4.35 

4.02 2.33 
10.81 

13.95 13.04 

3.53 3.27 
10.89 9.93 
22.06 24.1 

15.14 16.08 
15.97 19.8 

16.74 17.09 : 

4.04 2.53 

4.88 4.34 

59.12 71.01 

4.81 4.94 



10.48 

11.4 

8.53 

4.16 

4.84 

2.18 
69.55 79.59 

5.75 7.06 



2.89 
5.44 
5.15 i 
5.74 i 
4.77 



15.02 
7.44 
3.14 
1.98 
5.39 
4.03 
8.61 
4.86 

13.55 
8.25 

S3. 96 



15.49 
5. 28 
2.63 
2.7 
8. 55 
5.02 
6.51 
1.91 

tO. 92 
6.8 
59.3 



21.9 * 
3.16 
6.99 
22.12 26.06 
42.39 45.09 I 

2.8 1.53 
28.52 30.53 < 
34.17 38.68 i 
2.19 6.22 I 
17.99 21.66 i 
4.45 5.36 
35.21 34.67 
7.15 4.84 i 
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NT2MI4002240 
NT2RM4G02251 
NT2RII40O22S6 
NT2RM4002262 
MT2RM4002266 
NT2RM4O0227S 
NT2RH4002278 
NT2RM4002281 
NT2RM4002287 
NT2RH4002294 
HT2RH4002298 
NT2RN4002301 
NT2RM40O2306 
NT2RM4002323 
NT2RH4002334 
N72RM4002339 
NT2RM4002344 
NT2RM400234S 
NT2RM4002352 
NT2RM40023S2 
NT2RM4002373 
NT2RM4002374 
MT2RH4O0237B 
NT2RH4O02383 
NT2MI4002390 
NT2RM4O02398 
NT2RM4002409 
KT2RK4002414 
NT2RIM002438 
NT2RM4002440 
NT2RM002446 
NT2RM40024S0 
HT2RH4002452 
NT2RH4O02457 
NT2RM40024S8 
NT2RH4002460 
NT2RH4002464 
NT2RH4002479 
NT2RM40024S2 
NT2RM400248S 
NT2RM4002493 
NT2RM4002499 



NT2RM4O02S0S 
»T2RII4O02510 
KT2RM4O02527 
NT2RH4002532 
NT2RM4002534 
NT2RH4002S3S 
KT2RM40025S4 
NT2RH4002SS8 
NT2RM4002565 
NT2RM4002567 
NT2RM4002571 
NT2RM4002S72 
NT2RIM002577 
NT2RM40025S3 
NT2RM4002584 
NT2MM002S93 
NT2RM002S94 
KT2Ri4002SD4 
NT2RH40026M 
NT2RH4002616 



32 
14.45 

18. n 

9. 29 
17.77 
5.99 
84.75 
3.57 
25.86 
7.61 
14.45 
36.85 
17.19 
7.58 
44.06 
39. 95 
9.44 
0.94 
14. 29 
5.57 
8.2 
16.51 
3.91 
18.85 
3.S6 
32.39 
10.16 
S.69 
15.3 
5. 93 
5.3 
5.82 
5.03 
40.28 
13.86 
15.44 
8.53 
16.96 
24.74 
9.92 
17.14 
5. 27 
2.04 
6.24 
9.02 
6.47 
10.72 
7.12 
8.35 
3.38 
3.42 
17.78 
26.66 
24.55 
13.18 
17.08 
8.24 
14.57 
31.41 
£.22 



33.08 34.96 

3.69 6.47 

3.3 5.05 

21.79 26.58 

29.71 28.68 



13.71 
14.14 
5.59 
15. 59 



19.13 
6.27 



15.67 
14.01 
12.79 
14.41 
6. 14 6. 14 
62.55 58.47 
3. 23 3.63 
24.79 
S.98 
16.75 
51.52 
8.04 22.21 
5.39 12.54* 
33.96 54.03 
26.35 45.23 
6.99 

I. 53 2.98 
7.3 14.66 

4.67 12.54 

7.31 15.14 

8.98 16.5 

1.86 6.55 
15. IS 32.88 

4.99 8.08 
17.01 28.92 

7.87 12.29 
5.77 10.55 

12. 15 20.1 
4. 98 9. 2 
7.18 
9.3 
6.81 

37.05 46.08 
18.31 28.36 
12.03 20.84 
4.66 11.35 
15.44 26.91 
20.57 17.4 

II. 26 12.04 
20.34 27.62 

5.32 5.24 
3.38 12.81 

4. 2 12. 1 



8.87 
7. 38 
10.21 
9.02 
6.05 
3.03 
1.92 



12.61 20.74 

37.71 

35. 28 

11.32 14.62 

15.66 20.52 

6.88 8.88 

8.99 9.81 

23.47 38.09 

6.78 13.92 



23.86 
4.89 
4.37 
14.04 
24.62 
14.53 

7.25 
12.53 
11.94 

5.51 
42. 58 

6.49 
14.02 

7.59 

21.2 
34. 79 
10. 94 

5.63 
33.98 
28.03 

8.69 
5.8 
12.48 

5.61 

6.97 
15.05 

4.87 
21.65 

7.18 
38.22 
14.29 

7.51 
12.34 



8.18 
5.37 
41.61 
15.72 
12.49 
5.77 
11.24 
17.01 
6.45 
13.7 
9.73 
3.92 
6.74 
7.91 
4.87 



21.39 33.98 
3.61 
2.61 2.38 

9.23 12.13 

15.02 21.58 

13.36 16.53 

7.14 10.52 

4.74 10.06 

5.05 12.57 
2.38 

28.72 43.54 
2.3 3.07 

9.84 17.37 

3.26 7.4 
9.98 15.23 
27.9 40.82 

8.27 8.93 
3.79 3.52 

35.28 37.69 

24.7 27.77 
3. 38 4. 42 
0.19 

5.38 11.68 

3.39 2.94 
3.2 6.3 

12.49 8.92 

1.55 2.44 
23.59 21.32 

3.61 4.94 

20.77 30.03 

6.56 8.04 



2.92 
7. 95 
3.34 
5. 54 
6.55 
2.82 
24.81 



4.53 
8. 52 
2.74 
4. 54 
6.42 
2.94 
36.24 



2.46 
8.53 
12.22 
4.68 
8.64 
2.73 
2.01 
2.8 
3.99 
2.87 
6.67 
4.46 



5.3 2.26 1.53 

5.02 

8. 52 
24.28 
25.45 

7.42 

11.9 

5.84 
12.06 
26.19 

7.63 



10. 96 
3.74 
5.4 

21.94 
3.69 



42.08 


38. 96 


43.61 






2. 93 


2. 15 


17. 6 






2.35 


2.33 


1.46 






20.41 


14. 34 


24.05 


*t 




34. 67 


32.96 


37.69 


% 


* 


16.37 


10.08 


9 






3.65 


6.03 


7.88 


t 




6.18 


9.79 


8.22 






14.23 


12.4 


14. 92 






3.64 


2.35 


2.91 




tt 




64.59 


61.46 


%t 






2.99 


3.21 






30 57 




35.82 


% 


t 


8 04 


6.9 


4.8 






in'is 


20^38 


13.22 






I, !? 




















? *t 

.z'V. 


4 45 


9 41 








30 31 


?7 97 








9S Si 


?4 85 






5 88 


1 57 


3 37 






T* I ? 


9 71 


2*57 








14 05 


'5 45 






* »4 


5 ?* 








4 57 


S 71 


7 54 






7 11 

' II 


8 76 


5 38 








2 93 


0" 37 






96- 36 


19 OS 


'I' ?? 






4 OC 


4 1 








in 94 


?S 1 1 


25 22 






K 51 




33 19 






1 81 


3 53 


7 42 






9 04 


11 M 


9 95 








3 45 


3 16 






4 93 


4 05 


3. 12 






S 02 


S ?fi 








9 a 


3?9 


2 23 






37 84 


34 54 


34 16 






9 15 


a! 99 


19 35 






7 84 




14 04 








'a 88 


3 31 






IS. US 


IS 97 


14 06 








8 11 


7 63 




tt 


9 88 


4 99 


2 98 






k 3 


5 58 


5 29 




tt 


7 S3 


fi 1 

" I 


4 65 






J 59 




2 16 






1 86 


3 47 


2*45 






ft 97 


4 02 








2 04 


1.83 


l!l5 


t 




5 89 


7.82 


7.S 






5 55 


*5°5 


5. 46 




^ 


9 87 




6.18 






2 86 


1 83 


1.84 






o! 78 


0^74 


l!09 






3.18 


8.47 


5.97 


* 


t 


6.06 


13. 66 


11.34 






7.11 


11.26 


5.72 




tt 


3.83 


4.05 


2.43 






3.63 


4.19 


2.45 




tt 


2.65 


0.99 


1.52 


* 


tt 


5.49 


5.87 


6.71 




t 


13.84 


17.54 


27 






3.87 


5.8 


5.63 
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NT2RH4O02634 
NT2RM4O02636 
NT2RP1000002 
NT2RP1000006 
NT2RP10000I5 
NT2RP1000018 
NT2RPI 000034 
NT2RP1000035 
NT2RP1 000040 
KT2RP1000042 
NT2RP1 000048 
NT2RP1 000050 
NT2RP1 000056 
NT2RP10000S8 
NT2RP1OOO063 
NT2RP1000068 
NT2RP1000072 
NT2RP100OO73 
NT2RPI 000078 
NT2RP1000O79 
NT2RP1 000080 
NT2RP1000086 
NT2RP1000087 
NT2RP1000089 
NT2RP1000090 
NT2RP1000I00 
KT2RP10O0101 
NT2RP1000111 
NT2RP10OO112 
HT2RP1000124 
NT2RP1000125 
HT2RP1000129 
NT2RP1000130 
NT2RP1000154 
NT2RP1000163 
NT2RP1000170 
NT2RP1000174 
NT2RP100OI81 
NT2RP1000191 
NT2RP1 000202 
HT2RP10OO239 
NT2RP1000243 
NT2RP1000255 
MT2RP1 000259 
NT2RP1 000261 
HT2RP1000269 
ST2RPI000271 
NT2RP10Q0272 
NT2RP1000279 
NT2RP1 000290 
NT2RP1 000293 
NT2RP1000331 
NT2RP1000333 
NT2RP1000338 



6.22 
12.37 
10.81 
8. 39 
2.25 
20.23 
2.12 
10.54 
6.06 
3.83 
4. 37 
10.16 
18.67 
3.46 
34.17 
3.22 

NT2RP10O0353 180. E6 
8.01 
38.01 
9.65 
11.08 
37.26 
6.26 



HT2RPI000347 
HT2RP1 000348 
NT2RP1 000349 



HT2RP1 000356 
MT2RP1000357 



38. 84 
16.16 
7.32 
7. 99 
93. 88 
18.17 
IS. 4 
3.77 
11.21 
5. 73 
13.77 



2.7 2.41 1.36 
17.16 
29.14 
39. 99 
30.81 
9. 27 
5. 69 
8.49 
8.5 
90.2 
42.88 
36.01 
842.61 
35.43 
7.76 
23. 37 
25.62 
10.72 
53.88 
19. 47 

3. 93 
9.61 

4. 53 
9.99 

14. 26 
12.96 
24.16 



}. 53 



34. 5 36. 9 

1542.2 1396.7 

98.15 94.63 

7.95 10.33 

50.82 42.64 

22.22 19.79 

8.67 12.07 

53.28 57.25 

14.75 28.76 

3. 52 5.78 
17.58 

4.62 
tO. 63 

14.61 16.73 
10.86 7.92 

14.94 24.74 
5.6 7.62 
4.43 4. 68 

12.15 15.41 

8.35 10.69 
2.66 5.85 
3.12 

11.57 26.77 
2.3 9.68 

8.91 14.66 
4.1 11.1 
4.19 7.55 

2.83 13.34 

8.8 16.01 

16.33 24.52 
4.07 7.92 

39.38 47.03 

4. 33 
121.66 192.83 

8.29 12.26 

31.52 38.61 

6.S5 14. 

7.25 16.85 

30.39 52.28 
6.27 9. S3 



9.11 
5.63 
29.04 
10.42 
6.24 
10.16 
64.85 
15.17 
12.38 
6.24 
8.93 
5.34 
9.41 
4.8 
8.7 
16.13 
26.8 
17.05 
6.24 
5.53 
6.53 
12.4 
84.59 
24.16 
42.34 
306.69 
31.12 
5.26 
24.98 
7.84 
7.14 
42.69 
11.14 
5.04 
11.58 



4. 37 3.31 

3.08 3.09 

32.42 26.61 

5. 99 5. 72 

3.84 1.22 

3.74 4.75 

53. 66 86 

8.64 11.35 

8.64 8.09 



1.21 3.45 

2.42 3. 32 

13.28 16.85 

9.46 7.81 

4.29 2.29 

7.93 7.02 

72.54 94.51 

7.31 9.51 



2.47 
8.14 
2.29 
8.14 
0. 95 
3.73 
16.83 



2.4 
5.51 
5. 33 
4.91 
2. 39 
4. 52 
12.51 
25.9 
10.22 
5.5 
2.02 
2.65 
6.92 



6.31 
6.41 
10.84 
16.4 
18.17 
9.29 
7.85 
16.34 
9.6 
15.75 
5.48 
18.9 
5.22 
10.51 
13.83 
5.54 
5. 34 
10.64 
12.77 
6.45 
19. 99 
6.49 
151.27 
8. 92 
32.16 
10.15 
18.78 
41.73 
5.76 



5.48 

2.36 

2.81 
14.28 

56.96 88.52 

25.57 29.27 

38.64 45.67 

827.1 384.76 

33.53 50.28 
2.18 1.26 

11.61 20.15 
2.34 
2.95 7.79 

30.82 50.19 

15.19 12.69 

1.58 2.69 

5. 58 5. 03 
2.3 2.01 

2.75 3.81 

15.44 12.79 

11.07 15.31 

11.59 9.79 

2.89 11.94 

5.29 6.41 

7.48 13.06 

2.44 9.12 

5. 57 6. 12 

2.06 2.18 

8.83 20.16 

1.59 2.18 
8.63 
7.63 
3.86 
3.45 
6.94 

14. 23 

3 4.58 

17. 54 15. 37 
4.16 3.15 

98.19 147.88 

4.2 7.42 

21.31 27.89 

5.03 7.68 

9.48 8.41 

39.62 39.87 
4.97 3.76 



9.67 
7.89 
2.23 



5.04 

1.5 1.51 
8.58 7.29 
2.26 2.09 

6.92 3.33 
2.76 1.39 
5.36 8.5 

21.73 27.58 
35.59 35.1 

9.08 

2.69 

2.99 
4.1 3.05 

7.93 6.49 
51.31 53.27 
22.12 38. 13 

26.7 26.11 
1509.9 896.88 
29.26 23.54 
2.3! 1.62 
18.5 13.38 
4. 52 4. 07 
4.48 7.44 
47.48 64.98 
8.3 10.06 
2.85 
4.65 
3.54 
4.09 
5.66 



6.39 
2.67 
5.44 
10. 24 



2.19 
5.56 
10.82 



9.94 14.85 
2.89 2.48 

10.77 11.05 

6.81 6.19 

2.95 1.13 
2.73 6.07 
8.71 5.87 

17.03 16.82 

4.14 3.03 

14. 54 7. 37 

4. 9 4. 23 

118.94 165.86 

6.21 5.29 

24.36 33. 21 

4.14 4.11 

8.09 9.21 

33.79 24.41 

4.87 4.58 



2.39 

2. 29 
17.96 

8.28 * 

4.19 

6.47 
102.97 
10.39 

4.11 

0.43 

5.06 i 

I. 81 
2.85 * 
2.38 

8.3 i 
32. 86 < 
31.66 i 
9.54 * 
4.73 < 
1.19 

2.07 i 
7.97 

70.97 

29.4 * 
29.29 s 
763.21 < 
17.24 

2.57 > 
13.37 

4.19 * 

4.25 
53.17 
14. 98 

2.74 

5.07 
2.2 

3.96 * 
5.53 
9.91 
15.3 

II. 59 
5.03 

12.98 
13.39 
4.58 
2.26 
10.84 
2. 25 
13.98 
8.17 
3.16 
2.66 
8. 68 
19.7 
3.73 
12.73 J 
3.34 
159. 59 
12. 39 
30.56 
2.37 
9.08 
33.64 
3.63 
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NT2RP1 000386 
NT2RP1000407 
MTZRP1OO0409 
HT2RP1000413 
NT2RP1000416 
NT2RP1 000418 
NT2RP1 000420 
NT2RPI 000434 
KT2RP1 000433 
KT2RP1 000443 
NT2RP1 000447 
NT2RP1 000448 
NT2RP1 000451 
HT2RP1 000458 
NT2RP10004E5 
NT2RP10O04S8 
N72RP1 000470 
NT2RP1 000477 



HT2RP1 000478 15.37 
HT2RP1000481 



NT2RP1000493 2o! 43 34*94 
KT2RP10O0513 46.32 35. SS 



NT2RP1000522 

NT2RP1000533 .... 

NT2RP1000544 15.77 

NT2RP1OO0547 " 
NT2RP1000551 
NT2RP1 000567 

NT2RP1000574 10.39 

NT2RP1 000577 6.72 

NT2RP100057S 6.59 



37.77 48.73 

20.7 11.19 

24.93 20.8 

24.89 20.12 

9. 92 9. 55 
5.47 5.48 

22.79 21.95 

13.91 15.33 



25.29 
20.2 
8.08 
3.9S 
4. 39 
7.7 



35.1 
15. 54 
15.72 
4.08 
7.13 



MT2RP1000581 
MT2RP1000593 



NT2RP1000604 24.51 26.11 
NT2RP1000609 11.66 13.43 



NT2RP10O0653 
NT2RP1000622 
NT2RP10OO627 
NT2RP1000629 
NT2RP100OS30 
NT2RP1000639 
NT2RP1000640 
NT2RP1000646 
NT2RP1000659 
NT2RP1 000674 
HT2RP1 000677 
NT2RP1000679 
NT2RP1000688 
NT2RP100O689 
NT2RP1000695 
HT2RP1000701 
KT2RP10007O2 
NT2RP1000713 
MT2RP1 000721 
NT2RP1000730 
NT2RP1000733 
NT2RP1000738 
HT2RP1000739 
HT2RP1000740 
BT2RP100074E 
KT2RP100O750 
MT2RP10007S1 
HT2RP1000767 
NT2RP1000769 



3.88 6.63 

10.59 11.91 

5.79 2. £8 

92.32 107.32 

- , 9 ?2 

30.78 



26.31 



31.35 42.08 
3.26 4.01 
9.6 
3.97 
6.25 
7.79 
7.63 
6.64 
4.72 
12.4 



11.66 



17.95 20.62 
5.38 3.34 



4.69 
8.08 
7.73 
15.2 
7.36 
4.24 
23.32 
5.93 



3.23 
7.69 
9.3 
13.58 
9.59 
5.51 
18.8 
7.17 



14.6 24.32 

49.27 69.62 

8.01 6.65 

32.73 30.66 

17.35 14.65 



7.19 
7.2 

7.21 
15.01 
34.22 

9.95 

1.62 
19.87 



4.67 
10.25 
6.46 
8.63 
37.43 
10.41 
1.49 
17.5 



10.94 13.28 

3.82 5.92 

12.79 9.22 

10.42 10.46 

10.46 7.93 

4.03 4.96 



£1.62 
17.51 
32.fr3 
32.27 
19.32 
8.66 
33.37 
17.37 
29.04 
27.59 
18.03 
14.01 
7.39 
11.38 
8.77 
14.42 
10.41 
97.76* 
31.56 
29.03 
23.34 
52.07 
42.76 
2.16 
19.95 
11.11 
20.26 
12.24 
14.91 
7.37 
10.08 
16.41 
27.51 
37.01 
21.36 
29. 59 
9.13 
5.07 
11.36 
8.35 
16. 62 
17. 48 
12.04 
20.24 
11.83 
25.71 
36.95 
7.8 
30.93 
15.87 
10.84 
10. 38 
7.91 
33.56 
42.87 
8.91 
4.67 
27.32 
13.49 
7.73 
13.66 
12.4 
10.97 
3.53 



24.07 
22.94 
23.46 
23.23 
9. 98 
6.04 
16.39 
9.5 
26.55 
12.04 
9.49 
5.34 
6.28 
7.06 
6.04 
9.41 
5.27 
75.25 
11.53 
24.24 
16.46 
60.82 
21.13 
4.33 
8.16 
7.34 
6.79 
11.47 
6.66 
6.99 
5.29 
11.21 
6.2 
27.05 
13.95 
15.28 
5.39 
4.57 
7.12 
7.9 
7.62 
9.53 
6.49 
8. 66 
6.23 
10. 51 
29.7 
7.2 
19.81 
10.45 
7.55 
5.65 
6.66 
6.6 
27.42 
8.92 
5.56 
13.76 
8.2 
5.64 
7.67 
8. 57 
6. 93 
5.29 



21.15 
11.29 
10.36 
14.81 
6.1 
3.54 
16.84 
9.94 
26.88 
8.66 
4.04 
1.34 
2.08 
4.06 
2.34 
9.31 

I. 59 
82.97 

8.67 
26.58 
8.49 
43.2 
28. 37 
1.36 
5. 29 
2.91 
4. 51 
5.44 

4. 35 
2.31 
2.62 
8.47 

5. 55 
13.43 

9.13 
14.93 
2.07 
2.03 
3.71 
4. 49 
5.84 
6. 74 
2.96 

II. 69 
3.45 

12.87 
31.01 



2.8 
8.55 
3. 47 
5.43 
2.25 
2.57 

3.3 
15. 22 
3.88 
1.13 
6.59 
7.61 
4.22 
4.28 
5.65 
2.33 
3.09 



29.99 
15.13 
22.79 
20.34 
6.11 
3.99 
13.03 
9.87 
19.87 
7.66 
7.9 
3.27 
2.05 
2.49 
3 

7.51 
4.02 
57.94 
8.82 
11.39 
8.21 
48.5 
20. 27 
1.15 
4.62 
3.12 
3.96 
5.98 
2.94 
2.08 
2.74 
7.93 
5.03 
25.97 
6.99 
12.96 
1.13 
\.M 
2.97 
4.92 
8.02 
8.49 
3.77 
4.88 
3.46 
7.3 
14.48 
2.42 
17.9 
5. 36 
2.64 
1.64 
3.12 
4. 77 
17.38 



14.84 15.66 

15.9 29.09 

15.76 11.35 

17.88 15.72 

8. 54 6. 35 

4.75 2.23 

9.88 11.08 

15.05 16.89 < 

23.74 23.38 

6.64 10.23 

7.69 18.07 

3.09 2.48 



8. 52 
1.42 
30.6 
5.74 
8.04 
13.43 
36.73 



3.69 
2.72 
2.41 



1.76 
2.94 
3.78 
7. 58 
2.5 
85.18 
6.16 



2.95 
2.72 
3.69 
6 

2.51 
83. 57 
7.51 
10.78 12.11 
15.08 18.68 
37.16 31.64 
8.09 12.01 
1 0.91 
9. 59 8. 27 
2.98 
3. 29 
2.13 
3.1 



3.14 
1.65 
7.04 



2.85 
4.88 
4.02 



13.69 
3.92 
12.7 
2.51 
1.45 
5.95 
4.54 
4.83 
5.28 
4.79 
4.8 
1.76 
5.18 
34.6 
6.02 

17.63 
2.82 
2.6 
3.18 
4. 23 
2. 95 

23.72 
7.94 
1.45 

15.07 
6.43 
2. 76 
7.19 



26.68 23* 37 
12.37 8. 18 



12.66 
2.21 
1.18 
2.89 
3.4 
7. 17 
6.04 
5.79 
5.33 
2.58 
10.1 



9. 93 
0. 46 
1.66 
3.59 
2.81 
5.87 : 
7. 68 
2.35 
5.99 
3.57 
7.28 



17.18 10.04 

2.46 2.38 

24.88 21.39 

6.77 7.19 



6.76 
3.24 
3.89 
3.62 
15.85 
2.92 
2.92 
28.31 
11.92 
3.96 
4.29 
5.02 
2.21 
5.45 



2.45 
2.79 
1.7 
2.32 
27.4 
5.71 
1.28 
27.46 
8. 57 
2.29 
4.16 
5.07 
3.81 
2.56 
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NT2RP100078O 
NT2RP1 000782 
NT2RP1000796 
NT2RP100Q797 
NT2RP1O008OO 
NT2RP1OO0825 
HT2RP1 000833 
KT2RP1 000834 
NT2RP1 000836 
NT2RP1 000837 
NT2RP1 000846 
NT2RP1 000847 
NT2RP1 000851 
NT2RP1 000856 
NT2RP1000860 
NT2RP1000S02 
NT2RP1 000903 
KT2RP1 000905 
NT2RP1000915 
NT2RP1000916 
HT2RP10O0921 
NT2RP 1000943 
NT2RP1 000944 
NT2RP1 000947 
KT2RP1 000954 
NT2RP1000958 
NT2RP1 000959 
NT2RP10O0966 
NT2RP1 000974 
NT2RP1 000980 
NT2RP1 000981 
NT2RP1 000988 
NT2RP1 001002 
NT2RP1001004 
NT2RP10O1007 
NT2RP)001011 
NT2RP1001013 158.04 



NT2RP1001014 
NT2RP1001020 
NT2RP10010Z3 
HT2RP1001027 
NT2RP1001031 
NT2RP1001033 
NT2RP1001042 
NT2RP100104S 
NT2RP1001073 
NT2RP1001079 
NT2RP1001080 
NT2RP10O1113 
HT2RP10011S9 
MT2RP10Q1173 
KT2RP100U76 
HT2RP1001177 
NT2RP100I185 
NT2RP10O1199 
HT2RP100120S 



19.06 
3.8 
23.21 
8.11 
6. 36 
6.14 
6.32 
12. 66 
6.87 
4. 76 
14. 34 
17.63 
3.61 
15.4 
5.61 
10. 67 
14.49 
11.82 
63.69 
81.28 
71.86 
6.66 
36.56 
229. 13 
8.73 
12.83 
51.88 
30.03 
16.61 
85.21 
14.84 
21.09 
23.42 
3. 32 



11.29 
1.98 

12.88 
7.21 
7.42 

10.58 
4.62 

13.91 



13.02 
12.63 
16.05 
5.55 
5. 67 
7. 93 
63.59 
9.83 
12.41 
38.47 
21.61 
57.87 
7.51 
4.39 
52.66 
10.79 
14.18 
13.52 
93.58 
17.01 
11.8 
S.S9 
5.32 
15.25 
84.68 
5.14 
57.97 



17.88 
4.82 
16.72 
12.88 
8.45 
8.77 
5.45 
14. 59 
3.86 10.29 
2.83 13.29 

10.47 22.36 
21.93 45.89 

3.71 7.21 
23.9 24.75 
4.82 11.39 
7.93 13.65 
11.64 18.42 
8.69 16.54' 
60.39 85.78 
82. 59 69. 7 
52.08 72.49 
5.16 12.72 
43.79 53. 16 
162.3 242. 56 
6.8 11.31 
9.08 19.99 
27.73 29.26 

20.71 21.11 
13.83 23. 36 
82.27 107.69 

15.8 18.22 

10.38 16.08 
12.11 26.95 

4.31 12.34 
4.39 9.57 

6.54 6.16 
170.77 232.56 

16.54 16.26 

15.72 12.22 

14.39 18.27 

8.55 17.95 
4.8 13.77 
6.3 11.72 

58.82 65.69 
10.21 13.29 
18.41 17.37 
46.51 52.14 

6.66 17.31 
45.61 82.06 

4.75 14.77 

5.23 11.13 
45.96 57.66 

9.96 12.22 
11.86 11.53 
13.24 12.28 

72.48 94.49 
15.57 25.94 

18.2 17.52 

5.31 9.93 

3.32 10.27 
12.77 20.45 
116.5 77.6 

8. 32 6. 96 
32.23 60.31 



11.55 
5.26 

13. 54 
6.28 
6.35 
8.58 
7.5 
8.48 
7.94 
5.43 

10.56 

20.33 
5 

12.89 
9.47 
15.09 
14.24 
6.9S 
55.83 
73.31 
27.75 
6.58 
29.61 
211.36 
9.14 
13.3 
17.4 
23.97 
13.15 
76.1 
12.59 
11.96 
15.71 
5.67 
6.91 
6.28 
168.44 
8.7 
15.74 
13.53 
9.25 
5.12 
6.43 
59.83 
8.26 
9.19 
22.17 
12.32 
49. 33 
8.2 



12.19 
2.11 
7.34 
1.88 
6.28 
2.44 
3.18 
3. 38 
2.62 
1.86 
7.41 
17.15 
2.22 



5.4 
9.31 
9.53 
51.42 
10.31 
11.07 
6.03 
4.35 
15.52 
46.18 
7.42 
62.36 



55.49 
86. 67 
31.76 
6.6 
24.97 
169. 75 
2.72 
9.58 
13.14 
20.83 
11.64 
98.09 
10.09 
7.2S 
9.49 

I. 55 
2.92 
2.04 

147.11 
8 

11.78 
16.55 
8.73 
2.4 
4.31 
59.66 
4. 99 
7.47 
29.03 
7.25 
42.8 
4.64 
3.15 
25.13 
2.87 
7.59 
6.55 
53.78 

II. 47 
6.07 
2.96 
3.87 
14.1 

37.13 
3.69 
43.54 



8.03 
S.78 
4.56 
5.18 
3.17 
6.31 
4.87 
3.86 
9.61 
15.75 
2.83 
8.85 
7.06 
17.09 
14.38 
6.4 
63.74 
61.79 
38.72 
3.97 
30.98 
208.5 
5.18 
12.0 
15.25 
19. 34 
14.93 
99.97 
13.46 
9. 77 
11.37 
2.59 
2.64 
2.66 
154.85 
7.08 
16.3 



17.1 
6.98 
2.34 
2.18 
45.94 
5. 95 
7.07 
25.48 
12.68 
51.52 
7.14 
1.42 
21.71 
3.22 
5.91 
5. 34 
86.93 
12.47 
5. 97 
4.57 
3.01 
11.98 
24.55 
3.62 
78.24 



3.16 
3.95 
5.14 
5.33 
4. 57 
7.69 
5.98 
3.47 

13.44 
21.4 
3.04 
6.97 
6.83 
4.79 

12.23 
5.28 
77.2 



3.54 3.43 
9.9 11.55 
13.87 15.38 



5. 9 5. 93 



9.4 



18.7 



14.45 21. 38 
5.14 

80.56 84.89 

53.76 46.45 55.88 

21.98 23.9 25.92 

5126 4.45 3.75 

38.1 30.4 32.9 

187.13 230.69 193.69 

2.45 4.94 9.97 
6.34 10.95 
9.23 12.74 
9.71 14.32 

7.2 7.22 
80 57.54 67.02 

23.72 16.48 19.72 

8.85 10.68 7.42 

4.76 9.9 15.94 

2.12 2.77 2.28 

2.01 3.93 1.56 

2.36 4.56 2.02 

176.26 171.79 185. 19 

6.95 5.62 4.04 

13.8 9.3 14.27 

5.93 11.56 12.91 

2.42 5. 11 5.43 
3. 34 

5.21 2.62 

83.48 74.44 
4.58 3.85 
4.66 5.19 

25.23 15.77 15.85 

6.59 12.92 8.31 

16.27 50. 38 44.76 

4. 3 5. 24 3. 99 
1.19 2.31 

19.56 17.05 21.12 
4. 03 4. 39 
7.44 8.55 7.87 
4.8 3.41 3.43 

52.32 75.19 84.87 

9.75 16.75 14.31 
4. 13 11.34 3.6 
2.73 3.24 2.91 
1.09 

13.26 15.08 

9.2 25.65 
2.33 



1.77 
2.83 
71.71 
3.06 
4.73 



3.42 
13. 33 
27.4 
3.74 



53.21 40.65 43.49 
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NT2RP10Q130Z 
NT2RP1001310 
NT2HP1001J11 
HT2RP1001313 
NT2RP1001324 
NT2RP1001349 
NT2RP1001361 
NT2RP100J379 
NT2RP1001385 
NT2RP1 001395 
KT2RPI0014tO 
NT2RPI001424 28.73 
NT2RP1001432 9.84 
NT2RP1 001449 19.34 
NT2RP1001457 23.3 
NT2RP10014S9 13.65 



NT2RP1 001466 
NT2RP1001475 
NTZRP10Q1482 
NT2RP 100 1494 
NT2RP 1001 500 
NT2RP1001517 
NT2RP1001S40 
NT2RP1001S43 
NT2RPI001S46 
KT2RP1 001550 
NT2RP1001553 
NTZRP1001555 
NT2RP1001563 
NT2RP1001569 



NT2RP1001584 172.68 



J3.32 
78.58 

12.5 
47.33 
13.11 

8.69 

9.54 
13.14 
24.66 

5.65 
13.37 



15.35 23.89 
77.83 107.95 
10. 19 20.17- 
35. 38 51.8 



11.52 
8. 34 
13.7 
11.82 
22.86 
15.28 
15.22 



KT2RP1001599 
NT2RP1001616 
NT2RP1001654 
NT2RP1001665 
NT2RPI001679 
HT2RP1001681 
NT2RP1001694 
NT2RP20O0O01 



NT2RP2000007 
NT2RP2000008 
NT2RP2000010 
NT2RP2000011 
NT2RP2000027 
NT2RP2000028 
NT2RP2000032 
NT2RP20OOO4O 
NT2RP2000042 
NT2RP2000045 
NT2RP2000051 
NT2RP2000054 



WT2RP2000057 
NT2RP2000067 
NT2RP2000070 
NT2RP2000076 
HT2RP2000077 

NT2RP2000079 9. 19 

NT2RP2000088 17.05 
33.24 

NT2RP2000092 0.22 

NT2RP200OO97 10.19 

NT2RP2000098 14.34 



4.12 
4.03 
14.62 
5.76 
8.69 
18.99 
6.52 
6.24 
9.03 
10.8 
5.65 
6.84 
9. 36 
3.47 
4.74 
3.24 
15.29 
21.14 
5. 83 
13.61 
16.51 
S.15 
7.7 
7.64 
522.83 
6.99 
14.55 



25.67 34.05 

7.96 12.22 

21.85 20.51 
38.81 37.3 

11.76 16.02 
4.23 8.84 

17.85 12. 86* 

20.93 20.15 

5.63 10.18 

4.79 11.52 
18.45 18.1 

31.99 28.56 

16.33 24.14 

15.98 15.41 

14.7 14.31 

7.23 13.14 

52.6 55.46 

33.85 48.64 
1.69 1.05 

220.01 198.04 
3.82 5.18 



11.51 
40.93 
13.97 
18.55 

8.91 

6.09 
11.62 

13.1 

8.27 
10.51 

8.65 
32.06 

8.86 
10.44 

24.2 
12.39 



1.77 
9.64 
6.54 
7.12 

18.82 
3.33 
4.74 
5.67 
6.31 
3.68 
5.53 

13.46 
3.05 
6.32 
7.28 



3.94 
9.89 
12.89 19.57 



8.49 12.44 
20.32 26.56 



7.4- 
11.05 
19.85 
5.63 
5.37 

8.4 
25.07 
16.6 
9.88 
7.95 
7.37 
31.87 
38.88 
5.34 
20.64 
7.25 
6.09 
11.97 
8.07 
9.21 
14.39 
7.17 
6.13 
11.28 
11.11 
7.12 
6. 98 
10.79 

6.1 
8.06 
10. 28 
11.5 
11.42 
7.43 
13.04 
11.63 
6.37 
7.63 
18.12 
464.06 
7.01 
9.32 
8.77 
22.32 
24.16 
4. 37 
11.39 
13.26 



7.14 
36. 67 
8.87 
17.75 
7.65 
3.96 
6.33 
6.47 
7.17 
4.01 
10.09 
24.11 
4.28 
6.36 
13.72 
4.68 
4. 36 
10.38 
11.71 
2.65 
1.85 
4.89 
15.6 
10.69 
3.03 
15.82 
4.11 
21.44 
21.62 
1.73 
11.47 
3.83 
1.64 



3 9.24 

13.95 16.52 

8.61 11.48 

4.5 6.14 

7 7.07 

3.75 1.87 

6.92 4.67 



3.74 
5. 57 

22.85 
5.04 
9.38 

10.68 
6.06 
3.12 
5.05 



5.58 
Z.61 
5.97 
7. 14 
4.89 
2.84 
2.63 
6. 33 
1.45 
2.13 
5.5 
S. 66 
8.01 
3.18 
8.32 
9.66 
4.1 
5.41 
16. 74 
449.3! 
1.06 
7.18 
5. 26 
20.65 
20.9 
1.08 
5.79 
6.07 



3.69 
22.78 
13.4 
7.01 
5.57 
4.11 
34.31 
23.18 

I. 64 
19. 54 

4.97 
4 

10.52 
4.72 
4.08 
9.22 
3.23 
4. 89 
5.76 
9.86 
3.88 
4. 35 
9.28 
4.19 
4.67 
7.28 
9.38 

II. 22 
3.46 
9.72 

11.02 
4.09 
5.64 

10.35 
610.82 



3.38 
5. 86 
15. 99 
7.62 
5.66 
7.09 
9.05 
6.63 
12.24 
11.8 14.09 
2.73 3.52 
2.31 4.4 
7.15 5.46 
25.04 22.39 
7.07 16.07 
6.04 9.72 
6.4 9.76 
3.68 3.77 
43. 17 41.32 
31.1 28.26 



1.66 
81.72 
3.61 
2.04 
5.54 
3.98 
4.04 



6.42 
7. 62 
6.74 
3. 74 
3.2 
5.31 
3.16 
3.21 
3.25 
4.88 



1.23 
38.4 
3.84 
2.76 
7.93 
9. 32 
6.22 



3.62 < 

7.14 

3.49 t 
4.5 

8. 34 
22.49 < 

2.71 

7.15 
24.49 

6.96 

6.23 i 
13.11 

6. 34 

4.14 

6.54 
12.75 

2.73 

3.24 

6.44 > 
21.45 

9. 64 

7. S3 

9.43 

3.88 
32.44 i 

33.8 



10.33 13.1 

9. 64 7. 65 

7. 75 7. 98 

12.9 3.34 

9. 45 6. 54 
418. 05 662. 99 

1.54 3.61 

8. 55 6. 84 
6. 72 6. 46 

19.38 14. 3S 

11.58 9.95 

2.25 1.85 

7. 35 3. 3 

5. 46 9. 38 



3.58 
6. 39 
8.67 
5.37 
2.21 
5.5 
5.68 
4. 03 
4.05 
7.25 

17.82 
3.95 

11.12 
7.91 
8. 74 
4 

9.35 
650. 93 
5.67 
8.57 
6. 39 

14.55 
7.77 
1.49 
4.01 

18.63 
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NT2RP20OO1O8 
NT2RP2000114 
NT2RP20WH1S 
NT2RP2D00119 
NT2RP2000120 
NT2RP20OO12S 
NT2RP2000133 
HT2RP2000147 
NT2RP2000153 
NTZRP2000156 
NT2RP20001S7 
NT2RP200O161 
NT2RP2000168 
NT2RP2O0O17J 
NT2RP2000175 
NT2RP200017S 
NT2RP200O183 
NT2RP20Q0195 
MT2RP2000204 
NT2RP2000205 
HT2RP2000208 
NT2RP200O224 
NT2RP2O0O230 
NT2RP2000231 
NT2RP200O232 
NT2RP2000233 
NT2RP200O239 
NT2RP2000240 
NT2RP2000248 
NT2RP200O256 
NT2RP20002S7 
NT2RP20002S8 
NT2RP2000261 
NT2RP2000270 
NT2RP2000274 
NT2RP200O277 
NT2RP2000279 
NT2RP2000283 
NT2RP2000288 
NT2RP2000289 
NT2RP2000297 
NT2RP2000298 
NT2RP20O0310 
MT2RP2000327 
NT2RP2O0O328 
KT2RP2000329 
NT2RP2000333 
NT2RP2000337 
NT2RP2000346 
MT2RP2000357 
NT2RP2OO03S8 
NT2RP2OO03SS 
NT2RP2O00369 
NT2RP200O37S 
NTZRP2000394 
KT2RP2000396 
KT2RP2000412 
MT2RP2000414 
NT2RP2000420 
HT2RP20O0422 
MT2RP2000428 
NT2RP2000428 



HT2RP2000447 



tO. 87 
14.61 
12.92 
50.32 
7.9 
27.18 
6.31 
12.98 
4.49 
7.61 
64.87 
8.86 
8.64 
5.87 
6.28 
7.4 
5.74 
16.12 
22.18 
306. 16 
5.24 
24.97 
26.52 
102.91 
18.39 
7.64 
66.01 
5.47 
6.07 
16.57 
39.73 
13.09 
8. 27 
3.96 
91.36 
4.35 
7.44 
5.12 
10.29 
21.4 
4.51 
8.05 
80. 52 
9.08 
21.82 
17.76 
8.83 
26.86 
6.79 
14.11 



5.61 
10.72 
6.28 



8.81 11.56 

12.11 13.07 

5. 9 5. 57 

9.25 18.07 



23.46 35.46 
263.17 279.79 
2.8 6.75 
24.03 27.21 
31.48 20.02 
95.51 132.32 
14.23 28.59 
7.96 15.89 
172.9 
10.61 
8. 36 
18. 18 
36.2 



139 
3.94 
5. 52 
14.62 
47.22 



6.69 
80. 94 

3.88 

6.18 

8.14 

7.99 

17.79 32.55 

6.32 10.63 

8.79 13.64 

91.37 87.72 

9.43 13.33 

17.34 15.94 

16.87 20.08 

7. 98 9. 31 

26.84 31.77 

9. 29 9. 75 

13.18 22.49 



1.23 5.13 8.16 



5.06 
29. 84 
26.15 
11.62 
2.03 
13.13 
19.9 
5.15 
10.72 
7.55 
8.74 
12.17 
12.75 



4.51 

26. 23 39.9 

35.86 51.75 
6. 66 

7.18 10.2 

15.96 18.35 

19.23 18.62 

7.34 11.45 

8.26 11.6 

6.99 6.8 

4. 22 5.73 

11.38 11.77 

6.94 10.08 



10.58 6.71 
15.49 7.8 
12. 07 8. 1 

31.02 20.71 
6.62 6.21 

18.42 11.34 
7. 63 3.91 

11.64 4.41 
7.15 3.26 
6.43 4.23 

57. 96 47. 99 

8.5 4.93 
8.06 4.98 

7.31 10.56 

9. 33 4. 37 
7. 99 4. 34 
7.74 4.42 

16.63 13.32 
16.84 14.7 
153.75 186.84 ! 

5. 38 2. 18 
17.41 19.54 
29.78 28.26 
51.89 45.61 

15.4 9.71 
7.58 4.07 

85.94 84.53 

4.6 1.25 

6. 23 4. 28 
13. 37 8. 16 
40.72 25.44 

12.78 8.27 
7.68 2.93 

17. 92 6.26 

59.79 55.47 

6.38 1.67 
S. 39 2.22 
6.14 1.91 

9.32 5.86 
15. 37 7.32 

6.94 2.23 

5.87 3.8 
32. 16 27.21 

5.88 3.81 
8.37 8.84 

10.58 7.07 

8.74 1.76 
17.74 6.47 
14.24 7.42 

5.83 2.27 

5.34 2.02 
5.12 1.19 

17.03 12.11 
24.31 15.42 

10. 5 5.28 
4.43 3.16 

14.6 6.73 

8. 95 6. 33 
10.83 6.03 

8.9 4.28 

4.75 1.02 

4.39 1.17 
10.69 3.56 

6.36 4.33 



6.74 


4. 11 


5. 62 


13.35 






10. 66 


10. 74 


13.91 


10. 18 






10.87 


4. 57 


5. 57 


3.24 




** 


31.82 


30. 15 


29.31 


28. 57 


** 


** 


6.5 


4.81 


5. 84 


4. 99 


* 


* 


17. 52 


24.37 


18. 13 


19.51 


* 




7.78 


7.66 


10.7 


6.35 






11.41 


3.62 


6. 37 


10. 62 






3.2 


2.66 


3.8 


4. 92 






4.03 


2.05 


6.21 


1. 59 






49. 02 


51.12 


61.28 


54. 87 






4.27 


4. 28 


4.21 


2.7 




** 


11.13 


4.05 


3.85 


9.74 






7.74 


13.29 


16. 36 


4. 1 






3.63 


5.8 


5.65 


4.1 






5.36 


2.6 


5.71 


4.5 






5.84 


3.67 


6.86 


4.04 






13.8 


5.12 


8.05 


4.54 




** 


7.3 


7.36 


8.83 


4. 75 




* 


122.03 


44.13 


69.43 


57.15 


** 


tt 


0.7 


2.69 


2.06 


2. 36 






13.73 


10.21 


10.44 


6.58 


* 


** 


14.04 


27.93 


14.94 


32.18 






56.22 


28.1 


59.69 105.21 


tt 




12.46 


6.13 


9.73 


7. 72 




* 


3.39 


2.14 




2. 26 




* 


44.49 


55.89 


55.75 


25. 78 






2.17 


1.78 




0.43 






2.64 


2.65 


2 47 






** 


8.91 


7.89 


5! 94 


4.' 14 


* 


tt 


29.27 


36.28 


29.33 


25.56 






8.08 


5.57 


13.01 


9.17 






4.17 


3.42 


5.31 


3.64 






3.85 


3.35 


9.95 


4.71 






43.9 


66.54 


63.63 


61.61 


* 


t 


1.79 


1.78 


1.55 


2.23 




tt 


2.73 


3.81 


2.76 


3.21 




t 


2.31 


3.36 


2.12 


4.13 




* 


5.55 


9.02 


7.12 


9. 38 






16.77 


22.06 


23.42 


27.43 






3.64 


3.53 


4.19 


2.55 






2.92 


2.96 


3.04 


1.11 




t 


29.67 


20.91 


14.48 


20.59 


M 


tt 


4.9 


2.31 


2.04 


2.13 


* 


M 


6.89 


5.86 


4.83 


2.63 


** 


** 


6.38 


10.73 


6.62 


8.14 


** 


tt 


4.67 


8.04 


7.67 


6.48 






12.94 


6.6 


13.35 


15.87 


* 


tt 


4.48 


6.69 


17.82 


10.4 






3.95 


3.56 


4.39 


2.66 


* 


* 


3.61 


4.07 


3.18 


2.94 




* 


2.67 


2.27 


2.31 


1.55 




** 


15.49 


15.78 


7. 96 


15.06 


* 


* 


18.34 


35.37 


27.75 


35.03 










9.09 


12.53 






K53 


{. 05 


5.24 


2.77 






8.07 


6.73 


16.17 


12.59 






5.66 


5.29 


8.15 


6.52 


** 


** 


5.33 


5.71 


4. 93 


7.76 






5.31 


4. 96 


4.79 


6.17 






1.72 


2.91 


2.26 


1.94 




.** 


2.36 


8.21 


2.73 


3.16 






5.65 


4.51 


2.36 


Z. 93 




** 


7.41 


3.21 


7.55 


5.61 
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NT2RP2000448 
NT2RP20G0459 
NT2RP2000479 
NT2RP2000498 
KT2RP2OO0503 
NT2RP20OO51O 
NT2RP2000514 
NT2RP2000516 
NT2RP2000523 
NT2RP2000533 
NT2RP20OOS4O 
NT2RP2000547 
NT2RP2D00557 
NT2RP2000558 
NT2RP2000564 
NT2RP2OO0565 
NT2RP2000583 
NT2RP2000591 
NT2RP20OOS99 
NT2RP2OO06O1 
NT2RP2000S03 
NT2RP2000610 
NT2RP2000614 
NT2RP2000616 
NT2RP20O0617 
NT2RP20O0623 
NT2RP2000634 
KT2RP200OE36 
NT2RP2000638 
NT2RP2000644 
NT2RP2000649 
NT2RP2000652 
NT2RP20006S6 
NT2RP2000658 
IKT2RP20O0663 
NT2RP20Q0664 
NT2RP2000668 
NT2RP2000678 
HT2RP2000694 
HT2RP20O07O4 
NT2RP2000710 
NT2RP2000712 
NT2RP200071S 
NT2RP2OO072O 
NT2RP2000731 
NT2RP2000739 
NT2RP2000748 
HT2RP2000749 
NT2RP20007S8 
HT2RP2000764 
HT2RP2000766 
UT2RP2000777 
NT2RP200078S 
HT2RP2000793 
NT2RP200079S 
NT2RP2O0O8O9 
NT2RP2O0O81Z 
ST2RP2000814 



25.71 
9.24 
6.(3 
11.27 
14.72 
7.33 
4.57 
6. 54 
4.11 
2. 88 
6.18 
7.42 
49.31 
18.88 
0.43 
13.78 
10.87 
7.05 
45.38 
5.8 
10. S 
16.79 
22.5 
15.9 
7 

30. 93 
5.41 
6.22 
5.4 
6.06 
69.57 
14.9 
12.57 
5.45 
4.S 
10.9 
33.38 
6.12 
16.87 
2.84 
8.84 
.5.84 
23.49 
14.6 
130.46 
10.56 
12.42 
11.23 
18.71 
8.83 
39.21 
37.43 
10.79 
8. 96 
13.41 
S.51 
10.78 
2.73 
5.25 
64.67 
10.64 
19.27 
7.9 
1.64 



13.78 
9.95 
5. 55 
6.84 

13.18 
5.8 
2.69 
4.62 
2.38 

I. 37 
5.88 
7.44 

60. 55 
19.95 
0.11 
7.23 
6.32 
5.42 
33.04 
2.35 
10.97 
27.41 
27.77 
10.73 
4.89 
27.18 
5.13 
7.05 
5.87 

II. 57 
64.76 
10.94 

7.15 
4. 52 
4.28 
7.61 
33.11 
9.03 
11.51 
3.9 
8.7 
5.25 
31.67 
11.95 
114.16 
11 
9.17 
7.84 
12.4 
9.65 
45.57 



5.64 
2.98 
5. 27 

52.94 
9.84 

13.42 
5. 25 
3.58 



32.06 
9.52 
7.74 
9.95 
15.3 
8.13 
2.25 
8.39 
11.01 
7.63 
8.08 
10.91 
82. 94 
27.42 
2.04 
14. 74 
13.24 
12.75 
53. 33 
8. 26 
14.76 
21.69 
21.5 
17.88 
10.44 
42.39 
8.98 
7.96 
8. 77 
13.6 
72 
49.84 
13.54 
10.98 
7.43 
12.36 
48.17 
9. 25 
13.29 
14.85 
19.22 
16. 26 
27.44 
17.99 
171.06 
13.93 

9.8 
14.76 
22. 27 
15.17 
54. 49 
43.71 
16.45 
14.72 
11.19 
16.69 
19. 76 
11.46 
12.58 
63. 69 

11.3 
17, 68 

9. 24 
10.06 



17.1 19.22 17.26 

9.52 4.14 4.36 

7.89 3.36 

5.98 2.48 

32.52 21.1 
5.52 



1.96 
4.34 
1.39 
1.22 



3.28 
6.37 
3.22 
2.09 



5.48 4.38 
6.02 3.13 

43.46 53.17 

20.69 14.13 19.17 

5.89 0.93 1.24 

12.39 9.94 11.42 

7.55 

6.46 3.08 3.75 

45.68 38.74 39.04 

6.01 2.72 4.74 
12.57 11.91 10.27 
12.86 12.08 
15.84 12.38 
14.04 10.65 

5.79 2.49 

23.25 19. 11 22.34 

7.02 5.17 5.22 
5.06 2.33 3.65 

7.49 5.36 5.46 
11.21 5.35 
79.36 45.65 56.22 
10.88 5.91 11.87 



9.62 
13.2 
8.26 
3.27 



6.29 
5.11 
5.58 
9.42 

36. 56 
9.6 

13.35 
6.19 
7.25 
7.12 

16.78 
9.67 



4.4 



6.3 



2.13 3.91 

2.25 5.97 

3.88 8.64 

39 37.32 

7.57 6.65 

8.47 12.93 

2.87 7.29 
3.74 

3.27 S.34 

13.7 10.05 
7.04 

139.58 136.44 144.08 



5.99 
5.01 
6.62 
9.25 
6. 36 

39.05 26.43 20.35 
20.28 16.78 21.16 



9.61 
13.86 

7.12 
12.06 



6.05 
4.44 

7.43 



9.08 
5. 59 
12.52 
9.15 
9. 49 
6.79 
5.83 



3.61 
3.27 
5.88 
10. 07 
7.02 
2.03 
3.54 



6.33 
1.46 
4.32 

38.83 38.29 31.92 
8.11 4.61 3.58 
9.96 
4.88 
3.24 



15.7 
8.2 
6.28 
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NT2RP2000863 
NT2RP2000880 
NT2RP2000892 
NT2RP2000894 
NT2RP2000903 
KT2RP20O09O8 
NT2RP2OO0910 
NT2RP2000931 
NT2RP2000932 
KT2RP20O0938 
HT2RP2000943 
NT2RP2000957 
NT2RP2000958 
HT2RP2000959 
NT2RP2000965 
NT2RP2000970 
HT2RP20O0973 
HT2RP200098S 
NT2RP2000987 
NT2RP2000997 
HT2RP2001024 
NT2RP2O01O28 
NT2RP2O01O36 
NT2RP2Q01039 



HT2RP20O1O44 111. IS 



HT2RP20Q10S6 
NT2RP2001OSS 
NT2RP2001067 
NT2RP2001070 
NT2RP2O01O8I 
NT2RP2001087 
NT2RP2001094 
NT2RP20011I9 
NT2RP2001127 
KT2RP2001133 
HT2RP2001137 
NT2RP2001142 
NT2RP2001149 
NT2RP2001168 
HT2RP2001173 
NT2RP200I174 
NT2RP2001184 
NT2RP2001196 
NT2RP20012CO 
HT2RP2001218 
HT2RP2001223 



MT2RP2001226 295.34 



MT2RP2001227 
NT2RP2001232 
NT2RP2001233 
NT2RP2001245 
NT2RP200124S 
NT2RP20012S8 
NT2RP200T270 
NT2RP2001276 
NT2RP2001277 
M2RP20012M 
NT2RP2001295 
NT2RP2001297 
NT2RP2001301 
NT2RP200I312 
HT2RP2O01327 
KT2RP2001328 
MT2RP2001341 



9.23 
6.89 
6.48 
6.84 

14. 72 
7.83 
7.08 

17.23 
4.85 

32.12 
6.65 
8.82 
5.64 

11.75 
4.05 

58.85 
5.19 
3.85 

39.38 
9.33 

12.74 

38.71 

10.56 

29.77 



16.47 
12.87 
18.27 
4.55 
11.96 
65.9 
12.2 
4.16 
11.36 
5.67 
49.8 
5.27 
6.92 
6.12 
4:74 
44.63 
7.2 
188. 27 
5.84 
12.41 
10.09 



2.37 9.61 

4.15 10.09 

7.22 M.47 
8.43 12.75 

12.47 10.22 

5.78 8.49 
7.41 

16.66 19.14 

5.4 12.51 

38.62 41.75 

4.28 8.98 

7.9 11.5 

6.03 15.9 

9.04 10.68 
2. 66 
65. 2 74.74 
3.92 9.39 
2.51 4.33 

36.27 32.68 

8.58 

7.92 18.67 

37.69 41.88 

11.08 9.13 

24.74 30.19 

103.9 116.83 

11.38 12.03 
18.54 21.09 
13.06 19.79 

6.03 7.25 

15.94 13.97 

61.9 76.08 

8.99 11.02 

4.58 7.07 
13.12 

4.14 5.86 

41.1 45.81 

5. S3 5.06 

5.61 5.45 

7.49 5.66 

3.23 8.28 

21.39 37.72 
4.99 10.33 

171.63 278.21 

6.42 11.03 

10.49 14.66 

12.26 12.04 

151. 71 253.15 

9.83 15.24 

9.05 13.72 
11.64 26.2 
30.76 56.72 

5.92 8.66 

63.92 101.42 

12.74 14.24 



9.29 
6.25 
17.2 
42.01 
5.12 
76.86 
10. 64 
23.31 
24.91 
8.95 
14.82 
8.15 
47.34 
8.43 
20.88 
10.32 

3499. 3 2809. 3 4099. 1 



16.76 
10.73 
7.82 



3. 59 
5.61 
7.06 
3.5 
3.31 
11.03 
2.98 



3.81 
2.43 
3.84 
0.94 
40.74 92.64 



12.6 

8.75 
-6.68 
7.7 

6.37 

S.67 

9.95 

9.83 

5.58 
20.34 

6.63 

5.58 

6.17 

6.59 

5.91 
64.15 

8.06 

4.79 
33.06 

9.72 

6.22 
33.98 
9.7 
17.85 
65.77 

9.34 
9.6 

9.25 

6.14 

8.19 

39.7 
14.61 
10.85 
16.08 
10.97 
39.26 
5.3 
13.36 

8. 34 

7.11 
44.99 

8.93 
277.29 

6.08 
10.34 
13.71 
264. 52 
10.83 

6.11 
12.06 
22.72 

6.91 

88.4 
12.74 
21.15 
16.47 

8.48 

8.28 

9.36 
42.51 

7.43 
16.53 
9.2 

1364.9 1644.2 898. 17 



10.72 
1.59 
4.34 
6.13 



6. 27 
6.85 5.09 
2.4 3.67 
18.88 46.31 



6.96 



5. 52 
7.23 
9.77 
155.79 205.35 
5.91 8.02 



9.52 
8.02 



5. 73 
4.48 
4.92 



2.95 
3.32 
2.63 
6.32 
6.3 
5.51 
6.74 
5.66 
2.51 

28.05 
2.39 
2.18 
1.92 
4.69 
2.34 

72.54 
3.01 
1.82 

33.61 
9.63 
4.96 

34.47 
6.06 

20.42 
30.2 

12.51 
6.23 
-5.5 
3.37 
5.58 

38.08 

11.02 
4.12 
5. 38 
8.68 

25.21 
2.41 
6.19 
5.44 
4.61 

52.67 
4.88 
310.45 
4.06 
9.11 

10.94 
225. 76 
6.71 



7.64 
2.13 
3.41 
4.12 
1.9 



6. 36 
13.37 

3.48 

24. 64 29. 99 

2.3 2.44 

2.83 

2.25 

3. 69 5. 66 

1.56 2.95 

97.39 89.84 

9. 76 7. 5 

2.45 2.12 

26.04 27.01 

9.44 11.63 

3.99 3.75 

25.69 33.62 

3.75 3.17 

28.95 23.24 

74.24 42.92 

8.41 8.95 

6. 54 8. 28 

6.23 8.66 

2.83 1.95 

4.15 6.83 

21.24 22.36 

11.03 11.05 



3.63 
7.85 
4.41 
45. 63 
3.56 
4.78 
4. 63 
6. 54 



3.0 
8.66 
29.15 
3.64 
72.85 
10.68 
14.57 
22.15 
5.82 
S.33 
4.17 
33.81 
6.81 
11.1 
4.44 
1201.7 



53.94 56.67 
4.86 

339.15 334.54 

2.49 4.45 

8. 8 8. 23 

7.86 9.72 

302.68 279.91 

6. 54 8. 43 



5. 35 

8. 69 
30.96 

7.01 

73. 18 77.59 

9.82 10.94 

16.7 14.66 
25.09 49.12 

9.63 10.81 

6.4 4.82 
4.98 

29.8 26.52 
4.46 4.32 

20. 64 9. 65 

5.56 7.15 

2570.4 2392 
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NT2RP20Q1347 
NT2RP200136S 
NT2RP2Q0-1378 
NT2RP2001381 
NT2RP20O1 388 
NT2RP20O1391 
NT2RP2001392 
NT2RP2001 394 
NT2RP2001397 
«T2RP2001400 
NT2RPZ001408 
NT2RP200I420 
NT2RP2001423 
ITT2RP2001427 
NT2RP2001428 
NT2RP2001436 
NT2RP200I440 
MT2RP200J445 
NT2RP200I449 
NT2RP2001450 
HT2RP2001467 
NT2RP2001469 
KT2RP2001480 
NT2RP2001495 
NT2RP2001499 
HT2RP2001SO6 
NT2RP20015O8 
NT2RP20015U 
NT2RP2001S14 
NT2RP2001520 
KT2RP2001526 
NT2RP2001529 
NT2RP2001536 
NT2RP2001538 
NT2RP2001547 
NT2RP2Q01560 
NT2RP2001562 
ST2RP2001566 
NT2RP2001569 
NT2RP2001576 
NT2RP200158I 
KT2RP2001597 
NT2RP2001601 
NT2RP2001613 
HT2RP2001628 
NT2RP2001834 
NT2RP200163S 
NT2RP2001660 
HT2RP2001662 
NT2RP2O01663 
KT2RP2O01672 
NT2RP2001875 
KT2RP2001677 
KT2RP2O01678 
HT2RP2O01683 
HT2RP2O01699 
HT2RP2001707 
MT2RP2O0172O 
NT2RP2001721 
NT2RP2001740 
IIT2RP2O01748 
HT2RP2O017S5 
NT2RP2001762 
KT2RP2001768 



539.84 
38.71 
8.65 
20.33 
23.09 
19.47 
8.22 
9 

5.52 
33.05 
22.02 
13.99 
138.22 
11.99 
11.05 
28.98 
21.88 
9 

28.07 
20.8 
77.4 1 
12.38 
18.58 
5.39 
31.27 



8.2 
8.17 
15.63 
18.98 
14.16 
8.11 
9.99 
11.5 
17.39 
14.26 
25.02 
129.89 
20.4 
17.49 
378.46 
8.29 
20.46 
4.72 
20.18 
27.92 
141.98 
102.28 
6.83 
7.51 
18.83 



514.01 628.74 

33.77 43.04 

6.18 If; 14 

22.01 25. 11 

21.55 19.16 

21.48 20.82 

2.39 9.23 

9.52 18.06 

4.95 15.76 

35.87 41.2 

23. 86 22. 82 

18.37 19.98 

161.12 169.36 

17.22 16.25 



19.01 
14.04 
8.01 
9.18 
16.82 



565.74 422.96 

29.42 28.24 

10.82 6.77 

15 9.62 

14.87 11.09 

19.07 15.36 

6.23 2.48 

7.33 4.64 

7.71 3.52 

15.06 15.67 

11.45 12.19 

12.59 10.04 

120.84 1 40.16 

9. 35 7.9 

11.13 3.4 
22.78 25.35 
14.71 9.47 
10.91 10.54 
25.02 19.29 
18.17 18.42 

41.14 94.21 

9.61 8.91 
14.68 6.35 

6.62 3.39 
29. 35 33.83 

9. 25 7. 24 



495.32 585.14 

18.19 26.65 

3. 49 4. 36 

6.87 12.31 

20 18.4 

15.83 12.93 



6.7 3.51 



6.47 
10. 57 
10.74 



6. 18 
3.98 
8. 09 
11.79 
5.34 
7.58 
$.56 
8.02 
7. 07 



15.42 32.18 
178.91 114.02 
22.7 22.23 



9.3 



13 



10. C 
98. 93 
36.15 
6.77 
8.16 
33.41 
64.22 
6.3 
8. 56 
4.42 
7.43 



416.73 382. 
5.75 7.26 

20.27 25.19 
7.04 

16.77 22. 18 
47.45 35.98 

137.52 151.45 

119.36 140.87 
9.61 11.14 
11.75 9.95 
22.14 
8.87 8.92 

103.45 119.49 
36. 2 44. 
3.9 7.75 



6.41 
34.55 
76.89 
15.07 
8.68 
4. 43 
5.23 



8. 28 
11.75 
13.03 
12.98 

7.67 

9.74 

6.82 
10.84 
11.53 

22.03 11.09 

47.3 49.96 

13.8 17.88 

11.25 8.35 

192.76 196.04 

4. 54 4. 2S 

14.18 13.5 

7.61 3.83 

15.58 7.6 

27.8 15.26 

151.4 116.43 

48.03 51.07 

6. 86 4. 73 

6.41 3.17 

10.64 6.34 

7.97 6.41 

195.62 102.44 

18.8 7.95 

5.48 4.72 

7. 22 8. 68 

25. 33 18.3 

34.74 42.49 

6.61 1.99 

6.1 3.13 

6.06 1.37 

7.86 2.49 



9.1 
3. OS 
17.6 
4. 11 
3.48 
5.65 
2.31 
3.08 
10. 59 
10.02 
8.28 
3.77 
3.49 
7.18 
7.21 
4. 68 
26.81 
55. 77 
10.54 
11.5 
131.77 
3.06 
11.94 
2. 93 
10.65 
22.85 
136. 78 
39.15 
5.02 
2.8 
6.91 
4.67 
134.62 
13.41 
5.02 
5.49 
17.93 
31-73 
2.37 
5.08 
4.5 
4. 84 



10.98 11.38 

9.18 10.79 

142.58 124.54 
7.44 
3.33 

15.23 .... 

15.85 24.15 

8.66 8.73 

14.58 19.57 

15.67 22. 32 

46.82 38.8 

5.16 



6.11 
6.84 
27.9 



6.53 11.37 

2.02 2.99 

16.09 21.38 

3. 34 2. 96 

10.19 10.43 

4:43 6.31 

2.13 3.46 

5.09 4.32 

5.68 10.57 



6.2 
7. 74 



5. 66 
9.2 
4.21 



4.05 
6.87 
8.92 

7.24 .... 

24.28 25.39 

33.67 55.78 

10.57 16.71 

4. 54 4. 57 

252. 12 219.45 

3. 72 3. 99 

11.98 13.91 

4.15 1.66 

10.91 15.44 

18.57 20.69 

154.6 188.28 

80.45 80.81 
7. 16 



429. Bi- 
ll. 17 
4.96 
12. S 
14.87 
10. 03 
3. 72 
7.88 
3.74 
5. 55 
13.8 
13.16 
152.09 
3.28 
8.32 
27. 44 
14.86 
7.21 
13. 99 
18.66 
29.18 
4.91 
10.31 
3.13 
15.2 
2.75 
10.1 
7. 52 
3.84 
4.95 
11.64 
8. 57 
11.72 
2.56 
4.33 
4.21 
10.24 



4.39 
9. 72 
9.59 
102. 34 
6.7 
3.35 
4.59 



4.7 
6.83 
5.34 
95.16 
9.44 
4.21 
6.11 
32.85 38.18 
26.06 24.24 
4.7 3.94 
4.74 3.64 
3.19 3.5 
3.03 5.68 



72.18 
15 
3.83 
367.42 « 
3.96 

12.32 > 
3.09 

14. 53 

20.06 

148.8 

83.65 ■■ 
5.29 
4.26 
7.68 : 
9. 32 

65.68 

13.11 
3.45 
S.89 
33.9 

41.05 
2.45 
4.01 
2.83 
3.45 
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NT2RP2O01769 
MT2RP2001784 
NT2RP2D01805 
KT2RP2O01813 
NT2RP2001817 
NT2RP2O01818 
NT2RP2O01837 
NT2RP2001839 
NT2RP2001861 
NT2RP2001869 
NT2RP20Q1878 
NT2RP2001878 
NT2RP2001881 
NT2RP2001883 
NT2RP2001884 
XT2RP2001885 
NT2RP20Q18S8 
NT2RP2001900 
IUT2RP2001903 
NT2RP200190? 
NT2RP2001915 
NT2RP2001921 
NT2RP2001926 
NT2RP2001933 
NT2RP2001936 
NT2RP2001943 
NT2RP2001946 
HT2RP2001947 
MT2RP200195S 
NT2RP2001969 
NT2RP2001976 
NT2RP2001S78 
NT2RP2001985 
NT2RP2O01991 
NT2RP20Q1997 
NT2RP2OO2015 
NT2RP2002017 
KT2RP2OO202S 
NT2RP2002030 
HT2RP2002Q32 
NT2RP2002033 
NT2RP2002041 
NT2RP2002046 
NT2RP20O2O47 
XT2RP2O02O5O 
NT2RP2002052 
DT2RP2002058 
NT2RP20O2O60 
NT2RP20O2063 
NT2RP2002066 
NT2RP2002070 
KT2RP2002076 
NT2RP20O2078 
KT2RP2002079 
NT2RP2002099 
NT2RP20O21OS 
KT2RP2002115 
*T2RP20O2124 
NT2RP20O2137 
NT2RP2002139 
KT2RP20021S4 



74.25 
6.1 
18.64 
12.2 
50.4 
7.27 
24.91 
16.58 
19.37 
8.35 
52.07 
10.64 
11.51 
15. 67 
1443.8 
86.63 
13. 46 
20.73 
11.05 
9.79 
17.49 
13.67 
34.47 
36.39 
11.42 
14.71 
20. 64 
6. 28 
21.67 
201.65 
4.33 
14.35 
13.77 
37.12 
13.99 
3.95 
14. 92 
39.84 
28. 92 
41.77 
7.84 
63.15 
19. 79 
15. 96 
6.47 
16.16 
10.7 
7.22 
27.7 
14.12 
47.82 
50.79 
3.82 
13.68 
11.59 
15.09 
15.39 
59.86 
8.42 
93.62 
6.04 
16.04 
26.05 
13.73 



64.35 76.05 

6.64 9.79 

23.08 23. 59 

15.41 15.49 

58.09 53.81 
4.11 3.7 

17.75 31.06 

14.52 27. 11 
18.6 26.95 
8.88 14.85 
48.1 60.43 

8.11 16.99 
12.01 17.12 

6.93 

767. 12 607.01 

81.18 119.19 

6.9 14.73 

14.58 24. 6$ 

14.47 16.38 

12.89 12.82 

19.44 20.82 
9.05 20.66 
22.9 35.27 

16.3 35.12 
9.59 15.71 

11.45 18.53 

20.42 25.84 

10.5 8.57 

10.17 24.79 
149.79 301.42 

7.95 17.7 

12.6 20.91 

15.22 14.24 
36.77 50.48 
12.07 14.92 

7.2 5.18 

13.42 18.23 

48.8 68.43 

28.65 40.93 

39.39 41.34 
6.18 

38.11 58.94 

18.39 22.62 

12.18 14.55 

7. 96 8. 94 
10.25 17.67 

8.12 13.82 
6.32 13.2! 

19.33 21 

10.25 16.69 

69. 53 26. 7 
54.44 56.91 

6.23 12.24 

8.15 17.98 

12.19 18.2 

12.54 15.38 

14.23 22.91 

56.27 77.47 
8.75 8.28 

131.25 91.96 

5.02 12.4 

17.28 22.84 
32. 14 34.35 

14.4 21.2 



49.19 

6.92 
18.75 

8. 83 
41.79 

5.91 
23.35 
17.12 
11.83 

9.01 
41.55 

8.71 
11.39 
18.32 
701.8 
86.34 

6.96 
18.79 
12.77 

8.11 
11.45 
11.35 
22. 68 
23.35 

9. 32 

11.8 

8.64 

7.88 
16.61 
176.35 

7. 78 
12.02 

9. 55 
37.16 
11.27 

7.51 
7.3 



31.44 
7.44 
48.43 
13.61 
9.42 
7.07 
10.56 
9.12 
7.18 
16.06 
11.69 
25.88 
34.7 
6.03 
9.69 
8.81 
10.34 
11.04 
56.59 
6.56 
52.77 
5.24 
17 



51.48 
5.74 
15.28 
4.21 
32.65 
1.54 
23.21 
15.87 
7.45 
6.82 
38.63 
6.81 
8.77 
7. 55 
366.77 
68. 67 
6.72 
8.43 
7.63 
6.3 
7.41 
6.61 
13.7 
20.81 
7.07 
23.77 
12.56 
5.98 
12.12 
143.62 
4.49 
5.57 
5.93 
44.84 
12.08 
4.61 
5.04 
35.2 
23.9 
32.7 
5.25 
54.38 
15.41 
12.66 
2.69 
6.94 
8.72 
3.78 
12.42 
8.3 
50.9 
35.7 
3.97 
6.98 
6.98 
7.26 
12.24 
47.35 
6.55 
52.45 
1.47 
10.94 
14.37 
14.86 



48.88 
5.64 
15.88 
6.14 
39.63 
5.15 
19.49 
19.03 
7.51 
4.27 
33.22 
6.18 
9.36 
11.74 
733.69 
72. 27 
3.84 
10.74 
7.86 
4.57 
6.04 
9.21 
11.83 
17.87 
4.58 
7.53 
9.33 

I. 91 
14.12 

157.42 
4.49 
5.03 
6.64 
28.4 
8.47 
2.96 
8.42 
30.44 
23.74 
25.79 
3.93 
37.99 
9.7 
9.04 
4. 33 
8. 28 
4.7 
3.46 
6.01 
5.49 
22.08 
26. 78 
4.06 
8.2 
5.14 
6.01 
9.95 
36.88 
3.48 
52.95 
5.98 

II. 7 
15.16 
10.72 



i 21.95 
' 4.19 
19.71 
! 9.66 

i 56.58 

> 6.18 
) 22.4 
t 15.93 
1 10.22 
! 4.2 
t 52.55 

> 6.36 
t 9.65 
» 12.05 

199.74 492.38 1929. 

80.49 93.38 87.15 
5.67 4.43 



16.1 
14.28 
7.33 
7.59 
10.48 



12.42 
10.79 
6.37 



8.12 
6.86 
5.24 
4.36 
16.82 19.29 
143.79 183.78 
2.81 5.46 
3. 1 3. 56 



12.5 
6.25 
6.85 
31.13 
36.7 



9.26 
1.22 
6.44 
3.71 
2.87 



0.81 
5.55 
5.57 



81.88 52.45 
2.02 3.26 



17.71 
12.43 
7.63 
6.62 
17.99 
26.9 
22.37 
62.46 
7.88 
7.54 
4.16 
13.33 
182. 57 
10.35 
4. 91 
5.47 
24.2 
12.19 
2.61 
8.43 
31.97 
30.22 
17.93 
2.72 
30.79 
17.54 
3.77 
2.62 
9.43 
3.23 
2.16 
15.58 
6.79 
13.2 
12.15 
3.09 
6.41 
5.75 
6.68 
11.06 
46.87 
3.68 
48.22 
3.03 
13.07 
16.28 
11.2 
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NT2RP20Q2188 
NT2RP2O02192 
HTZRP2002193 
NTZRP20022O8 
KT2RP2002219 
NT2RP2002231 
NT2RP2002232 
NT2RP2O02235 
NT2RP2O02239 
N72RP2O02252 
NT2RP2002256 
NT2RP2O02257 
NT2RP2002259 
NT2RP2002264 
NT2RP2002267 
HT2RP2002270 
NT2RP2O0228) 
NT2RP2O02288 
NT2RP2002292 
NT2RP2002299 
NT2RP2O02304 
NT2RP2O02312 
NT2RP2O02316 
KT2RP200232S 
HT2RP2002333 
HT2RP2O02371 
HT2RP2O02373 
NT2RP2002381 
NT2RP2002385 
NT2RP2002394 
NT2RP2002408 
NT2RP20024O9 
HT2RP2002424 
NT2RP2O02426 
HT2RP2002429 
BT2RP2002437 
NT2RP2002439 
NT2RP2002442 
NT2RP2002457 
NT2RP2002464 
NT2RP200247S 
NT2RP2002479 
NT2RP2002487 
NT2RP2002498 
NT2RP2002503 
NT2RP2002504 
NT2RP2002510 
NT2RP2002520 
NT2RP2002S27 
NT2RP2002533 
NT2RP2002S37 
KT2RP20O2542 
NT2RP20Q2546 
NT2RP2002549 
NT2RP2002S64 
NT2RP2002591 
NT2RP2002595 
KT2RPZ0026Q2 
NT2RP2002606 
HT2RP20C2609 



NT2RP200264S 



222.52 243.75 126. 54 
S6.5S 140.59 123.86 

9. 92 9. 33 5. 54 

24.07 21.97 25.87 

67.68 67.68 54.54 

7.62 8.91 9.95 

82.24 77.63 

28. 16 33. 42 30. 04 

46.02 63.63 67.29 

7. 05 9. 07 

27.97 26.83 27.09 

7.18 9.4 7.52 

18.53 13.43 11.26 

26.23 33.28 22.8 

32.17 30.65 32.28 

24.55 42.02 39.93 

77.89 96.13 97.81 

21. 39 25.5 23.80 

54.6 51.47 64.64 

38,27 50.42 61.77 

11.94 6.17 8.22 

27.46 21.25 33.99 

51. 29 40.93 55.81 

14.79 13.26 29.38 

37.71 73.03 60.93 
18.55 14.9 20.81 

7.7 6.37 4.6 

9.55 13.3 13.26 
0.45 2.78 2.19 

32.72 28.71 26.62 
6. 97 5. 52 5. 1 1 

7.51 



151.89 124.73 

61.74 74.83 

5. 64 8. 2 

14.79 10.85 

42.26 45.01 

5. 33 3.41 

78.38 94.62 

28.68 25.16 

21.58 16.63 

8.29 3.79 

15.84 11.06 

6.89 3.78 
24.93 14.6 

12.91 13.58 

23.04 23.01 

12.58 23.51 
150.54 78.9 



.73 64.57 
86 111.82 
4.38 
.... 14.39 
39.83 12.23 
3.43 

..... 53.25 
22.07 20.58 
25.15 34.54 
4.57 



7.43 
13.74 18.21 
31.08 22.01 



5.45 
8.15 

23.83 11.85 28.63 

4.21 2.48 10.06 

5.91 3.86 9.43 

14.04 9.04 19.39 

18.47 16.05 30.87 

4.38 4.25 7.68 

8.46 11.73 16.26 

12.42 14.56 14.54 

38.54 26.71 38.28 

10.58 It. 45 20.66 
35.82 27.78 43.7 
Z1.45 19.39 27.79 

36. 1 23.32 35.4 

13.17 14.75 23.11 

13.08 12.39 14.79 

68.44 80.08 

14.88 18.96 

14.96 11.64 16.89 

39.56 26.21 34.95 

42.59 28.9 37.43 
5.68 8 12.85 

54.53 55.87 75.68 

12.52 13.19 14.5 

11.6 17.33 13.31 

14 10.22 19.04 

11.85 9.77 15.54 

11.04 6.19 16.62 

6.88 6.19 9.33 



19.48 10.3 
10.44 3.85 
24.99 23.29 
26.92 27.74 
13.29 7.49 
25.88 22.98 
15.66 7.83 
3.79 
3.77 
t.81 
25 
2.85 
4.99 
4.22 
10.8 
3.95 
3.78 
21.32 
2.17 
1.82 
2.91 



4.9 

28.1 
6.31 
10.28 
14.47 
29.33 
6.82 
8.99 
30 
7.13 
6.08 
8.26 

26.73 13.63 
9.08 3.28 
11.78 4.98 
14.3 15.74 
36.97 25. 13 
9.47 10.7 



15.64 9.66 
10.43 8.76 
20.11 17.81 



8.04 

9.29 
7.99 



3 

11.47 
4.59 
14. 24 
12.04 
26.57 
8.23 
96.99 
14.18 
25.61 
12.83 
9.51 
27.25 
16.77 
7. 83 
32.97 
11.84 
4.83 
3.7 
3.5 
26.16 
4.31 
7.17 
10.67 
28.89 
4.26 
4.37 
18.74 
3.83 
4. 35 
3.02 
23.54 
4.87 
7.15 
13.48 
31.51 
9. 29 
21.7 
8.38 
20.27 
7.87 
8 

45. 75 
8.83 
6.03 

17.77 

25.24 
5.51 

46.71 
9.8 

14.55 
9.59 
5.01 
6.59 
4. 36 



26... 
5.56 
10.77 
9.7 
18.83 
20.01 
77.36 
19. 97 
33.57 
10.02 
5.62 
22.52 
8.08 
6.29 
22.31 
19.13 
4.84 
6.54 
0.24 
15.67 
2.1 
4.61 
7.29 
38.27 
5.54 
5.91 
18.69 
3.89 
4. 32 
6.2 
27.01 
3. 36 
5.71 
11.49 
31.04 
7 

29. 92 
14.06 
27.42 
8.62 
8.5 
49. 02 
6.06 
5.02 
18.21 
25 
5.35 
59.72 
13. 98 
tO. 05 
7.56 
3.35 
3.63 
3.64 



82.95 98.67 

74.79 70.77 

2.62 2.3 

13.9 16.1 

52.49 39.63 

5.73 5.85 

57.27 56.31 

21.22 23.01 
22.68 19.45 

3.45 2.91 

22.34 28.47 

4.76 6.16 

18.34 15.94 
17.76 13.48 

21. 9 22. 12 
17.31 

60.86 55.61 
22.13 17.3 
27.11 23.57 

9. 38 6. 36 

11.16 9.83 

32.61 25.31 

18.25 13.09 

6. 54 6. 53 

24.03 28.79 

18.46 16.7 
5.13 5.14 
4. 52 6. 36 
0.66 1.05 
15.8 20.33 
5. 36 5. 24 
5.21 4.74 

17.72 5.01 

34.35 51.45 

2.96 5.77 
5.66 

27.87 21.85 
4.18 
3.38 4.15 

7.3 8.31 

26.72 27.82 

7. 1 3. 51 

S. 33 8. 37 
11.5 

37.76 40.27 

7.64 9.65 

29. 43 28. 5 

12.04 8.59 

26.23 15.63 
7.96 
6. 59 7. 09 

39.47 37.92 
11.83 13.87 

9. 52 9. 5 
24.98 1 9.23 
30.71 25.2 

4.75 4.31 

54.59 54.85 

12.61 14.58 

12.64 13.06 

12.06 11.33 

5.97 7.64 

6.53 4.6 

5.54 3.29 
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103.78 
28. 24 
20.76 
13. 92 
19.25 
4.75 
14.53 
30.61 
7.23 
6.54 
48. 13 
9.71 
19.4 
23. 72 
63. S 
10. 52 
12. 15 
73.48 
92.25 
10.58 
21.98 
57. 56 
10.55 
13.01 
16.63 
7.61 
12.27 
13.78 
39.8 
68.2 



NT2RP2002673 
NT2RP2O02674 
NTZRP2Q02M6 
NT2RP2002688 
NT2RP2002S95 
NT2RP2002701 
NT2RP2002706 
NT2RP2002710 
NT2RP2O02721 
NT2RP2002727 
KT2RP2002734 
NT2RP2O02736 
NT2RP2002740 
NT2RP2002741 
KT2RP2002750 
NT2RP2O02752 
NT2RP2002753 
NT2RP200276O 
NT2RP2002769 
NT2RP2002778 
NT2RP2002791 
NT2RP20028QO 
NT2RP2OO2805 
NT2RP2002811 
NT2RP2002824 
NT2RP2002839 
NT2RP2002845 
KT2RP20028S7 
NT2RP2002862 
NT2RP2002880 
NT2RP2002S85 
KT2RP2002891 
NT2RP20029O7 
NT2RP2O02925 
NT2RP2002927 
NT2RP2002928 
NT2RP2002929 
NT2RP2002934 
NT2RP2002939 
NT2RP2002942 
NT2RP2002954 
NT2RP20O2959 
NT2RP2002974 
NT2RP2002976 
NT2RP2002979 
NT2RP2O0298O 
NT2RP200298S 
HT2RP20O2887 
NT2RP2002988 
NT2RP2O02993 
MT2RP2OO30O0 
NT2RP2003008 
NT2RP2O03020 
NT2RP2003032 
NT2RP2003034 
NT2RP2003042 
KT2RP2O03050 41.14 
KT2RP2O03O60 13.62 
NT2RP2003073 11.88 
NT2RP2003099 IS. 8 
KT2RP2003108 16.99 
NT2RP200311S 140.52 
NT2RP20O3117 8.58 
NT2RP2003121 15.37 



11.11 17.25 

81.4 101.38 

85.07 85.98 

7.74 8.45 

17.69 24.67 

44.66 67.26 

19.25 27.64 

13.43 18.61 

12.33 20.93 

6. 4 5. 94 

9.25 11.68 

16.15 14.57 

48.81 41.43 

S5.99 77.82 

7.46 15.43 



11.04 
14.93 
34. 38 
25.44 
16.49 
60. 99 
14.37 
11.9 
27.97 
33.37 
34.44 
56.79 
8.8 
103.6 
13.55 
30.07 
23.19 
20.38 
8.4 
16.62 
9.72 
7. 27 



100.12 86.59 

24.45 23.43 

31. 12 32.86 

27.52 36.47 

21,66 17.68 

9.59 8.76 

21.12 22.97 

12.06 10.53 

6.68 12.91 

39.77 34.47 
10. 73 6. 38 

8.02 

18.78 12.88 
10.19 16.94 

119.44 125.07 
4.12 

11.96 21.6 



70.07 
21.08 
23.26 
14. 56 
14. 75 
6.52 
9.32 



29.15 
9. 58 
11.87 
16.7 
39.1 
8. 58 
9.74 
101.02 
43.44 
8.8 
15.97 
27.41 
13.96 
12.19 
15.22 
5.9 
10.47 
14.65 
30.51 
51.13 
8.27 
9.04 
27.93 
6.22 
8.5 
19.82 
20.14 
18.19 
14.42 
63.29 
15.75 
7.3 
18.63 
41.03 
24. 79 
67.66 
6.06 
73. 66 
8.39 
20.82 
14.21 
30.65 
9. 59 
11.47 
7. 37 
7.34 
22.7 
6.73 
7. S3 
19. 36 
12.41 
149.82 
7.48 
10.75 



45.09 
20.78 
22.04 
10.69 

11.8 

3.02 
11.09 
19.35 

4.84 

7.44 
43.09 
7.4 

7.31 
12. 26 
24.44 
15.15 

6.82 
88.73 
97.23 

4.88 
10.79 
29. 24 
23.59 

7.67 
10.57 

4.06 

8.06 
30.41 
20. 27 
34.35 

7.08 

9. 22 
20.22 

5.24 
11.71 
17.04 

17.6 
13.85 

15.1 
72.69 
10.45 

8.01 
11.35 
19.52 
13.64 
61.62 

9.31 
56.64 

5.16 
20.33 
13.97 
18.58 

3.53 
10.11 
15.19 

5.07 
14. 89 
19.61 

3. 76 
10.86 

6.81 
106.25 

2.66 
8.2 



85.59 
16.49 
15.33 
8.28 
15.12 
5.45 
8.76 
13.67 
2.96 
4.24 
31.56 
9.48 
11.43 
14.24 
35.13 
3.88 
4.55 
62.2 
54.77 
4.14 
19.44 
35 
9.88 
8.64 
It. 14 
3.3 
5 

11.09 
24.76 
43.94 
4.47 
4.71 
19.34 
3. 39 
5 

17.08 
22. 45 
16.46 
11.79 
51.11 
11.22 
4.57 
13.46 
40.87 
25. S3 
49.88 
3.85 
94.83 
S. 67 
19.14 
11.57 
30.92 
4. 92 
7.97 
4.72 
3.54 
22.18 
3.28 
4.73 
16.96 
13.61 
154.27 
5.97 
9. 97 



92.44 

24.37 
8.73 

14.43 
11.5 
3.43 
5. 34 

11.45 
3.61 
4.98 

39. 87 
7.64 
6.19 



4.05 
8. 98 
38:77 
7.4 
7.15 
9.08 
9.77 
6.84 
9. 34 
25.07 
48.02 
4.01 
4. 88 
24.71 
2.57 
4.88 
11.05 
18.17 
17.37 
7.22 
69. 34 
8.24 
S.17 
21.06 
48.18 
28.21 
36.91 
4.83 
99.25 
6. 67 
25. 73 
16.09 
20.83 
4. 04 
7.7 
7.75 
6.69 
30. 79 
5.01 
2.61 
13.15 
6.41 
14$. 7 
6.92 
7.29 



85.88 91.14 

22.8 22.81 
8.68 8.13 

8.67 10.91 

15.77 21.62 
3.42 

11.12 9.16 

15.23 13.68 
3.96 1.62 
5.05 
34.2 33. 11 
7. 21 5.83 

11.24 13.39 
22.55 22.7 
36.29 30.98 

5.03 3.54 
8.44 4.88 

64.02 59.41 

14.78 19.89 
4.2 S.19 

15.96 17.2 

66.85 61.35 
7.75 



7.7 

9. 37 7. 94 

3.03 3.13 

S.96 4.06 

6.4S 5.36 

37.41 27.22 

65.53 66.61 
3. 85 3. 27 
7.24 

20. 15 30.92 

2. 53 2. 32 

3. 47 4. 87 

6.88 7.13 

27.25 31.67 

22.76 21.39 

8. 55 7.99 

65.39 67.68 

9.15 9.3S 

3. 69 3. 58 

14.1 16.2 

35.03 46.65 

33.42 38.67 
45.4 40.52 
5.06 6.03 

107.73 109.15 

7.13 6.64 

28.68 29.96 
13.68 

11.54 23.71 
6.43 6. 19 
9.72 7.64 
4.61 

5. 74 4. 38 

33.73 32.33 

3. 28 4.49 

3.98 5. 14 

11.19 10.41 

10.09 7.95 

152.43 149.71 

5.37 6.56 

7.74 8.S8 
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NT2RP2003125 148. 
NT2RP2003127 
NT2RP200W29 
NT2RP2003137 
NT2RP2003138 289. 
NT2RP2003146 
NT2RP2003148 
NT2RP2003150 
NT2RP2003157 
NT2RP2003158 
NT2RP20031S1 
NT2RP2003164 
NT2RP2003165 
HT2RP2003177 
NT2RP2003179 
NT2RP2003194 
NT2RP2003206 
NT2RP20O3210 
NT2RP2003227 
NT2RP2003228 
KT2RP200323Q 
NT2RP2003231 
ST2RP2003237 
NT2RP2003239 
NT2RP2003243 
NT2RP2003265 
NT2RP2003267 
NT2RP2003272 
NT2RP2003277 
NT2RP2O03280 
NT2RP2003286 
NT2RP2 003293 
NT2RP2003295 
NT2RP2003297 
NT2RP2003300 
KT2RP2003302 
NT2RP2003307 
NT2RP2003308 
NT2RP20033U 
NT2RP2003329 
NT2RP20Q3339 
NT2RP200334S 
NT2RP2M3347 
MT2RP2003367 
NT2RP2003369 
NT2RP2003383 
NT2RP2003390 
NT2RP2003391 
NT2RP2003393 
NT2RP2003394 
NT2RP2003401 
NT2RP2003403 
NT2RP2003433 
NT2RP2003445 
NT2RP2003446 
NT2RP2O03456 
KT2RP2003466 
NT2RP2003469 
NT2RP2003470 
NT2RP2003471 



HT2RP2003480 133. 
KT2RP2003495 



62 154.21 165.76 

8.19 13.35 12.24 

5.37 4.98 2.74 

9.57 8.81 8.47 

1. 53 193.02 256.72 

1.24 1.09 7.94 

4.25 16.47 

5.66 13.18 

4.11 8.05 

121 143.84 

10.19 13.16 

3. 69 5. 64 
6.52 



8.05 
10.24 
3.48 
154. 65 
7.49 
3. 55 
12.93 
20.41 
13.75 



16.52 

17.38 32.83 

8.83 17.7 

60.36 55.91 80.01 
4.24 
9.9 

13.08 17.16 19.16 

16.97 20.02 17.73 

8.37 4.38 11.24 

19.49 17.75 28.22 

7. 53 6. 29 14. 94 
14.69 12.62 

18.5 16.09 
4.16 3.24 

60. 51 57 
18.93 12.31 

51.75 42.05 60.1 

28.6 31.79 33.98 
5.27 5.54 

449.62 544.88 531.61 

31.05 28.41 29.77 
17.67 
4.36 
4. 34 



13.82 
21.39 
4.88 



16.92 
2.42 
4.27 
17. 52 
7.26 

29.64 20.85 41.04 

11.36 11.27 

44.06 51.39 68.66 

25.41 28.87 30.12 

8.25 20.81 

15.71 9.07 15.92 

28.62 21.24 

14.02 11.63 23.31 

5.02 4.43 

7.8 10.18 

17.88 10.78 13.47 

86 76.58 96.35 
(.44 
18.73 
8.13 



7.64 13.92 
10.94 17.55 
IS. 32 



14.58 16.09 17.24 

163.89 136.64 191.26 

$.44 3.7 5.03 

4.83 5.S5 5.49 

12.29 11-22 13.81 

45 297.88 151.87 

2.81 3.4 10.31 

5.25 3.3 9.47 

1.68 l.« 8.72 



5.03 
8.31 
5.53 
65.15 
11.02 
7.04 
10.68 
19.51 
6.83 
51.34 
6.81 
7.55 
9.3 
19.68 
9. 26 
19.04 
7.53 
13.64 
14.68 
3.11 
43.05 
15.62 
30.74 
27.16 
5.48 
480.84 
21.7 
9. 38 
5.32 
7.02 
14.93 
6.9 
22.79 
9.84 
63.28 
15.65 
7.75 
25.01 
8.89 
10. 33 
6. SI 
7.86 
5. 99 
85. 96 
7.26 
16.65 
4.56 
8. 15 
8.9 
7.76 
110.44 
4.74 
5.65 
11.17 
131.22 
5.19 
3.94 
4.41 



87.76 
4.08 

I. 83 
3.57 

144.9 
0.31 
5.56 
3.11 
2.9 

85.73 
5.25 
3.38 
S.8S 

10.51 
5.73 
60.6 
4.57 
5.04 
7.87 

23.22 
4.24 

13.83 
4.21 
7.63 

13.35 
1.7 

41.52 
7.25 

24.84 
26.4 
3. 75 
613.42 

14.01 

II. 73 
2.8 

4.29 
9.5 
4.51 
16.59 
10.72 
61.45 
24.89 
7.09 
12.88 
11.95 
7.37 
4.16 
4.63 
12.67 
75. 14 
3.17 
31.07 
2. 36 
5.02 
3.31 
9.78 
140.48 
2.3t 
3.19 
23.08 
166.23 
1.55 
2. IS 
2.46 



4.0 
5.3 

23. 38 
4. 38 
13.5 
4.44 
7. 59 

11.44 
1.76 

45. 26 
9.68 

22.69 

22.37 
3.02 
591.27 
19.1 
7.84 
1.56 
2.92 
10.4 
4.44 
15.7 
8.3 

41.92 
17.7 
4.08 

13. 97 

10.09 
5.29 
1.23 
3.15 
3.97 
69.1 



15. 94 
2.9 
3.19 
1.64 
4.68 
151.43 
1.35 
3.4 
8. 88 
117.7 
2.41 
2.35 
0.11 



202. 39 
7. 52 
2.73 
10.02 
108. 58 
1.86 
3.03 
5.08 
3.08 
71.82 
6.09 
7.46 
3.19 
22. 73 
6.82 
42. 59 
3.75 
4. 47 
8.36 
16.96 
5.34 
4.32 
2.72 
6.01 
13.72 
2.29 
62. 57 
9.71 
27.09 
7.26 
2.08 
492. 68 
19.18 
3.24 

2. 33 

3. 56 
16.58 

3. 22 
26.2 
6. 72 
35.03 
13.62 
5.16 
19.6 
4.71 
4.94 
2.19 
3.6 
3. 38 



170.18 181.03 
6.27 6.75 
2.54 2.23 
8.73 11.39 

156.98 150.94 
1.99 1.77 
3.24 3.73 



5.26 
7.18 
21.74 
13.09 



4.08 
$.65 
24.11 



5.12 
It. 3 
14.6 
2.88 
46.27 
5.82 



4.89 2.65 
29S. 17 642.99 
18.46 19.51 
6.26 



M.7 
2.64 
9. 34 
0. 77 
3. 72 
2.84 
6.41 

83.63 
2. 28 
4.42 
5.31 

104.84 
0.68 
2.44 
0.21 



4.53 
17.34 
9.11 
8.63 
1.48 
4.66 
4.48 
51.85 
2. 35 
7.02 
2.35 
4.71 
2.61 
4.94 

87.04 121.39 
1.42 1.62 
1.43 
3.9 2.98 
202.75 202.47 
1.49 0.7 
6.25 5.89 



5.37 
13.55 
10.13 
12.01 
2.28 
3. 53 
3.45 
55. 38 
2. 79 
7.98 
3.05 
5.83 
3.34 
6.61 



1442 



EP 1 074 617 A2 



NT2RP2O035O6 
NT2RP2003511 
NT2RP2003513 
NT2RP2003517 
NT2RP2 003522 
KT2RP2003525 
KT2RP20O3533 
NT2RP2003541 
NT2RP2003543 
NT2RP2003545 
NT2RP2003559 
NT2RP20O3564 
HT2RP2003565 
NT2RP20O3567 



NT2RP2003575 228.18 



NT2RP2003S7S 
NT2RP2003579 
NT2RP2003581 
NT2RP2003587 
NT2RP2003590 
NT2RP2003593 
NT2RP2003596 
NT2RP2003599 
NT2RP2003600 
NT2RP2003604 
NT2RP2O03629 
NT2RP2003630 
NT2RP2003643 
NT2RP2003855 
NT2RP2003664 
NT2RP2003668 
NT2RP2O03687 
NT2RP2003S91 
HT2RP2003702 
NT2RP2003704 
NT2RP2O037O6 
HT2RP2O03713 
NT2RP2003714 
NT2RP2003727 
NT2RP2O03737 
HT2RP2O03751 
NT2RP20Q3750 
NT2RP20037S4 
NT2RP2003769 
NT2RP2003770 
NT2RP2003777 
NT2RP2O03781 
NT2RP2003785 
MT2RP2003793 
NT2RP2003I0S 



HT2RP2003825 121.72 



KT2RP2003840 
KT2RP2003857 
NT2RP20038S9 
NT2RP2003871 
NT2RP20Q3876 
ITT2RP20O3878 
NT2RP2003885 
KT2RP2003898 
NT2RP2003902 
MT2RP2003912 
HT2RP2003931 
HT2RP20O394O 
HT28P20Q3950 



15.11 21.41 

3.9 4.S4 

4.48 4.09 

1.94 2.24 

5.52 8.11 

13.08 16.44 

167.21 169.95 

3.34 5.25 



7.31 
28.91 
30. 59 
3.5 

6.05 
49.61 



12.51 
6.35 
5.18 
5.23 
10.26 
30.36 
S.32 
23.27 
19.86 
5.88 
8.19 
4.6 
14. 26 
7. 62 
8.96 
5.83 
2.45 
2.86 
7. 99 
6.11 
7.36 
10. 55 
8.27 
13.72 
5.45 
4.58 
5.71 
4. 38 
20.81 
46.73 
15.17 
85.09 
11.62 
16.4 
22.61 



11.66 
12. 37 
19. 27 
24.21 
10. 53 
8. 32 
6.08 
16.47 
21.99 
35.16 
16.31 
26. 29 
10. 42 



6.9 
37 
37.42 
2.84 
9.75 
31.71 



422 264.34 
13.48 14.93 
14. 72 



8. 69 
5.74 



8.39 

4.31 

7.56 
26.83 

8.79 11.25 
13.17 

30.4 31.86 

9.89 



7.7 
3.1 
14.44 

6. 24 
13.57 
2.7 

2.75 

0.41 

4. 44 

9.87 

9.13 

5.71 

4.37 

9. SI 

5.17 

1.12 

(.37 

3.82 3.93 

10.06 18.65 

23.49 36.27 

10.4 16.63 

53.2 80.23 

18.04 20.61 

16.91 28.84 

30.87 30.72 

69.01 127.36 

9.2 14.49 

17.33 20. 12 

8.66 21.11 

21.74 19.35 

11.98 18.66 

». I 10. 32 

8. 46 6. 77 
22.78 20.73 
10.54 20.36 
73.65 32. 26 
15.84 40.63 
28.19 28.81 

7.47 13.08 



10.64 13.4 7.04 
8.42 
4. 53 
4.01 
4.61 
6.02 

95.54 157.31 
1.69 



1.64 
1.27 
3.87 



3.89 
5.83 
13.28 



4.81 
10.57 
18.05 

5.11 2.21 

8. 3 2. 97 

25.52 16.56 

79.35 234.74 

11.41 10.35 

5.77 5 

5.34 1.72 

4.85 1.48 

8.22 4.4 

16.89 17.04 

13.55 9.73 

8.05 27.81 
22.5 



5.4 

5.58 

4.67 
14.01 

7. 33 
11.23 

6.14 

4.63 

4. 29 

9. 77 

7.33 

6.95 

8.75 

8.63 

14.5 

7. 76 

4. 58 

7.16 

5.42 
16.88 

27. 58 17. 68 
9.4 5.35 
44.9 32.89 
13.78 15.2 
17.84 16.4 
19.98 15.24 
108.65 103.08 
9.94 6.01 



1.89 
3.54 
0. 47 
7.67 
2.44 
17.02 
1.92 
0. 64 
1.06 
1.89 
6. 55 
3. 88 
4.92 
2.38 
8.49 
3.42 
0.42 
2.44 
1.13 
9.37 



13.2 



12. 38 



12.54 
11.95 
19.02 

8.35 

5.72 
12.55 
16.69 
21.86 23.82 
t5.98 12.61 
19.73 11.64 

10.4 5.75 



25.1 
3.76 
4.33 
8.77 



1.26 
1.42 
7.38 
13.04 
2.76 
4.12 
16.12 
114.07 
7. 47 
3.85 
1.57 
2.81 
10.25 
17.86 
9.49 
6.94 
19.7 

I. 85 
2.51 

I. i 
9.12 

6.8 
7.98 
4.61 
2.77 
2.07 
6.56 
3.79 
3.8 
4.56 
6.34 
5.28 
3.25 
0.71 
3.6S 
2.52 
7.83 

15. 16 
5.3 
44.6 
6.96 
19.5 

17.95 
122.02 
4.99 
5.39 
8.25 

10. 67 

II. 05 
3.6 
2.2 

II. 94 
10.58 
12.49 
14.09 



4.15 
2.22 
2. 58 
1.81 
1.31 
6.04 
178.82 
1.11 
3. 96 
9 

17.81 
!.47 
3.13 
8.17 
248.45 
9.35 
5.14 
1.66 
2.91 
8.81 

10.43 
8.79 
3.86 

15. 99 
3.39 



1.55 



4.96 5.44 

6. 6 5. 02 

120.18 151.89 

0.78 0.47 



1.11 
4.62 

19.23 14.83 

399.29 319.2 



0.89 
3.12 
5. 02 



3.1 

1.43 
19.42 

2.97 

3.52 

2.43 

0.71 

1.69 

5.26 

6.43 

6.16 

5.34 

8.02 
4.4 

3.61 

2.16 

5.58 

3.39 

S. 73 
13.53 

5.51 
88. 34 

6.32 
8.6 
21.46 
106.86 1 

5.06 

3.92 

8.14 

5.81 

7.68 

4.02 

4.11 

7.99 

8.28 
13.87 
15.19 
20. 12 

6.83 



13.53 
3.16 
3.51 



2.76 
2. 87 
1.9 2.02 
10.04 13.07 
5.19 
3.83 
9.15 



2.35 
5. 52 
2.95 
3.16 
3.61 
5. 56 
3.92 
5.76 
1.87 
4.39 
1.74 
10.32 



8.41 
10. 36 
3.S5 
3.32 
8.27 



20.43 45.95 
28.2 22.66 
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NT2RP2O03952 
HT2RP2003968 
NT2RP2003976 
XT2RP2003981 
NT2RP2O03984 
NT2RP2Q0S986 
HT2RP2O03988 
NT2RP2O04O13 
HT2RP2004014 
NT2RP2004036 
NT2RP2004041 
NTZRP2004042 
NT2RP2004049 
NT2RP2004060 
NT2RP2O04066 
NT2RP2OO4069 
NT2RP2004076 
NT2RP2OO4O80 
NTZRP2004081 
NT2RP2004098 
NT2RP2OO4108 
NT2RP2004124 
NT2RP2004130 
NT2RPZ004133 
KT2RP2004141 
NT2RP2004142 
HT2RP20O4152 
KT2RP2004165 
NT2RP2004170 
NT2RP2004172 
NT2RP20O4176 
NT2RP2004179 
NT2RP2004187 
NT2RP2OO4190 
HT2RP20O4194 
MT2RP2004196 
NT2RP2004205 
HT2RP2004207 
NT2RP20O4226 
NT2RP20O4232 
NT2RP2004239 
NT2RP2004240 
NT2RP2004242 
NT2RP2004245 
HT2RP2004270 
MT2RP2O04300 
HT2RP2004304 
NT2RP2004313 
NT2RP2004316 
NT2RP2004321 
NT2RP2004336 
NT2RP2004339 
HT2RP2004347 



NT2RP2004366 
NT2RP2004373 
KT2RP20O437S 
NT2RP200438S 
KT2RP2004392 
H72RP2004396 
HT2RP2004399 



8.61 
14.45 
33.5 
10. 38 
21.86 
29.04 
17.98 
75.9 
12.05 
38.11 
15. 68 
10. 47 
50.08 
14.43 
9. 22 
13. 07 
7.23 
16.76 
12.13 
14.04 
15 
8.21 
14.54 
9.17 
13.91 
20.24 
12.94 
23.06 
14.84 
11.82 
16.04 
11.06 
10.62 
11.44 
34. 23 
30.83 
29.01 
8.99 
17.66 
9. 38 
9.12 
34.67 
IS. 64 
7. 49 
62.73 
12.51 
16.04 
5.32 
7.59 
11.35 
6. 56 
86.87 
9.56 

NT2RP2004364I 17.82 
NT2RP20043S5 16.43 
6.71 
12.26 
63.47 
11.31 
57.13 
13.42 
25.77 
10. 29 
N72RP20044D4 142.91 



6.4 
22.39 
36.02 
7.73 
17.33 
20. 99 
13.51 
66.49 
10.78 
34.32 
9.6 
6.9 
29.35 
11.83 
7.65 



8.97 
19.32 

9.06 
9.1 
13.48 

9.75 
16.18 

7.74 



20.1 

22.1 

8.43 
24.68 
11.88 

14.3 
13.08 
32.85 
39.33 
29.84 
13.88 
11.75 

7.39 
12.33 
45.84 
15.83 

8.21 
47.21 

8.53 
25.81 

5.55 
19.66 
10.01 

6.01 
54.65 
12.29 
15.18 
16.15 
10.58 
11.21 
77.52 
16.36 
31.73 
9.2 
19.74 

9.25 
126.47 



10. 47 
24.81 
32. H 
15. 47 
21.82 
42.5 
22.96 
68.74 
9.86 
48.47 
13.65 
14.24 
58.86 
19.24 
15.12 
19. 34 

8.94, 
21.22 f 
12.95 

18.6 
22.62 
17.19 
16.71 
14. 55 

8.65 
23.15 
28. 22 
27.11 
21.27 
19.13 
27.17 
18.99 
17.05 
11.65 
35.34 
27.33 
37.62 
16.49 
16.67 
12.33 
10.22 
33.56 
16.65 
10.79 
68.41 

13.1 
28.38 

8.05 
19.22 
12.72 

5.01 
64.97 
15.81 

19.5 

23.6 

9.59 

11.74 
81.72 
12.26 
43.78 

11.06 
26.11 

9.33 
123.47 



5. 99 
11.6 
28.15 
7.98 
17.29 
17.22 
15.07 
48.94 
7.34 
33.97 
12.24 
8.26 
54.03 
13.07 
7.14 
9.29 
6.15 
10.81 
7.67 
7.17 
10.06 
8.66 
14.93 
6.02 
9.25 
12.58 
13.04 
14.41 
11.56 
9. 78 
14.08 
6.12 
10.83 
11.65 
19.96 
12.84 
20.1 
8.05 
11.25 
6.45 
7.52 
20. 39 
14. 76 
7.33 
46.4 
8.54 
10.74 
4.79 
7.37 
6.18 
7.15 
50.21 
9.78 
11.98 
8. 67 
7.66 
7.26 
36.96 
9.91 
20.38 
9.69 
15. 91 



3.42 
25.12 
26.29 

3.66 



7.94 
4.89 
4.55 
6.21 
5.64 

10.54 
4.47 
5.97 
8. 99 

12.79 
8.19 
5.42 
6.86 

13.85 
3.68 
6.49 

16.98 

14.54 
5.98 
10.4 
7.02 
9.6 
7.37 
5.19 

18.64 
9. 29 
2.04 

33.04 



4.16 
1.74 
3.83 

27.02 
3.94 
7.62 
8.61 
3.53 
2.71 

16.48 
2.21 

16. 25 
3.89 

12.56 
4.17 

85.43 



3.14 
6.38 
22.25 
7.9 
7.7 
14.95 
10.14 
34.09 
5.32 
34.54 
6.29 
4.2 
47.08 
8.82 
3.37 
3.82 
2.62 
4.93 
5.2 
6.94 
6.99 
4.42 
10.38 
1.66 
4.12 
0.11 
7.85 
16.16 
12.52 



3.1! 4 

6.57 9.01 

25.49 23. 11 

3.93 9.3 

4.79 10.99 

20.31 27.16 

10.31 12.25 

28.41 25.31 

4.75 6.66 
23.89 26.94 

9.46 7.39 

3.12 8.29 

13.48 30.4 

6.25 9.01 

2.62 3.51 

4.85 6.14 

3. 55 3. 66 

7.71 6.49 

4. 76 5. 29 
5. 74 6. 96 

5.4 7.73 



5. 99 
15.16 
11.23 
15.74 
4.72 
5.13 
3.57 
3.55 
6.67 
9.76 
4.45 
45.75 
5.04 
6.86 
1.27 
2.63 
2.16 
3. 55 
70.75 
5.75 
12.3 
4.88 
5.17 
4.58 
21.89 
4.95 
19.24 
7.39 
15.11 
8.44 
109. 26 



6.32 
2.83 
2.87 



4.05 
14. 39 
18.45 

6.45 
18. 59 
19. 47 

15.8 
32.75 > 

7.06 « 
32.83 

4. 47 

6.46 
35.04 
6.7 

3.15 

4. 78 

4.01 

6.54 

3.41 

7.08 
10.17 

2.63 



2.68 

7.76 

8.66 

10:91 12.82 

7. 64 14. 97 

5.08 5.49 

15.42 21. 18 

3.12 4.46 
6.3 3.3 
14. 27 4. 91 

22.5 12.25 
10.98 13.1 

17.25 16.98 
8.6 7.78 



9.93 
6.49 
2.71 
14.35 
10. 22 
4. 33 



2.46 



3.4 2.3 

3.62 2. 37 
3.86 1.85 

73.53 111.22 

4.47 6.18 

9.63 35. 21 
6.23 5.81 
5.46 3.22 
3.35 3. 56 

34.46 29.81 

5. 82 4. 38 



16.27 
7. 43 
12.21 



10.86 
5. 67 
9.21 
7.31 
171.94 127.81 



10.1 i 

3.29 
13. 53 

3.04 

5.65 

8.09 
14.92 * 
14.08 4 
24.08 
25.16 

8.04 

8.98 

3.29 

4.81 

6.98 

4.95 
70.49 

7.79 
9.4 

2.35 

5.68 

4.34 f 

3.64 
98.32 

9.27 
13. 78 

4.59 

3.29 

4.51 ■ 
18.56 < 

4.02 
14.58 

7.76 
10.01 

9. 43 
174.94 
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NT2RP2004410 
NT2RP2004412 
NT2RP20044-14 
NT2RP2004425 
NT2RP2004447 
KT2RP20044S3 
NT2RP2004476 
NT2RP2004488 
NT2RP2004490 
NT2RP2004495 
HT2RP2004S12 
NT2RP2004523 
NT2RP2004524 
NT2RP2004536 
NT2RP2004S38 
NT2RP2004S48 
NT2RP2004551 
NT2RP2004556 
NT2RP2004568 
NT2RP2004580 
NT2RP20O4585 
NT2RP2004587 
NT2RP2004S94 
MT2RP2004800 
NT2RP20O4602 
MT2RP200460S 
HT2RP2004614 
NT2RP20O4648 
NT2RP20O465S 
NT2RP2004664 
NTZRP2004670 
NT2RP2004675 
NT2RP2004681 
NT2RP2004689 
NT2RP2004709 
UT2RP2004710 
NT2RP2004721 
NT2RP2004736 
NT2RP2004743 
NT2RP2OO4750 
MT2RP200475S 
MT2RP2004767 
NT2RP2004768 
NT2RP2004775 
NT2RP2004791 
ST2RP2004794 
NT2RP2004795 
NT2RP2004799 
KT2RP2004802 
KT2RP2004810 
NT2RP2004816 
NT2RP2004837 
NT2RP2004841 
ST2RP2004847 
NT2RP200486I 
NT2RP2004897 
KT2RP2004932 
NT2RP2004933 
JTF2RP2004S36 
NT2RP20O4951 
NT2RP2004959 
MT2RP200496J 



NT2RP2004966 



39. 53 85.74 

14.74 10.38 

8.26 7 

10.2 6.28 

7. 9 4. 2 

53.44 48.94 

18.45 12.59 

10.21 10.37 
6.88 9.48 

59.84 40.86 
17.42 8.07 
26.61 22.99 

21.22 18.85 
39.58 17.04 

145.51 113.79 

21.33 25.87 

8.55 11.05 

107.44 116.09 

25.54 15.99 

28.48 22.84 

104.19 75.97 

7.64 7.71 

9.49 13.7 

11.79 11.86 

16.85 24. 33 
282.85 252.35 

9.31 7.04 

12.5 37.87 
27.02 



12.3 
9.81 
22.26 
1.82 



5.34 26.14 

38.28 22.19 

23.78 32.4! 

16.3 9.83 
12.51 12.2 

18.86 18.19 

59.2 56. 12 

27.3 33.26 

16.81 19.28 

39.27 17.22 

10.4 6.35 
35.3 37.93 

54.46 52.25 

16.82 13.04 
16.76 14.17 
42.99 46.43 

18.3 18.68 

30.61 34.82 

55.01 32.88 

12.28 19.6 
56 45.24 

6.61 6.78 



8.06 

11.96 10.46 
6.78 7.42 
9.66 18.87 
8.57 7.11 
12.5 13.69 

15.97 14.64 
15.99 15.58 

6.94 8.72 



46.52 

20.72 
7. 21 
19.09 
15.6 

45.23 
23.94 
13.58 
11.96 
52.11 
18.38 
26.09 
29.36 
37.57 

134.59 
20. J 
18.95 

115.34 
32.04 
30.46 

102.59 
10.73 
13.53 
12.42 
21.89 

268.41 
11.06 
41.62 
41.28 
15.06 
9.6 
25. 45 
14. 89 
16.38 
35.75 
33.69 
18.51 
14.69 
16.11 
63.52 
34.09 
18. 07 
28.44 
15.81 
43.25 
59. 56 
16.28 
14.52 
41.16 
17.35 
43.2 
59.21 
17,04 
59.59 
10.74 
10.02 
13.81 
14.62 
21.72 
15. 72 
22. 18 
23.99 
20.13 
7. 55 



3.36 
2.9 
1.76 



39.11 
26.06 

7.75 

7. 43 

7.23 

51.07 39.96 

14.93 16.73 
8.53 5.46 

10.41 4.06 

47.08 29.44 

11.03 4.08 
20. 55 9. 56 
17.14 12.55 
26.29 26.05 
95.27 89.81 

16.6 11.36 

8.38 5.63 

100.64 83.01 

18.77 7.42 

23.04 12.01 
102.16 96.71 

6. 38 2. 94 

10.94 10.06 
9.8 6.39 

13.29 12.49 

181.43 249.55 

6.07 2.67 

14. 38 8. 31 

26.01 23.69 
9.64 6.17 
6.17 5.86 

19.55 10.99 

8.26 5.82 

16.38 9.9 

22.32 11.28 

19.19 16.47 

7.64 2.48 

12. 94 8. 12 
11.52 9.54 

47.6 43.74 

17.59 21.76 

14.61 10.15 

49.02 23.23 
7.59 3.37 

33. 95 20. 1 
37.23 24.39 
12.97 8.52 

9.03 7.47 

46.78 39.32 
9.03 6.57 

16.85 15.68 

31.78 19.92 

13.83 8.03 

31.54 30.59 

6. 21 Z. 52 
4.8 



8.17 
2.32 
4.39 
4.51 
24.66 
11.7 
7.65 
3.06 
39. 52 
6.19 
18.73 
10.77 
14.38 
81.41 
9.17 
4.59 
68.21 
18.63 
15.3 
82.97 
4.03 
5.96 
8. 89 
8.02 
245. 26 
4.48 
11.66 



9.34 

6.21 3.1 

10. 34 4. 39 

9.26 2.32 

6. 53 5. 09 

12.05 7.35 

13.9 10.21 

5.31 3.88 



13 
5. 52 
2.45 
11.73 
3.58 
10.44 
19.42 
14 
4.31 
6.27 
6.56 
38.38 
19.12 
10. 32 
30.46 
4.94 
16.04 
16.04 
3.96 
5.55 
30. 76 
4.19 

3. 
27.0 
5. 66 
31.44 
2.33 
3. 34 
6.48 
2.23 
7.29 
5.42 
6.63 
8.71 
9.93 
2.7 



7.1 
4.43 
38.74 
16.21 
8.97 
6.4 
53.9 
1.75 
12.96 
11.27 
14.91 
118.33 
14.62 
5.77 
138.61 
9.21 
24.34 
64.51 
2.08 
7. 18 
9.84 
12.27 
257.06 
3.52 
10.13 



23.23 25.45 
4. 91 6. 36 
5.47 
4.24 
6.17 



4.9 
2.65 
3. 26 
17.4 
S. 62 

10.84 
7. 33 

10.16 
3.84 
5. 93 
6.31 

59.22 

17.05 

11.83 

23.63 
1.86 
17.4 

14.21 
6.33 
2.73 

28. 53 
8.85 
5.7 

12.99 
4. 26 

43.02 
3.42 
2.33 
4.87 
3.41 
2.62 
3.11 
3.92 

10.28 
9.78 
4. 34 



5.14 
8.04 

19.02 ... 

16.49 14.59 

6.18 4.15 

5.15 3.37 

45.74 40.44 

5.77 3.87 

22.93 30.09 

10.59 14.51 

28.86 19.32 

103.7 132.33 
15.2 15 

5.04 6.54 

66. 34 73. 2 

19.06 44.48 

30.63 24.49 

65.78 63.06 

3.66 11.64 

7.17 14.25 

7.14 9.81 

7.59 7.04 

189.04 158.13 
3.61 6.4 

8.24 22.59 

10 13.87 

4. 39 2. 54 

4.14 2.42 

17 31.58 

7. 61 5. 68 

15.98 14.64 

20.31 16.27 



6.3 



21.44 
2.86 

10.36 6.34 

8.72 9.61 

63.07 62.81 

12.23 8.96 

8.67 9.96 

20.93 17.76 

3. 35 3.03 

29.11 27.1 

17.04 17.83 

6.26 8.64 

2.76 3.58 

29.92 38.26 

4.21 4.39 > 

11.84 0.57 

11.53 

5. 92 8. 44 

39.63 29.66 

5.23 3.33 



3.07 
3. 86 
1.97 
3.9 
6.13 
5.67 
8.72 
10.65 
2.81 



4. 66 
6 

1.54 
3.25 
4.04 
5.43 
8.04 
9.69 
2.89 
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NT2RP20O4967 
NT2RP20O4974 
NT2RP2004978 
HT2RP2004982 
NT2RP20O4985 
NT2RP2004999 
NT2RP2OQ500O 
NT2RP2005001 
NT2RP20Q5003 
NT2RP2005012 
HT2RP2005018 



NT2RP2O0502O 138.98 



18.8 

8.02 
14.12 

4.88 
209. 85 
16.04 

9.18 
18.08 
15.88 
40.61 

6.29 



NT2RP2005022 
NT2RP2005027 
NT2RP2005031 
NT2RP200S037 
NT2RP2005038 
NT2RP2005048 
NT2RP2005069 
KT2RP2005073 
NT2RP2005097 
NT2RP2005108 
NT2RP2005116 
NT2RP2005J26 
NT2RP2O05135 
NT2RP2005139 
NT2RP2005140 
KT2RP2005144 
HT2RP2005147 
KT2RP2005148 
NT2RP2005159 
NT2RP200S16Z 
NT2RP2005163 
NT2RP2005168 
NT2RP2005181 
NT2RP2005204 
NT2RP2005219 
HT2RP2005227 
NT2RP2005237 
NT2SP2005239 
NT2RP2005247 
KT2RP2005254 
HT2RP20O527O 
NT2RP2005276 
NT2RP2005287 
NT2RP2005288 



NT2RP2005315 



8.77 
53.46 
6.85 
16.82 
6.96 
39.21 
79.3 
67.78 
10.25 
13.57 
11.75 
21.43 
10.21 
4.47 
10.93 
13.73 
22.69 
19.34 
9.52 
14.54 
25.5 
10.58 
4.05 
14.87 
24.24 
12.24 
103. 35 
4.86 
22.45 
36.5 
25.5 
40.6 
16.9 
6.35 
19.76 
9.79 
15.84 
33.55 
54.2 
20. 36 
12.61 
6.04 
7.59 
41.58 
43.39 
11.79 
29. 24 
8.87 
18.88 
7.79 
14.03 
22.13 



14.08 15.99 

8.78 7.74 

27.31 13.7 
6.54 10.22 

195.75 21 5-. 75 

12.97 26.42 

10.25 11.07 
20.79 40.06 

14.42 15.05 
57.66 43.61 

10.32 12.32 
109.02 105.29 

8.01 12.34 

62.9 53.33 

8.81 9.58 

18.46 19.47 
8.98 

28.46 29.89 

47. 14 64.37 

54.66 62.54 

7.51 14.59 

11.63 13.11 
10.87 12.14 
28.84 28.25 
11.92 11.29 

5.9 6.41 

7.52 7.44 
10.54 13.89 

15.06 21.74 

14.98 12.3 
7.06 9.83 
12.5 16.3! 

37.52 33.86 

6.62 14.16 

2.99 8.75 

10.24 20.73 

19.15 32.19 

9.75 17.91 

89.54 103.29 

6. 22 9. 52 

26.0! 32.27 

15.86 25.1 

13.2! 29.5 

21.43 40.17 
10.22 25. 14 

8.09 8. 85 

15.26 21.43 

11.07 10.95 
2! 21.65 

31.7 65.28 

44 55.99 

12.98 27.96 

22.98 14.15 
8.8 10.4! 

13.3 8.99 

40.59 43.7 

32.77 43.03 

10 18.74 

21.46 29.8 

18.64 25.48 
11.72 17.99 

10.99 12.03 
13.17 13.95 
23.63 29.77 



Table 433 
13.12 6.04 9.98 
5.74 3.27 3.73 
11.96 4.65 6.79 
4.28 1.48 0.85 
166.58 153.94 208.4! 
17.44 8.41 10.32 
6.99 2.87 3.26 
15.62 It. 69 13.08 
11.32 5.53 6.52 
20.05 1!.76 
7.2 3.34 
59.61 
7.74 
50.24 
4.02 
4. 36 
2.46 

31.24 22.2! 
36.64 18.08 
70.16 48.08 
6.49 1.21 
5.69 
4.17 
6.B9 
3.02 
3.02 
3.55 
4.49 
5.61 
7.5 



97. 72 
8.19 

58. 43 
5.73 
6.47 



6. 87 
10. 24 
14. 77 
12.06 
5.94 
7. 58 
8.29 
11.07 
16.32 
13.34 
14.53 



5.14 
7.94 



6. 74 

15.12 
26.01 
17.67 



9.46 
5. 44 
7.83 
11.36 
14.47 
7.92 
8 

18.66 
4.43 
1.29 



2.11 

7.06 10.51 

12.29 15.28 
5.27 7.45 

128.64 70.44 96.83 
8.57 2.23 3.55 

32.43 14.24 19.04 

17.04 11.36 15.24 

13.51 9.93 13.53 

20.18 14.43 16.86 
13.6 9.12 7.29 
7.!8 3.2 3.43 

14.2 10.57 10.92 
8.57 5.47 3.14 

20.97 8.72 12.4 

25.82 25.53 26.43 

38.68 30.92 29.07 
!1.35 7.87 
9.9 5.77 

6.82 3.18 

7.33 4.35 

31.3 21.57 
61.06 32.41 

6.71 
9.12 
9.76 

7.52 10.75 
5.76 6.4 

13.3 12.37 



11.0! 
11.99 
15.21 
12.44 
9.14 
13.78 



9.01 
8.7 

3.7! 

4.03 
29.41 
50.49 

7.24 

7.48 



16.49 17.86 16.5 



11.43 12.91 

5.44 2.35 

4.16 9.57 

1.99 1 

198.37 224.84 

9.65 18.31 

5.46 4.95 

12.25 15.19 

11.83 11.19 

21.02 13.16 

3. 54 5. 22 

117.66 175.16 

4.96 7.16 

33.74 38. 11 

3.46 3.48 

2.65 3.66 

4.34 2.45 

32.34 46. 11 

23.96 33.08 

55.95 55.76 
3.75 



6. 56 
5.88 
5. 68 
7.72 
4.52 
4.22 
3.98 
5.53 13.64 
18:68 18.99 
4. 36 3. 56 
8. 72 9. 34 
24.95 23.28 
4.83 6.74 



5.31 
7.43 
7. 77 
9.29 
4. IE 
3 

1.84 



9.85 
2. 
4.35 
1.83 
192.82 
9.11 
3.42 
13.27 
8.75 
20.53 
4.18 
138.64 
9.74 
31.82 
3.14 
6.14 
1. 5 
37.29 
29.72 
57.19 
2. 35 
5.73 
6.2 
5.93 
6. 92 
4.09 
2.26 
2.4 
8.82 



1.74 
11.01 
21.03 
11.51 



3.19 
6.88 
18. 69 
12.06 



81.16 75.94 

3.5 4.0! 

34.79 31.96 

S.51 13.65 

11.24 14.21 

10.58 8.43 

8.33 9.76 

4. 54 4. 39 

15.53 14.93 

6.98 5.79 

13.48 9.2! 

14.38 22.11 

18.94 27.07 

10.99 )3.9 

7.81 10.19 

4.76 3.86 



4.9 
26.2 
63.9 
3.72 
6.73 
4.05 

12.61 
4.56 

11.42 



3.27 
24.6 
54.2 
6.21 
9.68 
7. 34 
18.43 
6.12 
9.28 



24 
6. 05 
7. 02 
21.32 
4. 36 
2.03 
10.24 
23.06 
11.25 
83.42 
4. 35 
33.52 
13.69 
22.67 
8. 36 
8.8 
3.3 
15.73 
5.74 
11.44 
31. 
30.65 
14.17 
10.12 
3.88 
3.77 
22.64 
58.54 
9.76 
15.33 
6. 04 
12.16 
6.26 
10.02 
23. 95 
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NT2RP2005429 
NT2RP200S436 
NT2RP2005441 
NT2RP2005442 
NT2RP2005444 
NT2RP2005453 
NT2RP200S457 
NT2RP2005458 
NT2RP2005463 
NT2RP20O5454 
NT2RP20O5465 
NT2RP2005472 
NT2RP200S476 
NT2RP2005490 
NT2RP2005491 
NT2RP200S495 
N72RP2005496 
NTZRP200549S 
KT2RP20O5SO1 
NT2RP20O55O6 
NT2RP2005509 
NT2RP2005514 
NT2RP2005520 
NT2RP2005525 
NT2RP20O553] 
NT2RP200553S 
NT2RP2005539 
NT2RP2005540 
MT2RP2005541 
HT2RP2005549 
NT2RP2005555 
NT2RP2005557 
NT2RP2005581 
NT2RP2O05586 
NT2RP2005597 
NT2RP200S6OO 
NT2RP2005605 
NT2RP200S614 
NT2RP20O562O 
HT2RP20O5622 
NT2RP2005632 
NT2RP2005635 
HT2RP2005637 



20.77 
21.72 
12.34 
100.99 
44. 56 
6.3 
65. 08 
19.63 
26.71 
28.8 
8.44 
156.47 
18.49 
38.19 
79.97 
8.67 
40.82 
14.64 
15.01 
386.48 
12.93 
15.12 
125. 7T 
11.61 
6.49 
28.78 
7.33 
16.33 
14.69 
11.12 
16.74 
15.1 
28.08 
16.13 
6.89 
10.61 
53.68 
9. 49 
17.66 
16.16 
24. 79 
41.82 
8. 32 



NT2RP200564S 
NT2RP20056S1 
KT2RP2005654 
WT2RP2005666 
NT2RP200S869 
NTZRP200S670 
NT2RP2005671 
HT2RP2O0567S 
NT2RP200S683 
NT2RP200559O 
NT2RP2005694 
NT2RP2OOS701 
OT2RP200S712 
NT2RP2005719 
NT2RPZ00572Z 
MT2RP200S723 
NT2RP200S726 
NT2RP2005729 
HT2RP2O05731 
NT2RP2005732 



15.41 
23.93 
27.47 
13.13 
12.61 
15. 23 
7.59 
8.66 
53.41 
12.5 
7. 16 
13.45 
21.23 
5.67 
17.92 
24.17 
11.76 
13.16 
20.35 
4.25 
54.72 



21.25 
21.01 
10.42 
76.34 
42.84 

5.27 
106.4 
18.76 
23.66 

25.9 
13.41 
127. 25 
17.23 
48.01 
62.21 
12.67 
33.68 
10. 07 
11.26 
291.76 
15.67 
18.77 
88 
19.18 

2.54 
24.33 
11.94 
11.75 
11.15 
11.63 
21.24 
14.02 
26. 29 
21.05 

6.97 

7. 34 
52.91 
10.07 
10. 99 
16. 55 
21.59 

31.3 
23.19 

12.6 
18.08 
30. 93 
10. 24 
72.48 



15 
11.17 

9. 38 
58.69 
14.86 

9. 78 
13.78 
27.54 
6.5 
12.64 
15. 94 
19.91 

8.51 
17.21 

2.53 
53.14 



24.751 
36.27 
16.43 
97.05 
50.5? 

7.3 
103.3 
13.48 
25. 36 
35.07 
18.06 
179.85 
18.61 
41.98 
87.46 
12.73 
40.13 
20.28 
15.06 
402.21 
24.29 
16.43 
119.54 
16.45 
4.37 
27.3 
18.75 
18.94 
19.91 
18.04 
18.63 
12.3$ 
29.21 
17.82 
9.77 
12.5 
55.5 
16.9 
8.05 
15.71 
16.99 
47. 35 
12.21 
16.31 
21.54 
34.21 
14. 43 
13.27 
15.44 
16.69 
12.5 
56.21 
22.54 
9.15 
12. 27 
24.8 
6.73 
12.02 
25.68 
11.37 
18.51 
20. 34 
4.11 
65.72 



Table 434 

28.87 19.9 22.9 

15.82 10.49 11.17 

6. 82 3. 95 2. 88 

85.22 107.34 64. 16 

45 41.48 37.39 

6.26 2.81 2.81 

51.25 79.76 59.93 
12.24 12.61 6.33 
21. 35 13. 39 12.75 

16.26 12.23 8.38 
10.55 9,11 6.34 
146.2 122.26 139.88 
16.08 8.51 7.62 

41.4 60.4 46.27 

43.7 46.69 33. 15 

8.05 5.23 3. 12 

35.53 16.36 22.99 

8.15 3.71 0.94 

10.4 6.02 5.78 

469.63 426.17 208.66 
8.78 

9.09 7. 1 7.44 

107.31 84.59 104.73 

11.91 8.22 5.77 

2.65 0.74 

7.97 16.95 

6.39 4.26 

9.77 17.11 5.41 

13.02 7. 16 8.12 
9.08 7.83 5.49 

10.59 10.43 7.67 

10.06 7.31 4.94 

26.59 10.92 19.41 

8.84 4. 94 6.39 

7.01 1.89 3.66 

8.41 8.29 5.16 

30.27 27.97 29.06 
6.5 3.69 4.19 

2.87 3. 18 

5. 85 5. 98 

24.01 11.37 16.72 

47.22 30.84 66.01 

5.9 4.47 

9.36 13.4 
8.02 9.84 
10.8 18.12 
4.26 2.41 

5.9 4.42 

8.17 11.55 

6.37 6.24 
4.27 

73.47 47.08 88.08 

12.03 8.9 
2.58 



S. 65 
18.42 
3.51 



40. 37 56. 9 
8.23 12.39 



5.69 6.77 

141.98 194.05 

10.76 9.58 

36.8 25.85 

42.26 41.55 
3.29 2.22 

49.27 41.88 
3.15 5.06 
5.37 7.88 

248.04 333.44 

11.69 14.68 

5.07 6.13 

102.45 122.23 

J. 77 4.63 

1.72 1.38 

13.78 20.87 

3.51 3.63 



8.14 
8.57 
4.44 
5.08 
4.36 



9. 98 



8. 57 
14. 33 
10.6 
15. 98 
6. 36 
7.56 
12.86 
7. 09 
6.17 



5.14 5.97 

25.09 21.21 

2.85 3.64 

7.89 3.09 

5.01 2.43 

22.78 10.85 

30.58 31.82 

3.6 7.75 

14.45 17.32 

11.24 9.09 

23.48 20.74 

3.56 3.27 



7.31 
8.68 
13.54 
7.41 
8. 92 
22.5 
8.9 
13.17 
11.64 
5.17 



4.9 



3.76 
4.46 

7.23 
3.04 



7.43 
8.81 
3.98 
3.39 



5.01 
6.63 
9.96 
4. 59 



5.78 
0.69 



91.69 67.12 83.97 



7.85 
12.25 
1.06 



27.5 
15.31 

7.88 
76.81 

40.3 

2.65 
47. 82 
11.01 

8. 93 
13.81 

5.88 
159 

6.82 
27. 98 
39.38 

4.63 
52.93 

7. 24 
6.8 
241.6 
14.73 

3.95 



16. 38 
4.88 
4.41 

7 

5.21 

3.67 i 

4.73 
23.29 
6.9 i 

1.82 

3.47 
26.25 t 

2.63 

3.37 

3.54 I 
12.69 
30.82 

5.54 
12.67 

9.16 < 
24.88 < 

5.28 < 

9.59 

8.17 

8. 38 

4.35 
45. 27 



U 

5.81 

8.01 i 

7.38 t 

2.66 

9.06 

9.48 

6.59 
10.35 
10.44 » 

0.86 
67. S3 
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NT2RP2005737 
KT2RP2005741 
NT2RP2005748 
NT2RP2005752 
NT2RP2005753 
NT2RP2005763 
NT2RP2005767 
NT2RP200S773 
NT2RP2Q0S774 
HT2RP2005775 
NT2RP200S78! 
NT2RP2005784 
NT2RP2O0S789 
NT2RP200S799 
NT2RP2005804 
NT2RP2005812 
NT2RP2005815 
NT2RP2005835 
NT2RP2O05841 
HT2RP20058S3 
HT2RP2005857 
NT2RP2005859 
NT2RP2005860 
KT2RP2005863 
NT2RP2005868 
NT2RP2005876 
KT2RP2005878 
NT2RP2005883 
KT2RP2O05886 
NT2RP200S887 
NT2RP200S890 
NT2RP2005901 
KT2RP2005902 
NT2RP200S908 
NT2RP200S927 
NT2RP2005933 
NT2RP2005941 
KT2RP2005942 
NT2RP2005946 
HT2RP200S970 
NT2RP2005980 
NT2RP200S994 
HT2RP2005004 
HT2RP20O6O13 
NT2RP20OS023 
NT2RP2006Q28 
NT2RP2006038 
NT2RP2006042 
NT2RP2D06043 
NT2RP200SOS2 
NT2RP2OO6057 
KT2RP2006064 
HT2RP2006068 
NT2RP2006069 
NT2RP2Q06071 
NT2RP2Q06090 
NT2RP2006092 
KT2RP2006097 
NT2RP2006C98 
NT2RP2006099 
HT2RP2006100 
NT2RP2006103 
NT2RP20061O6 
NT2RP200SI27 



81.08 
8.}7 
8. 36 
31.75 
34.44 
8.78 
8. 89 
53.73 
13. 75 
12. 13 
39. 68 
30.34 
16. 92 
11.23 
106.7 
6. 56 
2. 76 
2S. 87 
22.25 
18. 13 
11.03 
12. 15 
0. 96 
8.01 
S.66 
29. 94 
17.4 
9.58 
109.48 
12.65 
11.6 
11.96 
4. 82 
24.41 
7.88 
14.92 
10.69 
10. 35 
8.12 
73.5 
7.01 
12.99 
7.54 
11.06 
79.4 
23.13 
4.35 
15.45 
17.81 
12.36 
7 

31.45 
7.85 
10.49 
12.09 
10.61 
15.25 
52.21 
13.67 
65.92 
14.09 
6.26 
48 
6.5 



46.51 
4.22 
5.27 
22.62 
30. 95 



54.73 
11.68 
13.52 
38.43 
46.77 



7.62 12.88 

8.69 15.86 

61.68 69. 19 

12.5 18.48 

7.53 22.24 

23.61 38.05 

20 41.77 

16.55 24.71 
8.75 

97.93 105.55 

9.52 8.36 



8.75 
11.97 
5.77 
8.99 
10.09 



9.62 13.3 

86.27 131.02 

18.34 15.15 

13.15 14.84 

15.27 14.95 

5.49 5.62 

23.56 59.06 

6.48 15.44 

15.67 28.13 

8.58 13.22 

10.52 11.7 

19.6 14.91 

72.19 81.01 

S.07 

9.14 13.53 

4.47 13.06 

6.58 20.3 

60.83 74.67 

26.87 22.92 

4.75 6.83 

13.74 13.53 

13.76 15.29 

8.55 16.5 

6.58 13.05 

32.66 33.8 

6.5 15.27 

8.04 9.64 

22.31 12.61 

10.59 22.59 

7.07 12.08 

101.2 64.35 

12.41 21.3 

60.33 80.23 

12.17 17.63 

4.22 7.72 

36 55.68 

4.86 5.96 



Table 435 

57.6 6 30.52 54.9 
8.13 3 
8.19 3.71 

14.99 13.75 18.04 

33.24 26.02 18.11 

6.76 3.85 3.68 

7.42 5.16 5.67 

40.66 32.98 33.21 

16.31 7.05 7.63 
13.73 4.82 

24.73 22.45 22.65 

17.54 13.38 14.34 

17.16 13.64 7.39 

10.01 3.28 4.24 

76.62 70.98 67.98 

6.62 4.2 4.89 

6.34 2.94 2.66 

18.31 16.79 16.79 

20.49 14.43 16.92 
12.41 10.18 
4.51 
7.93 
2.31 
6. 66 
4.39 

25.04 19.27 15.81 

15.86 10.5 10.77 
8. 93 6. 54 

108.7 95.74 145.77 

9.59 5.47 2.19 
5.32 



7.42 
11.24 
4.74 
7.45 
11.28 



6.76 
10. 18 
9.24 



3.69 

23.37 17. 17 15.35 

8. 31 4. 33 4. 46 
6.74 



12. 37 
7.84 
8. 52 
5. 77 



3.9 



6. 58 

50.77 49.15 40.53 

6.68 2.11 2.14 
7.59 4.09 
6.53 2.59 

11.12 5.96 2.47 

51.53 34.64 38.07 
16.89 12.58 
4.07 1.31 
8.86 
7.47 



9.24 
13.7 
5.69 
6.99 
25.4 15.66 
3. 64 



6. 75 
10.26 
7.62 



2.89 

7.27 
4. 75 

8.69 10.62 
48.63 48.31 38.97 
14.85 6. IS 
76.5 49.76 
9.6 8.02 
5.83 3.58 
34.38 35.82 35.56 
5.76 1.93 3.45 



0.57 



8.49 



0.77 
2.06 



80. 55 
3. 62 
3.46 

15.51 

26.19 
4.32 
6.13 

37.38 

18.33 
4. 04 
9.91 

11.13 
8.95 
3.37 

110.4 
5.32 
4.39 

10.34 
11.4 
9.88 
4.21 
8.29 
1.34 
7.67 
7.63 

14.52 
9.96 
3.43 

77.39 
3.8 
4.7 
6.42 
4.9 

18.41 
3.45 
4 

2.9 
3.66 
4.94 

67.44 
3.31 
2.32 
2.72 
2.76 

64.39 
6.52 
1.08 
5.34 
9.41 
2.78 
1.75 
6.36 
2.88 
2.28 
3.44 
5.24 

13.15 

25.59 
5.13 

73.49 
4.01 
2.74 

24.0! 
3.78 



70.19 


69.8 




t 


+ 


4.85 


3.95 








4.51 


7.44 








16.74 


18.45 


* 


* 


- _ 


25. 32 


15. 55 








5.6 


4.17 




t 


- 


4.89 


5.16 








30.92 


21.66 


** 


** 


- - 


17.56 


17.06 








6.6 


5. 74 








16.91 


23.06 








13. 26 


15.12 








14. 02 


9.78 








6.03 


3.88 




** 


_ 


84.7 108.91 


tt 






2.9 


2.58 




* 


_ 


4. 52 


4. 97 








14.43 


39.55 


t 




_ 


11.65 


19.51 


* 




_ _ 


13.51 


11.3 








5.92 


S.S 




tt 


_ _ 


8.94 


6.43 




t 




1.77 


1.13 








5. 36 


4.12 








5.42 


5.14 








17.33 


37. 26 








17.05 


21.58 








11.45 


8.28 








72 


86.69 








5.68 


5.07 


t 


tt 


_ _ 


5.77 


4.32 


t* 


tt 


_ _ 


5 


5.8 






„ _ 


8.33 


5.18 








25.09 


27.9 








5.76 


4. 29 








6.32 


4.28 






_ 


4.82 


2.65 


t 


tt 


_ _ 


4.6 


2.9 


t 


tt 


_ _ 


4.86 


6.09 








62. 72 


62.64 


»* 


t 


_ _ 


3. 86 


4.51 






_ 


3^71 


4! 52 


t 


tt 


_ _ 


2.9 


3.13 








11.94 


3.04 








76.12 


79.93 


* 




_ 


8.45 


15.41 


t 


tt 


_ _ 


0.16 


1.4 




tt 


_ 


6.22 


7. 22 




tt 


_ _ 


5.9 


5.89 




tt 


_ 


3.7 


3.31 


* 




_ _ 


3.57 


2.95 




t 


_ 


7.35 


7.36 


* 


tt 


- - 


4.02 


3.43 








1.16 


1.94 


* 


tt 


- - 


3.17 


3.04 




t 


- 


4.28 


5.3 








8.79 


6.66 








53.43 


52.7 








8.68 


3.6 




t 




73.17 


78.2 








5.07 


4.89 




tt 




2.72 


2.55 




t 




21.59 


18.79 




t 




1.37 


2.06 




t 
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NT2RP2006134 
NT2RP20D6141 
NT2RP2006166 
KT2RP2006176 
NT2RP2006W1 
NT2RP2006184 
NT2RP2006186 
NT2RP2006196 
NT2RP2006199 
NT2RP2006200 
NT2RP20Q6210 
NT2RP20Q6219 
NT2RP20O6224 
NT2RP2006237 
NT2RP2O06238 
NT2RP2006258 
NT2RP2006261 
NT2RP2Q06269 
NT2RP20O6275 
NT2RP2008282 
NT2RP2006302 
NT2RP2006312 
NT2RP20O632O 
NT2RP2006321 
NT2RP2006323 
NT2RP2006333 
NT2RP2006334 
NT2RP2006338 
NT2RP2006339 
NT2RP200635S 
NT2RP2006365 
NT2RP2006374 
NT2RP2006393 
NT2RP2006394 
NT2RP200E400 
NT2RP2006411 
HT2RP2006429 
NT2RP2006435 
NT2RP2006436 
NT2RP2006441 
HT2RP2006447 
NT2RP20064S4 
NT2RP2006455 
NT2RP20064S6 
NT2RP2006484 
NT2RP20064S7 
NT2RP2006472 
NT2RP2006474 
NT2RP2006475 
NT2RP2006476 
NT2RP2006501 
NTZRP20065J2 
MT2RP2006526 
NT2RP2006S27 
NT2RP2006534 
NT2RP2006537 
NT2RP2006543 
NT2RP2006554 
NT2RP208S565 
NT2RP2006571 
MT2RP2006573 
NT2RP2006598 
NT2SP2006601 
KT2RP300O002 



9.57 
13.6 
43.39 
17. 92 
4. 75 
84. 52 
8.19 
22. S3 
9.01 
7.28 
90.78 
11.28 
12.75 
7.47 
10.52 
10.05 
8. 38 
17.03 
46.12 
18.4 
17.18 
31.59 
41.28 
10.41 
7.58 
5.03 
7.94 
12.7 
8.41 
6.78 
5.27 
123.01 
22.69 
15.6 
8.82 
4.42 
2.69 
1.14 
18.89 
3.24 
19.2 
8.01 
37.87 
12.66 
49.31 
7.41 
17. 27 
5.31 
14. 67 
21.17 
80.64 
10. 73 
12.09 
4.41 
4.37 



12.45 
20.75 



6.53 
10.51 

37.58 47.62 

13.68 20.98 

8.83 8.23 



23.16 
9.11 
4.32 



19.13 21.38 
20.77 9.96 



14.31 
20.38 
9.18 



5.9 
12.11 
7.01 
14.34 
65. 34 
12.86 
5. 92 
S.92 
17. 28 



12.86 
4.29 
4.99 
7.84 



124.5 151.43 

18. 53 

11.55 17.73 
4. 99 

4.9 11.08 

1.8 8.38 

1.44 3.96 

25.65 29.36 

5.37 8.45 

14.3 18.35 

2.56 13.95 

46. IS 39.71 

10.34 20.88 

38.6 70.84 

7.72 13.37 

3S. 33 39.96 

10. 55 8. 31 

7.33 18.42 

14. 25 23.98 

47.79 67.54 

9.4 12.56 

17.75 22.2 

6. 17 7. 16 

9. 41 7. 99 

9.98 11.68 

8.37 13.04 

5.37 13.82 

12.69 22.07 

49.49 69.38 

9.58 16.76 

15.24 10.14 

8.92 7.57 

31.41 14.62 



Table 436 

11.76 2.26 6.54 

11.91 8.44 

23.75 15.94 

13.87 7. 31 



1.81 



42. 14 32.28 42.22 

6. 19 2.49 2.83 

14.52 7.82 10.37 

8.72 4.43 4.65 

5.05 3.47 3.37 

55.44 37.83 25.49 

8.1 14. 35 6.63 
12.72 10.81 
2.48 
1.38 



5.08 
8.19 
S.71 



3.64 



3.4 



2.51 
11 5.59 
70.83 38.96 

13.47 12.52 
13.26 6.56 

9.42 5.96 
24.86 13. 12 15.23 
10. 26 2. 43 
8.62 1.35 
6.18 1.44 
4. 46 
2. 93 
3.36 
1.66 
0.85 

183.62 144.52 148.4 
17.79 6.84 13.61 
16.97 12.66 13.34 

10.48 4.15 11.24 
2.3 3.07 

1.17 



7. 32 
5.37 
S.81 
5. 39 



5. 28 



5. 34 
S.47 
4.16 
3.67 
2. 59 
1.53 



3.86 
23.03 
6.78 



21.17 15.45 16.45 

6.26 3.2 3.65 

20.34 20.45 22.87 

11.22 5.29 5.49 

30.42 38.8 32.65 

8.13 6.48 4.56 

36.59 25.1 29. 12 

9.45 5.79 7.02 

13.4 5.52 5.53 

17.93 10.29 15.83 
47.86 36.74 36.28 

6. 68 7.05 

19.62 16.43 13.33 
7.48 1.84 
4.19 
5.12 

3.26 11.04 

2.64 2.23 

4.33 4.74 

45.6 41.55 34.63 

8.82 7.97 5.87 
5.39 4.48 3.2 

6.45 4.69 2.53 

22.94 26.64 18.92 



5. OS 
11.28 
12.23 
7.47 
6.94 



9.28 
5.17 
44.65 
7.42 
3.97 
63.72 
2.18 
16.26 
6.19 
3.59 
20.22 
11.34 
17.87 
3 

2.55 
5.8 
2.42 
3.86 
37.5 
5.66 
5.28 



2.1 
2.3 
2.16 
2.31 
2.74 
2.13 
137.08 

27.67 
9. 59 
9.88 
2.25 
2.03 
1.25 

18.88 
5.5 
6.09 
3.95 

31.23 
7.54 

22.89 
10.4 

15.84 
7.91 
5.81 

16.59 

29.87 
3.87 

17.31 
3. 51 
4.68 

10.34 
6.8 
3.56 
3.36 

47.98 
5.7 
2.52 
4.15 

27.08 



6. 55 5. 96 

8.6 15.73 

56. 53 70. 7 

10.41 8.82 

2.81 

47.39 43.75 

2.13 



11.79 
4.21 
4.46 

40.51 
9.44 

16.61 
2.56 
2.82 
4. 54 
4.07 

12.06 

48.02 
6.21 
4.17 
4.79 
37.1 
9.6 
4.95 
4.81 
4. 34 
2.04 



10.32 
5.05 
2.65 
30.76 
19.6 
1.85 
0.6 
2.66 
6.64 
4.58 
5.85 
38.3 
6.64 
5.65 
7.53 
32.63 
8.78 
4.91 
3.82 
3.32 
3.64 
2.9 2.66 
4.14 2.84 
3. 92 2. 48 
112.64 166.66 
23.54 25.74 
13.69 11.86 
11.64 10.5 
3.04 3.21 
2.68 1.46 
0. 25 0. 25 
16.71 17.66 
2.69 
13.77 11.65 
4. 09 2. 96 
29.73 37.11 
4.09 3.92 
19.33 15.74 
4.81 8.63 
31.69 29.65 
11.16 8.64 
10.03 7.38 
21.36 17.75 
41.76 S2.91 
4.91 5.32 
20. 34 
2. 56 
2.83 
5.S8 
S.53 
4.89 
7.61 
65.86 43.88 
4.86 
3.49 4.84 
3.79 3.98 
23.91 17.49 
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Table 437 



NT2RP3000011 
NT2RP3000014 
NT2RP3000016 
NT2RP3000022 
NT2RP30O0O24 
NT2RP3000031 
NT2RP3000034 
NT2RP30O0O37 
NT2RP3000040 
NT2RP3000041 
NT2RP300O046 
NT2RP3000047 
NT2RP3000049 
NT2RP3000050 
NT2RP3000051 
NT2RP3000054 
NT2RP3000055 
NT2RP3000056 
NT2RP300O059 
NT2RP300OO63 
NT2RP300006S 
NT2RP3000069 
NT2RP3000072 
NT2RP300O080 
NT2RP3000085 
HT2RP3000087 
NT2RP300O092 
N72RP300O109 
KT2RP300O119 
NT2RP3000125 
NT2RP3000131 
NT2RP3000U4 
HT2RP300O137 
HT2RP3Q00142 
NT2RP3000148 
NT2RP3000149 
NT2RP3000163 
OT7RP3000168 
NT2RP3000169 
NT2RP3000171 
HT2RP3000172 
NT2RP3000188 
NT2RP3000197 
NT2RP3000201 
NT2RP3000204 
NT2RP300O207 
NT2RP3O0O216 
NT2RP3O0O22O 
MT2RP30Q0221 
NT2RP3000232 
NT2RP3000233 
HT2RP3000234 
NT2RM000235 
NT2RP3000239 
NT2RP3000247 
NT2RP3000251 
NT2RP3000252 
NT2RP3OO0255 
HT2RP300O2S2 
NT2RP300026S 
KT2RP3000267 
N72RP3000271 
NT2RP3000278 
NT2RP3000281 



14.9 6 
108.09 109.54 
14.3S 13.63 
7.65 10.24 
12.64 12.37 



19.44 
16.23 
4.46 
5.75 
4.81 



7.63 
5.93 
6.45 
11.72 13.02 



20.55 
6.46 

18.47 
1.67 
7.89 
1.84 



8.08 
6.75 
13.6 



6.85 
8.13 
16.29 



35.53 27.58 
26.32 39.38 



15.29 
95. 92 
24.71 
13.67 
14.37 
145. 67 
8.74 
20.81 
24.01 
12. 76 
15.27 
14.06 
10. 35 
12.95 
16. 87 
6.8 



22. 2| 

16! 21 
8.75 
39.15 
22.56 
70. 79 
117.72 
24. 83 
12.54 
10.03 
S.71 
13.49 
18. 23 
17.39 
35.61 
34. 66 
27.1 
13.21 
19.23 
13. 06 
10.62 
32.12 
19. 67 



144.42 128.63 86.96 

6.38 3.4 3.43 

11.72 11.55 13.9 

13.53 7.79 10.55 

3.15 3.65 
3.02 
2. 34 



22.18 29.86 
10.31 9.17 



10.2 
11.93 



70 
22.5 
S. 59 
234.63 
6.95 
28. 92 
11.73 
53.26 
2. 97 
5. 86 
13. 27 
22.23 
41.62 
38.69 
21.84 
17.43 
18.49 
54.63 
4.39 
10.62 
8.85 
32.481 



9.33 4.35 7.79 

98.76 68.18 81.91 

7. 65 8. 46 

9.49 4.92 

11.32 5.72 



5.45 
2.16 
6.81 



8.29 
5. 49 
6.13 
7.97 



7.04 



14.09 17.37 

6.67 3. 52 
12.33 

3.35 

10.9 

4. 56 

5.26 

6.58 
31.11 



1.78 
4.74 
4. 84 
2.38 
8.89 12.37 



7.16 
1.0 



4.81 
4.56 

26.2 25.34 

18.48 15.53 13.5 

53.46 33.71 65.94 

81.88 54.53 62.52 

4.39 4.92 
8.64 
4.73 
2.88 
5.73 



8.97 
8.31 
5.29 
5.47 
12. 52 
9.28 
15. 98 
21.77 15.45 19.48 
19 15.35 



5.99 
2.45 
2.09 
6.16 
8.55 
4.55 11.71 



19. 53 



9. 48 

7.58 
11.26 
25.17 
12.39 



11.8 
7.27 
6.03 
9. 97 
6.63 



34.47 33.63 20.62 

7. 11 4.59 3.11 
4.48 1.18 

30.21 59.19 29.76 
6.17 2.69 

5.88 15.01 

5.03 10.36 



10.43 
12.25 
15.69 

7.16 16.65 



7.9 
2.19 
2.04 
8.43 

15.58 11.06 7.77 
22.89 17.24 20.67 
25.94 14.62 23.41 
18.88 16.64 19.17 
18.73 10.56 14.35 
25.1 16.29 24.75 
46.91 29.06 37.64 
5.05 2.74 
4.11 3.49 
5.55 4.79 
8.76 14.6 



6.25 



4.33 
47.71 
3.86 
2.89 
6.24 



6.44 

2.71 
0.9 
2.62 
3.27 
3.99 
1.52 
7.71 
0.81 
2.59 
0.47 
6.13 
4.17 



2.95 
6.65 
4.69 
0.61 
5.37 
6.96 
4.48 



7.63 
8.07 
8.98 



2.66 
35.62 
2.94 
13.77 
5.52 
5.53 
9.24 
1.8 



10.84 
112.2 
7.49 
2.32 
6.05 



15.26 
3.27 
2.23 



24.3 20.29 
43.42 39.09 



13.4 
9.36 
12.36 
30.75 
3.18 
3.88 
8.29 



23.92 
10.73 
12.76 
39. 28 
2.68 
5. 36 
7.56 



6.28 
132.8 
4.11 
2.03 
6.52 
83. 66 
2. 96 
14.15 
6.81 
1.87 
5.05 
1.51 
1.9 
3.93 
4.21 
2.77 
9.35 
0.36 
2.31 
0 

2.89 
6.03 
26. 37 
13. 52 
62.27 
66.46 
3.57 
5.22 
2.8S 
2.19 
4. 22 
3.6 
5.44 
26.9 
14.71 
9.34 
3. 35 
9.88 
4. 36 
5.04 
37.52 
10. 55 
55.04 
5.41 
2.27 
31.91 
3.98 
14.12 
5.91 
6.25 
2.51 
2.2 
10. 97 
12.71 
19.85 
44. 51 
18.04 
8.47 
13.36 
44.8 
2.59 
2.72 
5.48 
13.64 
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NT2RP3000292 
NT2RP3000299 
NT2RP3000304 
NT2RP3000310 
NT2RP3OO0H2 
HT2RP3000320 
NT2RP3000322 
NT2RP3000324 
NT2RP3O0Q326 
NT2RP3000329 
NT2RP3O0033O 
NT2RP3000333 
NT2RP3OO0341 
NT2RP3000344 
NT2RP3000345 
NT2RP3000348 
NT2RP3000350 
NT2RP3O00359 
NT2RP300C361 
NT2RP3000366 
NT2RP3000378 
NT28P3000384 
NT2RP3000389 
NT2RP3000393 
NT2RP3Q0Q395 
NT2RP30O0397 
NT2RP3000398 
NT2RP30Q0403 
NT2RP3000418 
NT2RP300O424 
NT2RP3000427 
NT2RP3000431 
NT2RP3000433 
NT2RP3000436 
NT2RP3000439 
NT2RP3000441 
NT2RP3Q00444 
NT2RP3000448 
NT2RP3000449 
NT2RP3000451 
NT2RP3000456 
NT2RP30Q0460 
NT2RP30O0471 
HT2RP3000477 
NT2RP3000478 
NT2RP3000481 
NT2RP3000484 
NT2RP30O0487 
NT2RP3000512 
KT2RP3000S23 



73.41 
6.1 
25.73 
21.09 
0. 99 
11.54 
8.3 
3. 35 
64.19 
11.55 
7.65 
5. 32 
13.68 
45.81 
9.05 
152.75 
14.44 
12.38 
30.21 
69.71 
5.8 
26.45 
22.1 
33.85 
24.46 
24.89 
9.55 
93. 32 
14. 37 
40.86 
19.59 
16.18 
25.31 
9.62 
44.72 
10.82 
17.45 
6.61 
17.38 
31.29 
6.24 
10.33 
11.88 
49.73 
6.95 
11.03 
25.46 
21.14 
12.44 
93.94 
7.94 
42.97 
20.64 
5.33 
21.28 
11.71 
21.04 
56.42 
19. 29 
9.4 
22.71 
8.23 
7.21 
69. 63 



53.56 
3.92 
24.35 
16.82 
6.75 
11.91 
10.23 
4. 35 
41.44 
11.02 
5.98 
5.01 
14.31 
52.79 
22.29 
76.47 
9.79 
12.66 
20.92 
53.96 
12.66 
19.42 
25.13 
14.06 
28.99 
21.35 
10.75 
64.65 
22.01 
56.6 
24. 95 
14.67 
54.08 
10.09 
47.78 
8.95 
14.75 
7.47 
26.19 
40.71 
4.2 
10. 39 
7.85 
54.72 
4.02 
7.58 
33.21 
29.38 
14.88 
104.88 
7.79 
38. 74 
13.92 
6.65 
18.32 
17.67 
16.88 
51.6 
21.22 
7.64 
44. 85 
4.88 
5.97 
37.92 



31.49 
33.26 

7; 52 
24.03 
13.74 
17.76 
38.83 
22.98 
10.92 

9.94 
17.57 

53.7 
17.79 
143.51 
17.94 
23.75 
25.69 
S8.74 ! 

6.1 
18.45 
28.16 
19.19 

21.1 
36.91 
17.31 
56.89 

20.2 
51.72 
16.59 
25.82 

36.8 
16.49 

44.4 
14.82 



5.33 
20.52 
13.53 
7.41 
8.43 
13.78 



17.61 
10. 32 
13.42 
14.31 
7.25 



7.39 
5.4 
3.91 
16.6 
12.17 
4.65 
3.17 
9.9 



26. 
11.9 
23.45 
35.46 
13.64 
17.07 
23.63 
58.77 
8.07 
11.93 
34.57 
33.76 
14.98 
80.32 
12.87 
42.72 
14.48 
5.17 
16.2 
14.03 
23.96 
61.28 
25 
13.09 
35. 97 
7.14 
5.97 



Table 438 

43.77 42.72 40.98 

7. 5 3.65 4,11 

22.39 17.08 15.95 

14.15 13.15 10.27 

6. 17 1.98 0.95 
15.6 10.14 
5.89 
3.9 
19.15 
7.92 
2.84 
4.88 
9.61 

28.28 29.87 22.15 

14.81 9.64 10.42 
181.96 103.16 145.4 

12.6 7.91 9.69 

11.88 10.77 13.58 

12.5 10.99 10.9 

44.82 38.68 40.33 
6.74 3.98 3.58 

13.21 9.98 7.79 

19.95 18.45 

8.44 17.76 

10.29 14.47 

14.82 16.14 
6.82 

57.84 43.74 45.93 

11.88 12.29 11.51 

39.57 32.99 30.24 

14.3 10.74 15.64 

11.73 10.4 20.33 

35.67 31.56 27.85 

6.56 4.89 5.29 

50.96 50.94 30.43 

10.83 6.19 5.02 
14.55 11.35 

6.37 5.01 

8.67 7.34 
10.79 20.02 

8.03 3.84 

7.27 4.9 
10.17 6.71 



9.32 
4.15 
7.86 
15.29 



38.09 33.82 22.58 



1.38 

8.13 6.39 

IS. 47 13.67 

12.2 14.9 

7.87 5. IS 

71.64 44.61 35.48 

7.19 2.92 3.56 

25 28. 15 22.19 

12.89 10.75 4.81 
4.82 3.38 
8.3 8.11 
9.45 3.02 
14. 27 9. 57 

47.36 46.18 42.62 
14.6 13.72 

5.67 6.43 

26.23 10.78 

3.31 2.97 

2.92 1.94 

128.75 103.66 125.15 



5.51 
11.71 
19. 56 
13.82 
11.55 



8. 29 
15.47 
6.37 
5. 32 



2.17 
6.12 
6.99 



45.23 
4. 47 
9.S8 
6. 37 
3.7 

13.07 
9.13 
4.83 

30.96 

11.03 
4.04 
3.48 
9.67 

31.27 
5.94 



49.91 

4.21 
20. 38 

8.12 

3.63 

6.78 
11.65 

I. 03 
15.62 
10.06 

3.07 
4. 98 
9.7 
36.08 

II. 7 .... 

96.65 108.56 

10.66 15.9 
14.05 17.04 

7.28 12.88 

27.58 41.09 

4.72 5.63 

8. 34 6. 32 

23.81 18.85 

6.01 7.4 

9.05 14.21 

17.25 23.74 

4. 16 4. 17 

35.74 40.63 

7.67 14.89 

31.05 29.26 

9.16 9.9 



16.47 
39.4 
5.01 
44 
8.63 



11.1 



8.15 
24.04 
2. 88 
33.38 
6.65 
12.21 

4.85 3.6 

3.61 4.2 

13.25 22.78 

2.84 3.63 

5.19 5.56 

3.68 5.28 

25.2 26.62 

1.83 1.8 

6.65 9.77 

14.97 11.89 

5.33 12.46 

5.05 7.04 

20.12 30.84 
5.42 



19.81 
8.04 
2.24 
3.53 
4.57 
4.67 



21.07 
4.79 
1.62 
3.83 
4.9 
15.18 



32.74 44.25 
9.07 9.7 



6.71 
11.41 
1.9 
2.84 



70!02 69.72 



84.29 
3.64 
10.08 
6.54 
0.46 
6.3 
4.E 



3.9 
4.27 
11.82 
32.79 
6.21 
99. 33 
13.61 
16.51 
9.35 
30.61 
5. 68 
5. 93 
25.81 
12.32 
24. 87 
23.2 
3.99 
30. 88 
12.11 
23.73 
12.52 
13.08 
34.85 
2.75 
42.05 
7. 39 
12.68 
5. 55 
2.92 
15.67 
2.55 
4.78 
5.09 
28.76 
1.S1 
6.96 
12. 
12.14 
5.14 
18.65 
4.09 
11.92 
4. 56 
4.13 
3.8 
5.09 
7.79 
48.68 
10.06 
5.65 
6.79 
2.63 
1.77 
60. 26 
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NT2RP3000596 
NT2RP3000599 
NT2RP3000603 
NT2RP3000605 
NT2RP3000607 
NT2RP3000616 
NT2RP3000621 
NT2RP3O0Q62Z 
NTZRP3QQQ524 
NT2RP30O0628 
NT2RP3000631 
NT2RP3000632 
NT2RP3000638 
NT2RP3000644 
NT2RP3000645 
NT2RP30O0652 
NT2RP3000658 
NT2RP3000660 
NT2RP3000661 
NT2RP3000665 
NT2RP3000676 
NT2RP3OO0677 
KT2RP3000681 
NT2RP3000683 
NT2RP3D00685 
NT2RP300069O 
NT2RP3000698 
NT2RP3000708 
NT2RP300D719 
NT2RP30O0721 
NT2RP30OO728 
NT2RP3000730 
WT2RP30G0733 
NT2RP3OO073S 
NT2RP3000736 
MT2RP3000739 
NT2RP30OO742 
NT2RP3000753 
NT2RP3000759 
NT2RP3000789 
NT2RP3000815 
NT2RP3000818 
HT2RP3000820 
NT2RP3000821 
NT2RP3000825 
NT2RP3000826 
NT2RP30OO836 
NT2RP3000838 
NT2RP3000839 
NT2RP3000841 
NT2RP300084S 
NT2RP3000847 
NT2RP3000848 
NT2RP300O85O 
NT2RP3000852 
HT2RP300O8S9 
WT2RP3000861 
NT2RP3000862 
NT2RP3O00865 



8.71 
39.3 
S9.47 
22.45 
10.48 
11.96 
218. 49 
11.99 
27.07 
27.69 
6.03 
16. 5 
31.94 
25.66 
12.37 
20.17 
6.96 
21.94 
15.39 
34. 94 
11.53 
12.19 
7.72 
16.43 
'8.41 
11.52 
6.94 
9.74 
9.86 



HT2RP3000868 



3.23 
4.68 
14.89 
62.46 
4.91 
6.36 
40.42 
4.84 
8.3 
36.84 
45.54 
22.33 
30.57 
35.87 
3.51 
16.22 
57.22 
3.1 
14.56 
45.25 
12.21 
8.59 
12.91 
11.47 
21.09 
2.73 
32.3 
15.56 
12.15 
9.02 
43.46 
10.55 
5.78 
114.48 
14.37 



11.87 13.23 

60.28 67.05 

91.4 87. 

27.45 25.73 

11.53 16.41 

13.13 17.29 

188. 17 246.49 

8.26 9.27 

18.6 22.96 

34.41 73.45 

12.91 11.07 

21.72 26.01 

42.93 38.07 

26.83 24.84 

13.95 21.96 

23.26 25.45 

4.69 8.52 

12.21 11.63 

18.23 27.58 
43.07 59.18 

4.79 8.95 

14.6 7.18 
7.98 7.04 
8.63 13.69 

6.46 7. 19 
7.55 10.23 
6. 35 

10.33 12.77 

16.24 14.31 

3.7 5.33 
4.59 4.86 

15.22 17.78 
50.63 81.88 

3.22 9.89 

3.45 10.98 

44.03 40.83 

6. 47 8. 58 

6.8 12.66 
70.63 56.01 
27.39 34.07 
13.62 22.75 

21.11 33.63 

28.12 43.92 
4.2 7.15 

23. 18 33.6 

56.7 80.61 
3.53 3.85 

14.22 18.93 

36.9 44.36 

10.37 21.1 

31.26 15.5 

10.6 18.85 

16.2 11.34 

31.1 29.31 

3.9 3.17 
21.43 36.02 
12.49 16.59 
10.89 17.99 

6.17 10.68 

38.1 57.47 

23.22 17.15 

11.8 14.52 
190.18 141.72 

14.46 23.84 



Table 439 

5.92 4. 35 3.28 

35.1 44. 12 24.38 

91.5 86.56 93.49 

13.14 8.89 13.46 

10.77 7.11 9.56 

7.98 6.33 4.22 

222.59 168.47 221.1 

9. 15 3.89 5.28 
16.72 

22.73 20.51 22.18 

11.79 9.91 5.14 

18.26 13.03 16. 8S 

22.76 17 20.23 

16.68 14.97 15.79 

14.87 10.1 8.68 

9.39 13.26 

2.7 4.41 

9. 42 9. 56 
4.78 



12.67 
6.05 
11.36 
11.62 



4.65 3.35 

35.82 36. 31 

64.94 61.32 

17.63 11.14 

5.29 9.79 

6.69 4.25 

202.08 168.53 

6.73 6.59 

17.33 23.33 

15.98 19.75 

4.52 6.12 

15.73 14.14 

24.56 32.44 

28.13 27.03 
6.44 



27.69 16.86 

6.6 4.34 

13.97 4.51 

6.12 2.54 

14.68 12.94 13.49 



4.6 
9.13 13.25 

2.13 5.63 

8.14 10.39 
2. 38 
1.94 5.33 
1.44 3. 15 

11.05 11.99 
39.3 45.85 
1.99 3.91 
2.09 4.31 
34.23 
2.9 
5.47 



10. 24 
15.03 

8.41 
11.25 

8.23 

7.95 

7.19 
16.76 

55.7 

6. 52 

8.89 

24.77 27.39 
7.03 4.15 
10.6 4.35 

35.02 19.41 27.88 

33. 12 27.39 34. 54 

12.02 10.68 14.79 

24.24 17.69 21.68 

32.81 27.98 25.05 

6.21 2.3 3.01 

11.67 17.67 13.25 

65.4 48.67 48.17 

7.53 2.33 2.42 

20.92 12.46 10.78 

35.78 27.32 20.79 
12.42 10.04 9.18 

9.69 12.93 tO. 25 

11.08 8.9 9.57 

8.1 7 4.83 

19.76 12.79 16.25 

7.51 3.17 2.39 

18.9 21.77 13.31 

9.02 5.36 4.49 

10.36 6.14 6.17 

7.46 4.29 4.01 

39.52 40. 18 44.87 

7.33 6.65 4.58 

9.41 10.86 7.13 

252.15 170.88 170.92 

13.76 12.05 11.47 



9.11 

2.15 3.59 

9.02 8.73 
6.26 7.03 
16.2 20.9 

4.54 2.78 

9.82 11.58 
4.62 3.23 

5.83 9.27 

5.55 3.8 
14.85 17.96 

3.39 7.51 

9.73 10.17 

5.89 3.68 

6.54 5.47 

5.16 3.82 
16.08 10.04 
39.53 39. Ot 

2.03 3. 65 
3.75 3.03 

25. 37 20. 3 

3. 28 5. 74 

5. 99 5. 75 

8.09 6.25 



13.73 17.32 

21.15 26.93 
3.82 2.8 

9.13 8.99 

57.78 64.97 

3.69 4.81 

11.08 17.41 

19.28 33.14 

8.34 11.21 

5.37 12.21 

S.7 6.47 
3.86 7.4 

10.7 10.54 

4.15 2.97 



16.61 
4. 53 
5.59 
2.73 

37. 48 
6.64 
6.87 



18.23 
5.88 
8. 92 
4.35 

37.57 
9.1 
5.05 



9.76 ■■ 

8. 32 

4. 27 
186. 24 

3.57 
18. 89 
18. 56 

7. 95 
13.67 
30.42 
30.11 : 

7.2 
15.37 

3.85 

8.05 

6.07 
14.32 

3.68 
12.06 

3. 26 

7.59 

3.45 
14.92 

5.51 
12.86 

4. 39 

5.13 

3. 57 



32.14 

3. 55 

7. 45 

5.44 
27.21 
19.96 

15.5 

23.2 

1.62 
16.22 
54.17 

2.68 
54.13 
25.15 

7.12 

8.92 

6.54 

3.83 

5.19 

3.66 
32.52 
27.25 i 

5.21 
3.2 
27.56 
10.81 

7.12 
214.46 

6.52 
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Table 440 



NT2RP3O0O895 
NT2RP300O9O0 
NT2RP30Q0901 
NTZRP3000903 
NT2SP30Q0904 
NT2RP30009O7 
NT2RP3O0O913 
NT2RP3O00917 
NT2RP3000919 
NT2RP3000921 
NT2RP3000942 
NT2RP30CO968 
MT2RP3000974 
NT2RP3000980 
NT2RP3000984 
NT2RP3000994 
NT2RP3O01O01 
NT2RP3001004 
NT2RP3001007 
WT2RP3001012 
NT2RP3001042 
NT2RP3001O44 
NT2RP30O1048 
KT2RP3001OSO 
HT2RP3O01O55 



2.84 
10.4 
14.3 
5.01 
108.6 
84. 64 
19. 19 
16.28 
9.33 
112.89 
67.7 
50.83 
8.96 
52.51 
21.27 
13.76 
2E.43 
4.86 
7.65 
29.74 
8.82 
9.07 
6.16 
13.37 
13.05 



NT2RP3001057 402.89 
NT2RP3001061 
KT2RP3001069 
NT2RP3D01074 
MT2RP30O1078 
NT2RP3001081 
NT2RP3001084 
NT2RP3O01O95 
NT2RP3001096 
MT2RP3001O97 
HT2RP3001107 
NT2RP30Q1109 
NT2RP3001111 
NT2RP3001112 
NT2RP3001113 
KT2RP3001115 
NT2RP3001116 
NT2RP3001119 
NT2RP3001120 
NT2RP3001126 



NT2RP3001127 348.14 



NT2RP3001133 
NT2RP30O114O 
NT2RP3001147 
NT2RP300H50 
NT2RP30O1152 
NT2RP3001155 
NT2RP3001156 
KT2RP3001159 
NT2RP3001170 
NT2RP3001176 



93.42 
96.94 
4.72 
11.47 
36.54 
19.7 
19. 46 
18. 55 
16.8 
17.96 

NT2RP3001195I197.73 



NT2RP3001209 
NT2RP3001214 
NT2RP30O1216 
HT2RP3001221 
KT2RP3001226 
KT2RP3001230 
HT2RP30O1232 



12.1 
13.01 

8.54 
37.48 

7.76 
10.65 
16.83 
28.61 
17.96 
10.67 
31.69 
14.44 
254.68 

5.38 
18.64 

6.46 
20.13 



2.51 
8.3 
18.5 
6.85 
100. 47 
90.19 
19.49 
18.3 
7.65 
136.59 
68.21 
31.86 
8.74 
65.55 
24.19 
10.35 
28.79 
4. 98 
8. 96 
22.53 
8.59 
11.65 
7.8 
10.61 
10.48 
324. 38 
5.55 
4.71 
8.82 
11.28 
6.06 
37.33 
24.69 
10.08 
38.99 
24.48 
17.48 
15.58 
26.22 
9.43 
276.58 
8 

22.98 
9.54 
19.18 
574.68 
110.06 
96.61 
7.64 
12.3 
72.08 
23.76 
20.53 
19.29 
14.86 
17.32 
229.27 
67.88 
13.69 
16.38 
7.39 
26.78 
6.56 
3.81 



12.27 
14.31 
22.78 
6.69 
123.83 
89.66 
20.62 
30.01 
14. 92 
133.65 
86.84 
37.11 
9.35 
64.13 
17. 57 
18.12 
25.4 
10.62 
16.5? 
33.06 
12.15 
10.99 
4.48 
15.08 
21.89 
250.29 
10.57 
9.6 
12.25 
14.67 
5.96 
40.93 
13.38 
12.53 
30.48 
44.48 
18.06 
14.57 
26.11 
17.91 
268.3 
8.83 
19.35 
10. 55 
15.24 
264.45 
112.43 
111.2 
8.71 
12.64 
61.62 
17.71. 
21.5 
22.76 
12.69 
14.24 
190.42 
81.64 
27.12 
19.13 
8.65 
31.16 
3.99 
12.04 



4.16 
18. 92 
13.03 



1.17 2.03 
3.45 5. 38 

13.47 11.77 
1.64 3.35 

118.07 108.3 100.81 

84.77 80.01 92.59 

24.35 9.57 18.44 

16.96 15.22 12. 11 
9.52 7.41 6.8 

119.03 103.41 74.11 

75.24 51.25 30. 13 

29.89 24.92 14.66 
9.04 12.66 5.51 

24.76 40.04 30.49 

32.72 12. 14 21.58 
10.02 5.77 7.25 

17.26 14.54 13.11 
7.73 3.07 4.03 
12. 13 9.28 3.44 

15.24 16.46 13.42 
5.69 
9.28 
2.76 
4.83 
7.76 



8.25 
10.05 
10.7 
13.3 



7.17 



272.31 285.99 209.3 



7. 56 
4.84 
8. 96 
14.05 
10.22 
15.51 
9.04 
7.44 
15.02 



3.5 

1.4 
3.61 
9.24 
3.89 
10.29 21.45 



3.7 



5.9 



123.7 
2. 69 
5.92 
2. 39 
4.55 



5.06 4.16 

9.07 10.26 
22.05 25. 16 18.26 

10.7 9.3 6.66 
9.33 6.41 6.38 

22.8 9.31 16.42 
10.99 5.21 10.46 

135.39 153.31 
6.23 4.02 
7.26 6.2 
5.21 2.06 
6.77 6.2 

161.21 220.83 168.52 

155.23 89.96 123.37 

55.83 46.1 51.01 

2.09 3.65 

10.24 3.21 

55.9 58.11 

7.15 8.62 

20.77 20.49 12.08 

15.71 9.43 11.61 

11.85 4.5 6.68 

8.81 7.86 12.68 

299.15 260.22 386. 11 

88.53 60.41 90.53 
17.15 13.89 13.51 

19.54 12.84 10.16 
9.62 5. 18 6.37 
8.49 9.07 
9.46 3.93 
7.09 3.34 



6.37 
9.98 
66.57 
11.79 



6. 76 
5.31 
3. 56 



1.28 3.4 

4.15 13.51 

11.97 9.53 

1.28 1.92 

97.74 77.69 

125.26 82.21 

17.39 14.75 

11.68 16.63 
4.46 8.2 

25.71 35.79 

38.31 52.76 

9.86 11.81 

4.39 4.92 

19.39 8.08 

18.47 14.77 

4.5 8.07 

11.19 38.41 
3.13 4.4 

5.05 6.53 

12.28 11.59 

3.15 4.09 



7.51 
5.32 
11.26 
12.83 



2.39 

9.25 
10.46 

6.21 
23.22 

3.38 

3.27 

12.7 
10.04 

7.73 

8.41 
16.88 

6. 16 

118.47 299.67 

4.29 3.33 

8.84 7.37 

3.48 2.35 

4.46 2.87 

563.89 269.72 

108.06 86.85 

55.61 103.28 

2. 74 3. 66 



6.05 
9.21 
6.36 
4.41 



1.59 
4. 93 
14.53 

I. 3S 
108.28 

60.83 
19.21 
14.88 
5.92 
29.0 
48.83 
12.71 
2. 99 
16.43 
17.87 
7.2 
33.45 
2.41 
5. 77 
13. 53 
3.65 
5.88 
6.21 
9.4 
10. 26 
144.63 
2.18 
3.49 
6.94 
9. 46 
4.4 
29.17 
4.23 
3.18 
6.97 

II. 02 
3.91 
4. 53 

14.31 
9.04 
339.02 
3.99 
9.08 
2.85 
5. 52 

342.5 

85. 22 

84.66 
2.93 
6. 36 

53.56 

10.16 
18.2 

20.19 
4. 53 

11.22 
164. 16 

83.11 
13.2 

21.52 
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HT2RP3001236 
NT2RP30O1239 
NT2RP3001240 
NT2RP3001245 
NT2RP30O1253 
NT2RP30O125S 
NT2RP300126Q 
NT2RP3001264 
NT2RP3001268 
HT2RP3Q01271 
NT2RP3Q01272 
NT2RP3Q01274 
HT2RP30O1275 
NT2RP300U80 
NT2RP3001281 
NT2RP3001288 
NT2RP3001297 
NT2RP30O13OO 
HT2RP30O13O1 
NT2RP3001307 
NT2RP30013I0 
NT2RP30013I8 
NT2RP3001322 
HT2RP3001325 
NT2RP3001338 
NT2RP3001339 
HT2RP3001340 
KT2RP300II4 
NT2RP30013S4 
NT2RP3001355 
NT2RP300t3S6 
HT2RP3001359 
NT2RP30O1364 
NT2RP300U73 
HT2RP3001374 
NT2RP3Q01383 
NT2RP3001384 
NT2RP3001388 
KT2RP300t392 
NT2RP3001396 
NT2RP3001398 
NT2RP300139S 
NT2RP3001402 
ST2RP3Q01407 
HT2RP3001416 
HT2RP30O1420 
KT2RP3001425 
NT2RP300142S 
NT2RP3Q01427 
HT2RP3001428 
NT2RP3001429 
NT2RP300I432 
NT2RP3001439 
MT2RP3001441 
NT2RP3001446 



NT2RP300U49 
NT2RP30014S3 
NT2RP30014S7 



NT2RP3001463 
KT2RP3Q01466 
HT2RP3001472 



HT2RP300147S 230. 33 



30.11 



12.58 
16.64 
8.04 
S.41 



19.17 30.67 

7.93 16.69 

15.42 32.69 

12.54 22.57 

9.93 13:75 

278.9 310.98 327.25 

18.94 14.44 22.33 

67.04 56 . 89 77.24 

54. 13 43.25 63.3 

7.61 5.79 12.88 

22.6 31.48 

121 164.35 

7.19 20.08 

18.72 19.46 
2.63 

21.34 42.34 

64.75 81.93 

9.06 13.81 



23.18 
143.91 
7.03 
14.64 
0.38 
43.86 
77.1 
9.48 
5.4 



7.37 
15. 55 
16.58 



10.36 
12.87 
8.54 

11.38 14.04 

1025 1099 

162.73 132.54 198.96 

16.04 11.7 17.8 

35.84 31.42 47.79 
37.44 66.22 47.17 

42.85 32.23 43.99 
2.26 7.76 10.15 

43 54.12 51.32 
34.72 29.05 
19.26 26.46 
12.24 



4.66 
1.26 
6.04 
6.71 
6.73 



16.79 



42.17 
29.33 
26.6 
108.77 
15.5 
30.7 
7.78 



22.91 

9. 38 

4. 64 
47. 27 
13.09 
17.91 

30.22 31.51 33.24 
72.56 60.86 88.74 
18.88 22.22 16.48 
3.11 
10.47 
11.79 



9.85 
14.49 24.37 



4.79 



16.88 



11.74 
12.17 
10.61 
7.7 
4. 55 
20.32 
31.43 37.32 28.95 
34.77 41.28 46.38 
2.49 



4.24 



4.94 



NT2RP3001447 22.35 21.24 25.11 



139.79 126.76 203.02 
31.6 35.5 49.48 
3.38 17.23 17.13 
NT2RP300M59I 11.29 13.84 13.09 
4.84 3.81 



Table 441 

17.48 11.33 17.06 

7.8 5.43 5. 92 

20.34 13.57 11.75 
10.74 8.24 10.53 

5.39 2.74 1.6 

256.7 262.84 274. 28 

34.17 17. 19 23.22 

82.42 71.22 82.52 

45.53 25.93 35.18 

6.16 2.76 3.69 

18.93 15.25 15.77 
135.41 115.24 154.69 

7.2 8.45 4.21 
9.93 11.17 5.67 
4.71 1.73 1.17 

25.62 18.43 26.29 

35.55 27.23 38.6 

7.61 5.56 

3.86 1.62 
10.66 10.08 

11.85 7.95 
7.25 6.79 

15.94 12.19 
286.93 377.86 405.84 
171.74 181.83 241.04 

11.35 7.84 6.88 
30.03 31.99 45.26 
33.31 24.96 24.34 
23. 31 23.56 19. 18 

5.3 3. 13 3.72 
62.98 37.84 46.81 
41.55 33.32 37.07 

17.86 11.52 13.89 
10. 58 10. 1 9. 34 

136.19 114.69 107.19 

12. 1 5.75 6.51 

33.57 22.7 20.56 
9.06 5.69 
5.43 2.03 

23.62 14.23 34.71 
8.92 6.22 
16.05 7.15 
60.13 23.85 

96.01 74.06 85.12 

16.79 17. 16 5.73 
4.91 2.62 
6.37 
9.64 
6.43 
3.38 
1.79 

14.24 12.25 

26.93 25.44 19.21 

53.64 42.72 50.36 
4.53 3.01 

13.3 6.65 15.94 

199.4 166.47 178.45 



6.65 
5.28 
5. 37 



4.9 5.4 



4.42 

5.32 

..... 6.17 .... 

75.06 206.06 219.63 

134.27 161.16 143.19 



11.91 
9.1 
12.3 
8.58 
5.05 

16.39 



9.5 



8. 87 
6.04 
1.93 



29.3 
10.12 
3.75 
1.94 
2.51 
7.01 



36.04 
6.15 
5.3 
1.07 
1.55 
3.59 



92.73 106.13 95.77 



7.27 
4. 68 



12.49 

3.8 



6.31 
2.31 



12.61 
5.36 
11.44 
7.75 
..... 3.73 

334.89 289.89 242.91 

21.96 25.77 20.83 

43.6 44.18 61.74 

39.08 48.29 54.07 

3.87 7.7 5.38 
18.56 19.39 20.08 

133.08 136.37 139.51 

4.17 4.56 3.94 

7.5 8.91 6.46 

1.88 0.77 0.6 
27.01 32.19 37.1 

12.09 28.24 29.77 

4.6 5.82 8.28 
1.66 3.26 



5.09 
4.27 
5.34 
14.66 



6. 17 



2.83 5.64 
31.64 27.19 



25.96 38.56 34.37 

13.01 13.77 11.4 

4.66 3.96 2.91 

81.45 50.61 59.12 

21.86 23.34 24.66 

13.78 18.18 15.95 

9.17 17.19 12.49 

68.33 56.48 69.32 

13.27 9.62 6.82 

19.13 14.74 15.12 

7.73 5.71 5.18 



2.37 2. J 



3.1 



12.93 30.54 38.42 

4.4 8.04 6.53 

6.07 7.51 6.62 

15.21 24.77 23.82 

43.61 63.39 61.28 

3.31 4.98 



1.34 
8.4 



1.67 
4.94 
9.62 



2. 52 
6.04 
7.81 



5.51 . 

17.63 22.78 
5.05 8.84 
2.26 1.46 

16.49 28.23 
14.96 11 

30.69 23.25 24.74 



2.82 2.01 1.51 

13.67 37.08 14.99 

131.32 106.74 139.38 

28.49 31.86 35.69 

5.98 6.75 6.92 
4.44 
2.08 
1.94 
2.87 



5. 53 
1.96 
2. 18 
1.12 



29.' 54 68] 35 93.78 
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NT2RP30Q1479 
NT2RP3001490 
NT2RP3001492 
NT2RP3001495 
NT2RP300t497 
NT2RP3001501 
KT2RP3001527 
NT2RP3001529 
NT2RP3001538 
NT2RP3001S3S 
NT2RP3001542 
KT2RP3001549 
NT2RP3001SS4 
HT2RP3001560 
HT2RP3001561 
NT2RP3O01564 
HT2RP3O01568 
HT2RP3001S7S 
NT2RP3001580 
KT2RP300I587 
MT2RP300158B 
NT2RP3001592 
HT2RP3001607 
NT2RP3001608 
MT2RP3001613 
HT2RP3001619 
NT2RP3001621 
NT2RP3001629 
NT2RP3001630 
KT2RP3Q01631 
NT2RP30Q1634 
NT2RP3001642 
KT2RP3001646 
NT2RP30Q1650 
HT2RP3001657 
NT2RP3001671 
NT2RP300I672 
KT2RP3001676 
NT2RP3001678 
KT2RP3001679 
HT2RP3001682 
NT2RP300168S 
HT2RP300t688 
OT2RP3001690 
NT2RP300I693 
NT2RP3001696 
NT2RP3O01698 
MT2RP3001708 
NT2RP3001712 
NT2RP3001716 
NT2RP3001724 
NT2RP3001727 
NT2RP3001729 
N72RP3001730 
NT2RP3001733 
MT2RP3001737 
NT2RP300J738 
KT2RP3001739 
NT2RP3001742 
NT2RP3001751 
NT2RP3001752 
NT2RPS001753 
NT2RP300!754 
HT2RP3001756 



6.51 
15.72 
14 
18.58 
36.57 
16.76 
5.54 
21.9 
80.06 
4.24 
17.53 
6.14 
28.4 
79.18 
3.47 
34.74 
23.08 
34.43 
17.53 
14. 32 
6.31 
37.3 
11.49 
30.81 
55.34 
162.64 
29.97 
28 
3.51 
64.16 
3.71 
29. 24 
18.72 
4.88 
17. 36 
13. 32 
58.18 
11.94 
388.4 
19.45 
115.37 
4.91 
4.75 
8.33 
2. 22 
7.34 
780.45 
348. 43 
32.9 
13.86 
28.26 
27. 92 
2.64 
421.81 

I. 54 
7.85 

28. 07 
2.19 

II. 1 
1.19 
2.48 
3.96 
3.14 
4.67 



3.77 

6.25 
14.91 
21.11 
27. S9 
28.67 

5.56 
27.01 
67.28 

4. 99 
25.89 
6.2 
40.66 
91.03 

3.93 
32.97 



16.9 

5.44 
61.22 
11.68 
24.16 
46.31 
181.38 
24.25 
13.33 

2.38 
51.12 

4.65 
22.78 
13.31 

6.33 
19.67 
10. 22 
72.22 
10.66 
207.45 

8.41 
82.43 

3. 52 

I. 41 
10.1 
6.17 

11.29 
572. 31 
297.84 
21.37 
9. 55 
21.7 
15. 82 
5.S4 
524. 98 
1.62 
25. 52 
24. 45 
2.42 

II. 43 
3.87 

4.8 
5.83 
1.28 
4.56 



10.27 
23.45 
21.99 
19.03 
40. 31 
29.3 
5.02 
22.29 
76.24 
8.09 
26.44 
5.77 
43.76 
86.96 
2.29 
34. 99 
30.67 
39.8 
27.37 
20.18 
5.39 
57.18 
9.02 
28.98 
54.71 
185.09 
25.08 
26.21 
4. 56 
67.22 
2.94 
34.25 
23.84 
12.48 
39.76 
13.86 
87.94 
12.76 
268.13 
17.68 
118. 94 
11.94 
4. 66 
11.83 
10.5 
11.31 
725.4 
257. 74 
35.65 
15. 36 
18.91 
33.03 
5.12 
490.91 
4.9 
17.42 



Table 442 

6.45 4.18 

15.28 5. 31 6. 

13.76 7. 53 9. 

12.08 9. 76 9. 

47.7 28.75 35. 

12.62 8.54 7, 

7.34 2.65 3 

20.64 12.59 16 
89.51 



i.1 



8. 68 
1.92 
7. 96 



14.74 14.15 

5.79 1.73 

10.47 10.16 

84.47 48.32 76.97 

6.28 2.06 3.29 

17.25 16.65 19.41 

16.92 14.73 6. 11 

19.69 12.66 21.53 



11.9 
11.06 

5.29 
30.41 

7.34 



11.25 
9.69 
2. 48 
28. 18 
8.45 
18.45 

81.86 48. 17 86.77 
152.03 118.43 125.85 
33.83 16.83 30.34 
16.28 12.69 19.85 
4.63 
12.91 
7. 85 

25.21 18.32 21.46 
17.34 
7.77 
21.84 
10. 05 
28.72 
8.88 

268.3 249.2 237.9 
13.47 5.77 
71.89 66. 26 91.02 
5.16 2. 78 2.73 
0.27 
4.69 
2.56 



3.33 
11.07 
5.55 

6.93 5.94 

616.13 658.96 

514.57 355.27 

18.32 14.72 

8.27 11.28 

32.47 31.93 

16.01 12.47 

5.09 2.61 



2.11 



328.42 274.16 316.08 



4. 53 
10.76 4. 14 
18.76 13.82 

4.78 1.8 

9.77 

5. 53 

3.47 

7.82 

3.89 

7.12 



0.21 
4.31 
0.47 
2.77 



7.24 
14. 28 
15.89 
23.59 
11.78 

4.71 

7.77 
59.99 

3.58 
14.26 

2.67 
15.92 
115.31 

2.23 
10.11 

7.97 
16.47 
7.5 
19. 28 

2. 34 

46.3 

5.15 

9.66 
51.11 
144.48 
32.22 
19. 79 

3.79 
59.38 

4. 62 
34.78 
11.13 

3.47 
11.81 
7.9 

10.7 

7.09 
189. 86 

3.71 
56.88 
5 

0.99 
5.74 
2.84 
6.97 
533.83 

148.2 

22.44 
5.55 

16.65 
8.97 
2.6 
179. 32 
0.54 
3.35 

12. 56 
1.06 
7.73 
1.29 
1.75 
4.73 
0.99 
2.62 
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2.99 


2.91 






2.07 


0 






5.13 


6.32 






2. 33 


2. 39 






3.31 


6.44 






1241.6 


1289.4 






628.13 519.33 






33. 16 


22.67 






15.45 


9.22 






23.86 


18.15 






9.14 


8.89 






2.88 


1.65 






117.74 


101.94 






0. 39 


1.87 






7.04 


17.36 






15.63 


32.84 


* 




2.07 


0.9 






6. 52 


8.12 


* 




0. 92 


0.82 






2. 38 


0.9 






5.28 


2.61 






1.82 


0.86 






4.94 


3.56 
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NT2RP3001764 3.84 
NT2RP3001771 10.53 
NT2RP3001777 40.65 
NT2RP3001782 18.47 
NT2RP30017A2 51.98 
NT2RP3001799 7.5 
NT2RP3001819 9.21 
NT2RP3001829 0.79 
NT2RP300183C 16.84 
NT2RP3001839 6.81 
NT2RP3001844 
NT2RP3001848 

NT2RP3001854 

N72RP30018S5 8.77 

NT2RP3001857 2.78 

NT2RP3001858 1.48 

NT2RP3001861 

NT2RP3001866 

NT2RP3001871 

NT2RP3001874 

NT2RP3001878 

NT2RP3001885 

NT2RP3001896 

MT2RP3001898 

MT2RP3001899 

NT2RP3001901 

NT2RP30Q1915 

NT2RP3001926 

NT2RP3001929 

NT2RP300193I 

NT2RP3001938 



NT2RP3001943 188.81 



NT2RP3001944 
NT2RP3001945 
NT2RP3001947 
NT2RP3001949 
NT2RP3001952 
N72RP3001954 
NT2RP3001956 
NT2RP3001967 
MT2RP3001969 
MT2RP3001976 
NT2RP3001986 
MT2RP3001989 
HT2RP3O02O02 
NT2RP3002004 
NT2RP3002007 
NT2RP3002014 
MT2RP3002015 
NT2RP3002O33 
NT2RP3Q02045 



5.94 

53.13 
S3. OS 



4.86 
4.29 
4.11 
10.44 
6.84 
6.75 
15.8 
10.12 
4. 46 
2.97 
21.98 
42.5 
7.68 
7.03 
0.69 



4.67 12.85 

6.71 15.52 

47.79 33.95 

18.59 14.66 

43.73 63-. 18 

9.23 9.91 

8.05 11.94 
0.98 6.7 

18. 26 30. 32 

9.19 13.79 

4.03 11.89 

36.02 38.27 

46.79 83.54 

9.33 11.43 

1.95 7.57 

1.77 7.55 

3.76 12.83 

4.19 8.56 

2.37 11.14 

5.38 11.3 



7.25 
9.28 
18. 78 
17. 59 
9.66 
8.51 



17.12 
39.73 
47.48 
37.29 
10.17 
9.56 
3.88 
7.48 
2.15 
1.89 
3.89 
6.56 
7.76 
7.76 
14.2 
2.11 
10. 24 



18.4 24.23 

70.22 59.74 

7.59 

5. 56 8. 39 

0.54 7.42 

183.6 1 52.87 

20.99 26.58 

40.32 37.82 

38.36 48.19 

38. 85 47. 2 

10.07 6.99 

18.54 17.64 

4.98 8.37 



9.02 
4.78 
5.25 
6.39 
5.36 
8.57 
12.06 



10.34 19.96 

1.84 5.64 

10.71 16.79 

5.97 11.92 

„..,.....„,. .... 16.7 16.88 

HT2RP3002054 292.36 495.82 456.61 

" 0.88 



7.45 



NT2RP3002056 
MT2RP3002057 
NT2RP3002061 
NT2RP3002062 
KT2RP30Q20S3 
NT2RP3002064 
HT2RP3O02O71 
NT2RP30O2O73 
KT2RP3OO2074 



3.7 
14.95 
3.07 
4.75 
2.99 
4.16 
3. 97 



ST2RP3002075 115.61 
H72RP3002077 1.88 
NT2RP3002081 9.52 



15.21 

2.82 
11.22 

0.91 

4.07 

2.02 

1.73 
4.7 

136.72 152.03 
1.37 7.12 
4.64 17.43 



Table 443 

4.07 1.87 1.79 

12 8.69 4.55 

47.7 28.57 21.63 

13.14 8.87 10.49 

42.18 33.54 33.35 

6.52 4.07 3.35 
7.62 3.17 5.23 

3.6 0.17 1.2S 

14.13 7.32 15.63 

8.6 4.4 4.34 
5.39 1.37 2.09 

40. 15 39.26 28.02 

47. 02 38. 1 1 28. 76 

9.53 8.22 8.62 
5.8 0.8 2.63 

6.01 1.18 1.83 

6.03 2.09 1.54 

7.38 2.36 3.86 

4.75 0.71 

5.07 2.46 1.93 
6.09 2.26 2.81 
7. 33 5.82 5. 26 

10.19 5.77 12.23 
9.23 3.83 4.48 
6.74 4 4.77 
4.89 2.11 2.05 

18.83 15.46 12.75 

46.58 37.18 35.96 

5.33 1.89 5.28 

8.57 1.83 4.32 
4.87 0 1.52 
80.5 86.76 128.25 

14.69 15.73 4.63 

24.74 26.96 28.23 

30.55 15.52 22.26 

29.25 26.76 28.05 

3.68 1.57 0.37 

8.37 4.32 7.01 
7.17 1.4 2.11 
8.89 3.53 3.86 

4.72 1.42 
5.93 1.38 2.82 
4.22 1.46 2.65 
8.05 1.81 1.73 

5.38 2.01 2.22 
6.85 3.16 
11.2 4.92 6.67 
7.64 3.81 2.33 

11.66 11.36 10.59 

6.98 3.29 5.92 

S.97 3.53 

206.09 224.87 171.66 

3.45 0.32 0.79 

7.78 1.9 3.69 

5.14 1.22 

12.28 11.33 13.44 

5.76 3.45 2.53 

8.44 3. 11 3.26 

4.58 1.41 2.26 

5.39 0.35 
5.64 1.52 1.74 

61.15 60.41 66.84 

4.73 0 2.99 
9.04 2. 14 3.36 



1.19 
2.42 

29.91 
5.89 

80.48 
7.42 
2.57 
3.26 
6.9 
2.3 
2.04 

46.65 



2.14 
1.41 
2.42 
2.97 
1.36 
3.66 
2.14 
3.86 
7.21 
4.36 
4.46 
0.22 
6.48 6.95 
45.08 32.42 
3.26 1.47 
4:68 3.69 
0 1.16 
85.31 121-73 
10.12 15.18 



1.53 
0 

1.75 
2.27 
0.62 
2.08 
4.01 
4.29 
2.88 
2.35 
3.33 



1.33 
3.43 
3.37 
6.25 



28.58 
1.18 
5. 36 
2.86 
4. 36 
2.56 
1.09 



2.48 
9. 34 
3.76 
8.67 
8. 34 
3.11 



2.08 

4.07 
40.09 

9.56 < 
65. 58 

3.54 i 

6.12 

0.11 

7.46 

3.54 

1.53 

51.5 
74.82 

5.15 

0. 96 

1.37 

0. 53 

2.71 

0.06 
5.3 

3.46 

3.96 

8.15 

3.15 " 

3.02 

0.74 

5. 98 
25.88 

1.63 

4.06 

0. 26 
115.26 

9.75 
14.26 ! 
25.96 
28.74 

1.17 i 

4.75 
1.91 

2.97 

0.82 
1.87 

2.42 
1.12 

6.16 
3.6 

6.75 



9.33 6. 11 
0 1.37 

7.88 11.32 
1.35 2.57 

2.69 6.61 
2.09 2.02 
3.4 1.98 
2.26 2.79 

138.08 127.44 1 
1.52 0.95 
6.77 6.6 



3.1 
11.36 
9.48 
3.05 
543.12 
0. 67 
3.21 
0.53 
11.12 
1.94 
3.66 



0.6! 
3.29 
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NT2RP3002086 
NT2RP30O2094 
NT2RP30O2096 
NT2RP30O2097 
HT2RP3002098 
MT2RP3OO2102 
IIT2RP3002106 
NT2RP3OO2108 
NTZRP3OO2109 
NT2RP3002110 
NT2RP3002113 
NT2RP300212Q 
MT2RP3002121 
NT2RP30O212S 
NT2RP3002128 
HT2RP3002130 
NT2RP30O2133 
HTZRP3002136 
NT2RP3002140 
MT2RP3002M2 
»T2RP30O2146 
NT2RP30G2147 
NT2RP3002151 
NT2RP3002155 
NT2RP30021SS 
NT2RP30O216O 
NT2RP3002163 
NT2RP3002165 
NT2RP3002166 
NT2RP3002173 



NT2RP3002174 130.22 



NT2RP3002181 
KT2RP3002185 
NT2RP3002193 
HT2RP3O02204 
NT2RP3002244 
KT2RP3002248 
NT2RP30022S3 
NT2RP30022SS 
KT2RP30022S4 
NT2RP3M2257 
NTZRP3002273 
NT2RP3002276 
NT2RP3002281 
KT2RP3002288 
NT2RP3002297 
NT2RP3002301 
NT2RP3OO2303 
NT2RP3002304 
NT2RP3002309 
NT2RP3002311 
HT2RP300231S 
NT2RP3002319 
NT2RP3002324 
NT2RP3002330 
MT2RP3002333 
NT2RP30O2337 
NT2RP30O2342 
NT2RP3002343 
NT2RP30023S1 
NT2RP30023S2 
NT2RP3002353 
NT2RP3002362 
NT2RP3002363 



9.1 
3.34 
12.33 
23.91 
5. 03 
13.2 
10. 36 
4.96 
40.98 
S. 34 
9. 48 
7.73 
1.11 
64.09 
8.94 
4S. IS 
713.78 
99. 29 
3.S9 
9. 07 
9.3 
11.07 
15 
53.25 
3.79 
9.08 
13.64 
6.75 
5.43 
517.9 



5.64 
2.83 
8. 82 
20.85 



5. 97 
44.31 
7.33 
41.05 
12.8 
7.98 
17.21 
3.26 
81.68 
2.25 
20.4 
3. 97 
13.35 
16.62 
94.9 
11.34 
7.54 
91.67 
4.32 
9.65 
16.31 
8.49 
18.48 
14.44 
41.51 
4.44 
25.61 
3. 99 
20.96 
29.92 
26.94 
18.42 
11.71 



7.3 
2. 64 
15. 02 
2.87 
7.75 
8. 74 
4.94 
54. 26 
4.6 
21.81 
729. 07 
50. 26 
7. 52 
12.94 
10.61 
11.26 
10. 97 
66.04 
2.7 
10. 25 
21.03 
7.58 
5.03 
446.69 
107. 95 
4.69 
38. 54 
7.63 
45.56 
20.63 
7.8 
11.16 
2.63 
74.91 
3.31 
16.49 
2.93 
12.31 
19.5 
98.81 
12.34 
10.15 
49.25 
3.35 
9.45 
24.1 
14.45 
20.79 
26.39 
67. 04 
8.96 
22.15 
7.38 
17.51 
68.54 
28.46 
12.38 
14.02 



14.68 
6.44 
11.73 
34.1 
6.49 
15.39 
14.64 
12.49 
38. 55 
6.32 
15.49 
11.8 

I. 77 
55.37 

9.8 
38.29 
666.05 
79.88 
7.94, 
11.89 
11.18 
19.71 
25.17 
47.55 
6.74 
12.47 
16.3 
8.41 
4.69 
509.69 
156.75 
12.81 
51.77 
13.87 
52.03 
18.31 
12.04 
18.79 
8.57 
64.3 
8.07 
19.5 
8. 36 
15.77 
20.21 
132.4 
18. 57 
16.1 
50.79 
10.38 
12.73 
16.79 
9.47 
21.07 
29. 36 
49.57 

II. 93 
24.13 

7.92 
19.58 
51.75 
26.72 
24.27 
21.35 



5.09 
3.91 
1.32 

28.8 44.09 

4.51 3.23 

19.96 17.62 

842.53 766.78 697.72 

69.55 S8.35 39.45 
2.45 



Table 444 

4. 75 



8. 59 
19.75 

7.72 
11.41 
10.63 

5.65 



4.13 
2.06 
3.97 
11.2 
2.61 
5.66 
8.57 
1.44 



10.55 
6. 57 
5.17 

40.43 
7.18 

25. 97 



8.33 
9.37 
10.63 
14.01 



6.6 



7.32 
7.44 

7.18 7.82 

73.17 43.36 52.61 

4.59 0.75 1.4 

7.96 7.04 

7.06 4.19 
1.96 



12.87 
10.69 
6.08 

5.27 



.55 



297.97 240.6 253.29 

150.48 138.99 121.68 

8 2. 39 3. 23 

!i 16.42 

>6 3.71 



4. 97 
7.33 
1.55 

98.72 70.97 43.12 

0.82 1.41 
8.97 



10.57 
9. 56 
4.41 



15.02 
4.35 
11.45 
12.28 



64.72 33.84 39.98 



4.01 
9.08 
7.96 
9.99 
16.08 
13.92 
36.81 
5.8 



4.41 
8.29 
4.43 
11.92 
11.42 



11.87 
2. 92 
4.97 
36.1 22.42 



19.61 

5.18 

6.79 
25. 45 
23.44 18.05 15.48 
11.02 6.28 
9.9 11.24 



5.74 
544. 62 
17.4 
2.99 
5.4 
12.19 
4. 38 
7.02 
36. 35 

I. 04 
2.86 
9.73 

2.6 
2.88 

44.66 

76.48 
1.84 

38.06 
4.19 

28.31 
9.17 
9.37 
3.72 
1.36 

54.37 
0.79 

10.11 
1.24 

10.16 
4.25 

11.41 
2.56 
5.05 

31.29 
2.59 
3.9 
9. 67 
5.43 
2.65 
5. 88 

33.66 
2. 32 

II. 85 
2.4 

9. 93 
47.8 
14.2 
12. S3 
10.05 



9.69 
5. 92 
5. 18 
19.73 
4.78 
4. II 
4. 87 
2.99 
16.82 
2.43 
4. 67 
3. 74 
1.37 
65. 97 39.23 
5.32 11.38 
23. 29 23. 75 
1065.2 813.76 
37.71 52.59 
3.81 
5.06 
11.03 
6. 88 
15. 09 



3.84 
6.31 
135. 22 1 
86.96 8 
5.23 
52.39 
5.78 
47.28 4 
7.08 
6.63 
10. 84 
3.59 

98.78 53.26 
1.35 S.88 



9.16 
11.72 
44.76 

2.11 
13.94 

1.77 

4.83 
10.88 
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NT2RP3002377 
NT2RP3002397 
NT2RP300Z404 
NT2RP3002410 
NT2W3002414 
NT2RP3002430 
NT2RP3002448 
NT2RP3002454 
NT2RP30024S5 
NT2RP3002456 
NT2RP3002462 
NT2RP30O2469 
NT2RP3002470 
NT2RP3002484 
NT2RP3002491 
NT2RP30024S4 
NT2RP3002497 
NT2RP3OO25O0 
NT2RP300250I 
NT2RP3002512 



8.21 
4.7 
4.93 
5.44 
9.25 
19. 92 
3. S3 
38.92 
13.39 
t.84 
35.5 
2.13 
21.34 
40. 78 
2.72 
14.89 
29.62 
3.7 

NT2RP3002529 570.71 676.56 
38.94 
8. 36 
7.97 



NT2RP3002533 
NTZRP3002539 
NT2RP3002540 
HT2RP3002543 
NT2RP3002545 
NT2RP3002549 
NT2RP3002552 
NT2RP3002558 
NT2RP3002565 
NT2RP30025S6 
NT2RP3Q02571 
NT2RP3002572 
HT2SP3002573 
NT2RP30O2577 
KT2RP3002579 
HT2RP3002582 
PIT2RP3002587 



NT2RP30O2S90 544.94 



NTZRP3G02602 
NT2RP3002603 
HT2RP3002621 
MT2RP3002622 
NT2RP3002624 
NT2RP3002628 
NT2RP3002629 
NT2RP30O2631 
NT2RP3002647 
NT2RP30O2649 
NT2RP3002650 
NT2RP3002652 
KT2RP30O2S54 
ST2RP30O2657 
NT2RP30O2659 
NT2RP3002S6O 
KT2RP3002663 
NT2RP3002664 
NT2RP30O2667 
HT2RP3002671 
NT2RP3002S82 
HT2RP3002684 
HT2RP3002687 



7.18 
14.44 
6.81 
6.75 
26.96 
6.59 
S.7S 
48. 35 
12 
9.3 
26.86 
5. 52 
20. 14 
16.5 
IS. 92 
5. 66 
10.53 
28.81 
32.83 
38.88 
8.45 
20.03 
9. 25 

«T2RP3O02688^168.35 
8.07 



20.63 
5.32 
6.54 
7.62 
5.43 
5.86 
12.97 
12.06 
4.76 
58.03 
20.18 
3.83 
35.44 
3.62 
13.97 
24.09 
1.45 
16.58 
32.52 
5.61 



16.8 
13.16 
7.65 
8.02 
6.03 
9.44 
9.52 
16.37 



7.64 12.02 
1.51 4.71 



33.09 
6.02 
4.32 
12.62 
2.99 
6.99 
4.39 
34. 53 
13.64 
7.8 
8.13 
74.15 
32.62 
47.28 
8.63 
6.19 
10.07 



4.6 

I. 16 
4.28 
5.59 

21.49 
7.8 
8.76 
11.03 
45. 74 
15.75 
29.36 
6.06 
3.82 
10.45 
699. 14 
7.63 
13.52 
5.15 
5. 0! 
16.99 
5.38 

II. 73 
45.23 
15. 89 

7. 92 
18. 53 

5. 57 
13.49 
15. 29 
19. 34 
10.19 
17.57 
23.63 
27. IS 
30.21 

6. SI 
14.16 
11.21 
106.47 
8.3 



72.47 
4.4 
15.21 
35.02 
2.12 
20.26 

"ill 

723.55 
36.28 
9.74 
5.52 
12.88 
9.33 
13.6 
10.04 
27. 53 
14. 18 
13.33 
10. 93 
56.76 
29.51 
41.83 
12.6 
10. 4S 
15.76 
857. 26 
10.58 
18. 75 
9.83 
13.82 
21.5 
9.7 
14. 59 
46. 18 
13. 32 
12.59 
27.47 
14.03 
14.7 
20. 85 
18.66 
9.81 
11.68 
39.16 
33.62 
40.39 
13.68 
18.81 
13.71 
188.15 
9.14 



6.81 

4. 33 

3.73 

6.64 

4.78 

5.21 
13.74 

6.77 
27. 96 
10. 24 

6.03 

34.81 21.72 19.39 
4.15 1.03 1.2 

12.05 5.93 4.04 
15.6 8.77 12.21 
3.96 0.95 2.47 

24.82 15.49 27.1 
41.64 21.97 31.25 

8.12 4.35 5.53 
824.94 401.81 698.08 
44.79 15.69 
3.74 
2.78 
5.24 
1.46 
1.84 



Table 445 

13.04 9.6 12.99 

2. 98 3. 19 

1.3 1.29 

3.33 1.2 

1.85 2.91 

1.52 1.85 
1.95 



6.07 
9.08 

12.84 
6.12 
7.32 
7.03 

25.41 
11.1 

16.41 
9. 57 

41.43 

19.71 

19.87 
7.23 
7.84 

10.84 



0.01 
5.47 
6.49 
2.25 
2.44 
2.23 
11.35 21.08 



3.88 
6.98 
4.89 



14.5 
3.12 
3.56 
6.77 



489.72 627.82 453.24 
10.16 7.38 
16.38 10.66 
3.04 
3.27 



8.56 
8.8 
17.24 
6.43 
10 
26.1 
16.2 
9.96 
18.25 
S.61 
11.91 
14.05 
13.66 
8.43 
14.14 
18.72 
23.94 
24.11 
7.64 



15.03 
3.97 
3.73 

10.36 13.21 
2.65 4.46 
6.43 5.93 
22. 1 27. T5 
15.29 15.81 



3.76 
10.11 
6.31 
10.7 
3.68 
15.43 
11.43 



3.93 
8.9 9.81 

14.12 8.33 10.78 

190.36 164.88 199.08 

8.34 5.8 6.56 



16.42 
4.39 
2.68 
3.81 
4.09 



14.57 
3.9 
2.45 
33.8 
2.28 
5. 95 

26.54 
1.03 

14.57 

12.71 
3.81 
438.95 
9.54 
2.47 



2.07 
4.48 
3.66 
37 

11.41 
6.63 
4.63 

19.06 

13.13 

17.59 
5.33 
4.87 
4.8 
363.97 
4.87 
8.16 
3.12 
2.74 

17.97 
4.24 
6.71 

26.27 

10.24 
3.45 

17. 35 
2.75 
5.42 
15.2 
4.85 
6.72 
19.1 
7.92 

15.18 
30.8 
2.41 
4.13 
7.86 

153.97 



20.85 
1.6 

7.05 
16.61 

1.64 
11.42 
18. 89 



36.86 33.26 
5.28 3.19 
1.7 0.82 
19.08 
1.75 
7.23 
15.03 
2.67 
19.8 
18.63 

5.5 5.08 
899.52 707.21 

21.79 17.75 
0 0.12 
4. 32 6. 18 

11.85 10.42 
3. 55 0.82 
4. 56 2. 91 

3.6 2.29 
40.69 
16.44 

8. 89 



3.9 
46.35 
21.22 
17.3 



39.71 
13.37 
7.76 
2.67 
45.1 
13.23 
IS. 85 
4.66 
4.78 
4.74 

273.66 582.87 

4.34 6.16 

15.4 88.12 

S.17 6.09 

4.44 11.45 

25.27 18.08 

5.21 2.97 

4.48 3.96 

23.38 21.25 

7.5 7.23 

5.1 S.57 

20.46 18.82 
4.84 
7.8 5.1 

14.6 14.98 

10.09 6.73 
4. 39 3. 92 

11.04 8.75 

17.21 15.51 

21.3 26.19 

35.93 33.74 
3.04 2.62 
6.96 4.79 
7.74 7.01 

87.55 117.43 
5.87 4. 73 1 
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NTZRP3002701 
NT2RP3002705 
NT2RP3002708 
NTZRP3002711 
NT2RP30M7-12 
NT2RP3002713 
NT2RP3002721 
NT2RP3002722 
NT2RP3002723 
NT2RP3O02737 



NT2RP3002738 122.73 



NT2RP3002742 
NT2RP3002744 
NT2RP3002756 
(fT2RP3002757 
NT2RP3002758 
NT2RP3002762 
NT2RP3O02763 
KT2RP3O0277O 
KT2RP3002771 
NT2RP3002785 
NT2RP3002790 
ST2RP3002799 
HT2RP3002801 
HT2RP30O2802 
HT2RP3002810 
NT2RP3002818 
NT2RP3O02821 
NT2RP3002823 
NT2RP3002825 
NT2RP3002829 
HT2RP3002831 
NT2RP3002836 
NT2RP3002845 
MT2RP3002852 
NT2RP30 02861 
NT2RP30028S9 
NT2RP3002874 
NT2RP3002876 
NT2RP3002877 
NT2RP3002887 
NT2RP3002900 
KT2RP3002902 
HT2RP3O02909 
NT2RP3002911 
NT2RP3002948 
NT2RP3002953 
KT2RP30029SS 
NT2RP30029SS 
NT2RP3002969 
NT2RP3002972 
NT2RP30O2978 
NT2RP3002983 
NT2RP300298S 
NT2RP3002988 
KT2RP3O03OOO 
NT2RP3OO3008 
NT2RP3OO3012 
NT2RP30O3015 
NT2RP30O3018 
BT2RP3003028 
HT2RP30O3029 
NT2RP3003032 

«T7RP30ft3ft4l 



11.4 
30.23 
25. 52 
87.34 
11.51 
17.13 
70.06 
20.45 
12.21 

4.67 



4.62 
11.76 
8. 91 
18.22 
16.5 
6. 55 
6.01 
13. 79 
6.48 
7.93 
12. 74 
44. 32 
9.13 
6.6 
21.61 
12.26 
3.08 
S. 94 
46.16 
36. 39 
8.11 
16.68 
38. 76 
27. 07 
6.45 
6.19 
12. 63 
143. 63 
16.65 
11.81 
24.9 



SO. 68 
5.43 
32. 27 
97. 24 
130.69 
11 
11.7 
10.47 
9.18 
17.8 
14.39 
4. 55 
8.52 
3.67 
10.96 
2.33 
94.04 
4.14 
3.8 
10.59 
18.44 
9.55 



29. 89 
23.92 
128.24 
9.81 
13.75 
117. 72 
20.54 
14. 76 
4.9 
88.31 
5.31 
7.9 
6.64 
14. 86 
15. 69 
8.17 
4.94 
15. 86 

3. 94 
7.61 
8.68 

36.15 
7.96 
5.16 
13.43 
21.33 
2.76 
5.9 
68.1 
46.01 
9.95 
11.51 
32.47 
21.18 
10. 44 
9.1 
13.11 
148.27 
19.83 
8.65 
40 
50.65 
3.6 
38.37 
122. 54 
155. 36 
13.27 
7.18 
5.67 
3.34 
13.14 
16.02 
5.27 
6.19 
3.71 
2.67 
3.47 
42.5 
3.97 

4. 39 
12.64 
16.02 

9.82 



15.19 
43.68 
35.27 
131.86 
14.14 
17.42 
122.3 
15.56 
21.14 
12.9 
164.33 
8.06 
17.24 
6.82 
15.65 
16.85 
14.93 
14.86 
20.19 
12.36 
12.09 
16.54 
61.61 
8.02 
13.06 
30.89 
22.29 
7.5 
9.87 
69.32 
39.22 
10.41 
17.27 
30.9 
24.92 
9.71 
10.7 
17.2 
181.51 
22.97 
14.58 
47.49 
63.54 
6.73 
39.37 
134.73 
174.07 
12.07 
10.81 
11.5 
9.31 
17.07 
14.98 
7.26 
9.46 
3.5 
10.84 
10.69 
71.87 
9.63 
9.49 
16.85 
27.77 
9.95 



Table 446 

9.64 4.21 7.04 

30.05 23.71 23.42 

19.02 13.81 19.8 

149.35 126.88 84.65 

7. 18 5. 15 2.41 

8.41 9.55 4.36 

101.88 70.22 94.12 

16.97 11.11 10.65 

7.75 4.55 7.76 

7.24 2.22 4.66 

156.37 134.11 152.93 

6. 59 2. 59 2. 1 1 
4.45 
5.13 
6.41 
8.17 
2.38 
3.26 
7.67 
4.01 
4.23 
4.49 



10.03 
7.81 

13.62 

13.98 
9.33 
7. 96 

13.26 
8.16 
7.52 

10.03 



6.38 
2,63 



9. 48 
15.94 
12.03 

5.13 

7.27 
16.84 
22.92 
14.39 
10.91 
12.04 
24.24 

7.81 
6.8 

9.07 



10.84 
0. 98 
1.84 
16.8 

16.02 



3.7 



3.23 
5. 37 

254.93 163.87 216.77 
18.33 13.19 15.19 
12.86 6.78 
50.72 36.64 57.77 
17.78 28.94 15.05 
6.91 1.07 4.91 
37.75 22.31 32.66 
183.88 103.17 110.98 
145.08 99.42 98.1 
9.74 5.71 



6.8 
3.57 
3.85 
7.47 
6.52 



0.4 



52.22 37.75 51.79 

5.98 1.6 

7. 13 4. 25 

9.46 5.29 

16.77 11.22 
12.39 5.66 



4.79 10.11 

20.15 25.03 

19.34 22.92 

16.56 37.78 

5.29 7.06 

13.41 9.28 

113.7 122.46 

14.55 10.8 

4.96 7.72 

2.62 1.49 

81.07 85.63 

2.29 

6.88 

2.84 
10. 99 



8.18 
1.31 
9.29 
15.83 11.78 
4.56 5.11 



4.15 

6.38 

3.51 

4.14 
11.67 
38.77 29.46 



6.99 
3.71 
15. 57 
12.06 
3.88 
2.79 
9.52 
24.02 
9. 96 
4.06 
5.18 



2.43 



1.7 
3.12 
7.53 
7. 98 
4. 98 
4.72 
12.27 



4.89 
8.08 
137.83 
13.02 



8.8 13.15 

2. 62 3. 28 

5.21 5.53 

15.56 (7.59 

18.52 16.38 

4.84 3.07 

7.55 

2. 37 

5.31 

0. 84 
66. 36 

2.56 

3.07 
11.38 



2.4 
8.35 
1.69 
44.43 
2.43 
2.68 
8.45 



7.18 
27.52 
17.32 
36.54 
4.76 
8. 38 
107.46 
10. 74 
6.61 
3.15 
82.42 
2. 78 
6.87 
1.38 
10.38 
10.47 
6 

3.35 
5.16 
2.45 
4.41 

11.43 

32.11 
2.63 
3.55 

23.18 
7.02 
1.96 
3.09 
4.62 
9.64 
9.9 
7. 36 
9.29 

18. 97 
5.14 
3.99 
8.06 
141.63 

12.29 
6.83 

41.82 

23.73 
4.07 

47. 38 
95.2 
165.58 
5.17 

14.41 
4.09 
7.19 

21.66 

19.45 
3.43 
9.04 
2.73 
5.42 



1.54 
66.31 

2.26 

1.64 
12.28 
10,46 

3.62 
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NT2RP3003Q44 
NT2RP3003047 
NT2RP3003050 
NT2RP30030S3 
NT2RP30O3OS9 
WT2RP3003O61 
NT2RP3003068 
NT2RP3003071 
NT2RP3003076 
NT2RP3003078 
NT2RP3O03O81 
NT2RP3003090 
NT2RP3003097 
NT2RP30030S8 
NT2RP3OO3101 
HT2RP3003109 
NT2RP3003121 
NT2RP3003133 
KT2RP30O3137 
NT2RP3003138 
NT2RP3003I39 
NT2RP3003145 
HT2RP3003150 
NT2RP3003157 
NT2RP30O3185 
NT2RP3D03193 
NT2RP3003197 
NT2RP3003203 
NT2RP3003204 
NT2RP3003210 
NT2RP3003212 
NT2RP3003213 
NT2RP3003224 
KT2RP3003226 
NT2RP3003230 
HT2RP30O3235 
NT2RP3003242 
NT2RP3003251 
NT2RP30032S2 
NT2RP3003258 
NT2RP30O326O 
NT2RP3003264 
NT2RP3003273 
KT2RP3003278 
NT2RP3OO3280 
NT2RP3003282 
NT2RP30Q3290 
NT2RP3003301 
NT2RP3003302 
NT2RP3003311 
NT2RP3003312 
NT2RP3003313 
NT2RP30O3327 
NT2RP3003330 
NT2RP3003344 
NT2RP3003346 
NT2RP30O3349 
NT2RP30O3353 
NT2RP3003354 
NT2RP3O03368 
HT2RP3O0337S 



20. 51 
318.58 
6.01 
4.73 
3.4 
3.92 
13.64 
501.47 
11.52 
14.69 
14.34 
4. 38 
14.02 



11.04 
27.77 
14. 74 
8. 34 
4. 53 
14.49 
17.72 
29.81 
3.07 
36.91 
12.88 
56.79 
14.34 
13.42 
19.08 
6. 33 
8.37 
5. 67 
5S.68 
4.57 
7.29 
79.63 
73.44 
104.1 
10.37 
15.2 
20.33 
39.02 
4.61 
10.07 
8.01 
6.34 
5.35 
10.24 
44.6 
4.75 
24. 36 
11.85 
9.48 
28.77 
7.42 
7.58 
77.06 
5.79 
50.09 
10.01 
13.81 
8.13 
15.97 
NT2RP3003385 10.44 



12.05 18.28 

233.21 307.78 

3.67 13.67 

4.39 9.42 

2.18 S.4S 

4.63 10.62 

16.72 19.09 

582.68 529.35 

4.82 12.85 

14.12 17.86 

14.21 20.22 

6.96 9.84 



17.95 
283.91 
6.04 



1.27 2.97 

1.52 J.2 

1.77 1.03 

5.71 3.17 

11.08 9.11 

407.82 335.95 447.01 

9.77 5.93 5.76 
7.71 



14! 02 31. if 
13.28 16.88 



4.05 
53.87 i 
3.58 10.67 



66.48 77.54 
73.55 126.64 
11.27 12.13 



13.81 
8.36 
4.14 
4.64 

13.13 



93.38 122.44 
14.26 18.12 
11.33 19.09 
11.7 
18.59 24.94 
16.16 15.37 



12.47 17.92 
289.99 339.63 
2.45 4.04 



4.75 
7.14 
13.94 



1.65 
2.8 
3.68 
15.51 



9.88 
13.69 

6.19 
11.66 

6.48 
11.99 



9.02 
3.29 
5. 57 
4.67 
6.27 



32.49 26.06 
12.65 4.66 



8. 93 
4.41 
15.47 

11.32 



5.28 
2.55 
8.83 
8.97 

37.92 28.86 28.23 

5.23 1.85 1.66 

37.59 20.43 24.91 

13.29 10.08 11.04 

61.27 47.04 47.44 



379.51 122. 11 
7.19 9.4 
3.81 7.38 
12.85 17.91 
4.26 4.05 
8,05 9. 19 
3.99 4.01 
9.21 
12.21 
5.09 
4.07 
3.58 
6.92 



5.2 



9.17 
15.47 
13.01 
37.17 
7.81 
10.69 
5. 35 
6.51 
6.64 
8.04 
25.69 
8.43 
9.01 
7. 95 
7.32 
24.02 
9. 56 
7.96 



8.75 11.13 
29.58 23.32 



5.85 3.91 
3.83 2.99 
22. 59 18.95 



3.26 
3.11 

59.72 39.01 41.31 
5.84 3.66 3.54 
53.2 56.67 30.98 
8.66 5.26 

11.92 S.8S 
6.42 2.73 
10.9 5.8 

14.39 15.35 



11.09 
22.67 
4.11 
2.52 
1.57 
8.07 



3.17 
16.55 
7.56 



8. 85 

14.19 7.85 

16.33 10.47 

9.16 9.84 

8. 16 5. 18 

6.17 2.96 
16.3 18.72 
6. 47 2. 35 
8.17 2.63 
95.3 92.56 60.75 
45.7 33.8 25.1 

135.43 95.34 99. 58 
5.92 
7.62 



5.54 
8.04 

7.75 
6.29 
3.57 
2.21 



3.43 



4. 36 
5.74 
2.41 
1.72 
2.67 
5.22 
16.4 28.65 



2.59 
4.93 
1.56 
3.27 



5.11 
3.77 
4.61 
15.05 
3.31 
5.04 



5.87 



24. 95 
305.02 

3.78 

4.02 

1.97 

3.35 

9.79 
170.7 
27.45 
11.24 : 
10.55 

2.94 

6.11 

3.93 

8.98 
14.33 
12.75 

7.32 

2.61 

9.16 
5.4 



5.47 
7.6 
14.98 



2.46 
12.31 
13.67 



7.36 
5.26 
3. 56 



5.61 
4.08 
15.72 
26.52 
2.45 
5.26 
2.02 
1.42 
0.74 
1.19 



5.46 
4.31 
4.57 
12.99 
3.26 
6.17 



12.29 
7.35 
11.93 
10. 54 



4.71 
4.66 
6.35 
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NT2RP 3003396 
NT2RP3O034O3 



NT2RP3003409 7. 35 
NT2RP3003411 11.06 



NT2RP 3003420 19.06 
NT2RP3003425 
NT2RP3003426 
NT2RP3003427 
NT2RP3003433 
NT2RP3003437 
NT2RP300344* 
HT2RP3003455 
NT2RP3003462 
NT2RP3003464 ™~ 
NT2RP3003469 17.22 
NT2RP3003473 10.99 
NT2RP3003474 " 



............ 3.37 

NT2RP3O03475 25.58 
6.09 
18. 8 
4.17 
5.9 



NT2RP3003490 
NT2RP3003491 
NT2RP30O3493 
NT2RP30035OO » 
NT2RP3003527 7.67 



16.4 
3.1 



2.78 
11.81 
12.25 



Table 448 

16.32 6.79 16.93 
8 1.78 



6.27 
7.48 
28.71 
4.33 
3.79 
50.3 
10.05 
10. 37 
14.66 



3.8 
8.27 



NT2RP3003532 
NT2RP3003S35 
NT2RP3003536 
NT2RP3003543 
HT2RP3003549 
NT2RP3003552 
NT2RP3O03555 
KT2RP3003SS9 16.08 
HT2RP30O3564 21.9 
HT2RP30Q3572 
NT2RP3003S76 
NT2RP3003S87 
NT2RP3003589 
NT2RP3003S92 
NT2RP30O3593 
NT2RP3003614 
NT2RP3003621 
NT2RP300362S 
NT2RP3003627 
NT2RP3003636 
NT2RP3003642 
NT2RP3003M5 
NT2RP30O3648 
NT2RP3003649 
NT2RP30O365O 
NT2RP3003S56 
KT2RP30O3659 
NT2RP30O3662 
NT2RP30O3E54 
NT2RP30O3C65 
NT2RP300367! 
NT2RP3003672 
NT2RP3003673 
NT2RP3003679 
NT2RP3003680 
NT2RP30D3686 
NT2RP3003689 
NT2RP300J697 
MT2RP3003701 
KT2RP3003704 
NT2RP3O03714 



8. 53 
32.12 

3.6! 

2. 73 
43.28 42.61 
10.38 13.46 

9.93 17.25 
13.89 
14.94 
11.83 

3.95 



• 21.71 
5.84 
7.22 



71.29 

9.15 

9.92 
12.87 

14.5 
13.09 

6.73 
19.96 21.31 



10.61 
38.7 
5.83 
83.01 
5.05 
5.72 
7.3 



4.45 

10.13 
4.99 
8.81 
16.97 
8.95 
16.19 
23.31 
30.15 
13.85 
43.56 
9.5S 
11.93 
6.5$ 
26.09 
12.61 
6.54 
9.46 
8.5 
4.6 
11.75 
70.45 
12.42 
8.49 
10. 33 
13.23 
3.02 
9.23 
6.83 
9.67 
10.73 
6.87 



4.89 
4.85 

16.22 



17.3 
1.27 
5.02 
6.47 
14.72 



4.39 10.89 
3.94 10.87 
6.29 8.93 



4.65 10.33 

5.9 15.28 

8.39 10.9 

5.97 8.27 



9.87 13.46 

4.06 14.72 

6.46 20.68 

15.82 26.63 



3.36 
7.33 
7.26 
9.01 



4. 34 
27.6 
3.56 
3.14 
73.4 
7.96 
4.43 
6.91 
9.94 



14.73 19.34 

1.96 3.43 

6. 95 7.18 

7.12 7.74 

23.43 20.87 

4. 29 2.39 

6.93 6.05 

31.57 21.98 

2.47 5.63 

2. 83 3. 31 

51.67 39.73 

2 5.64 



5.62 
22.58 
6.14 
7.76 
6.19 
12.47 



1.54 



1.8 



M8 



2.35 
4.81 

25.66 21.86 25.49 
6.74 1.99 4,05 
99.52 61.99 
1.49 
1.98 
2.64 
7. 72 



4.68 
6.81 
9.46 
13.82 
32.64 
6. 23 
7.2 



3.34 
1.74 
6.2 
7. 64 



13.35 24.42 



1.91 
4. 48 
3.45 
6.78 
9. 09 



4.59 

5.98 
12.11 
12. 38 
16.13 
19.16 
27.09 
10.88 
24.57 26.12 25.77 



9.75 12.38 
2.51 9.56 



6. 42 
10. 67 
8.44 
22. 55 
12.68 
8.68 
7. 57 
5. 37 
6.79 
12.32 
69.47 
13.04 
9.56 
8.71 
9.67 
S. 63 
8.17 
7.08 
7.31 
10.7 
7.86 



5.7 



1.92 
3.03 
5.11 



5. 52 
18.26 
19.05 
10.9 
2.42 



6.77 
5.61 
4.84 



5.56 
16.54 
18.28 
7.59 
1.56 



13.18 
2.46 
5.32 
6.18 

12.45 
14.9 



10.64 
3.62 
6.6 
6.12 
14. 42 
14.16 

4. 59 4. 1 

35.13 38.35 

2. 95 6. 92 

4.06 3. 11 

9.1 6.02 

10.69 7.28 

5.9 11.04 

2.99 5.76 



2. 89 
4.61 
8.93 
9.83 



3.48 
2.31 
5.16 
6. 59 
6.07 
17.5 16.33 
10.2 15.44 
10.08 25.7 
7.14 16.59 



9.71 
4.31 
4.02 



16.11 
4.84 
4.25 
2.95 
34.18 24.81 
6.28 12.27 
3.42 4.72 
4.35 6.43 



1.35 



3.6 



3.83 
6.05 
5.19 
7.93 10.02 
2.41 3.23 



1.93 
7.06 
13.94 
14.12 
6. 88 
8.S8 
6.46 10.89 
2.06 1.47 



2.32 
2.11 
3.31 
15.67 



5.97 
3.71 
2.62 
9. £6 
2.83 
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NT2RP3003716 
HT2RP3003721 
NT2RP3003722 
NT2RP3003726 
NT2RP3003T29 
KT2RP3003731 
NT2RP3O0374O 
NT2RP3003746 
NT2RP3003749 
NT2RP30037S4 
MT2RP30037S9 
NT2RP30037S4 
NT2RP3003756 
NT2RP30037S7 
HT2RP3003778 
NT2RP3003779 
NT2RP30O3783 
HT2RP3003787 
HT2RP3003789 
NT2RP3003795 
NT2RP3003799 
NT2RP3003800 
NT2RP300380S 
NT2RP3003809 
NT2RP3003819 
NT2RP3003824 
NT2RP3003825 
NT2RP3003828 
NT2RP3003831 
NT2RP3003833 
NT2RP3003836 
NT2RP3003842 
HT2RP3003843 
NT2RP3003844 
NT2RP30C3846 
NT2RP3003849 
NT2RP30038S2 
NT2RP3003870 
NT2RP3003874 
NT2RP3003878 
NT2RP3003880 
NT2RP3003889 
NT2RP3003891 
NT2RP3003914 
NT2RP300391S 
NT2RP3O03918 
NT2RP3003920 
NT2RP3003924 
NT2RP3003932 
NT2RP3003939 
NT2RP3003940 
NT2RP3003943 
NT2RP3003959 
NT2RP3003963 
NT2RP3003965 
NT2RP3003972 



NT2RP3003979 4.45 
NT2RP3003980 148.06 
7.33 
10.71 
46.04 
75.38 
14.94 



7.01 
13.04 

3.89 

9.91 
15. 24 
21.75 

6.25 

8.07 
12.41 

6.51 

5.04 
37.79 
53.84 

8.01 
24.16 
12.68 

21.6 
6.7 

8.11 
28. 23 

7.73 
80. 77 
19. 72 

8. 63 
19.91 

4.44 
15.83 

7.18 
49.77 
7 

22.92 
3.09 
23.17 
11.64 
11.56 
5.16 
8.43 
9.39 
8.27 
6.84 
11.2 
6.9 
13.51 
2.72 
13.41 
7.35 
10.75 
33.52 
13.16 
11.85 
12.22 
7.2 
7.72 
75.69 
18.74 
4.57 



8. 27 
10.15 
8.42 
10.2 
10.41 
24. 76 
8.21 
4. 76 
10.83 
6.89 
4.82 
25.83 
52.07 
8.08 
27.96 
5.29 
12.18 
5. 75 
11.36 
17.85 
3.87 
76.75 
20.08 
14. 84 
12.71 
5.34 
8. 99 
6. 66 
38.05 
12.76 
45.16 
1.45 
13.66 
8.51 
8.88 
5.61 
6.43 
14.91 
8.06 
5.28 
8.02 
11.63 
11.29 
1.62 
9. 97 
6.41 
6.92 
17.52 
5.83 
14. 76 
9.19 
4.68 
13.55 
75.77 
14.24 
5.37 
6.48 
3.72 
117.79 
5.76 
10.02 
43.58 
38.37 
10.16 



14.18 

23.6 
15.57 
12.37 
15-. 84 
24.08 
13.85 
18.45 
19.25 
16.88 

10.4 
53.35 
31.23 

7.88 
20.47 
15.64 
19. 59 
13.41 

13.5 
14.78 ! 

9.64 

98.8 
15.07 
28. 37 

21.8 
16.42 
17.57 
13.27 
46.92 

5.52 
37.16 

4.55 
18.94 
12 

8. 25 
9.2 

ii. o; 

15.6 

7.54 

7.66 
13.91 
11.35 
17.94 

6.58 
16.94 

5.09 
10.79 
18.55 

7.58 
15.54 
12.29 

6.57 
11.27 
72.03 
13.95 
14.74 
12.61 

9.63 
158.74 
16.01 
27.87 
55.68 
57.12 
22.03 



Table 449 

5.47 2.75 3.52 

10.64 5.81 9.58 

8.33 6.34 5.67 

9.7 5.8 5.18 



6.88 
6.01 
4. 58 
6.02 



7.1 



7.06 
1.85 
6.67 



6.39 6.73 
5.36 1.64 
42.39 40.22 42.13 

39.67 26.34 21.22 
8.43 4.34 

21.14 16.84 15.25 

10.68 4.35 10.53 
7.99 
6.04 
7.92 

13.94 
5.67 

62.18 49.64 73.93 
17.29 8.51 14.67 

7.8) 4.06 
8.29 12.89 15.12 
3.26 2. 18 
9.35 
5. 95 

12.19 13.59 
1.52 

16 14.78 18.49 
4.66 0.91 2.25 
21.62 11.25 18.44 



17.1 12.18 
2.6 3.17 



10. 52 



6.51 



3.02 



9.56 
8.42 
5.16 
6.94 
7.42 
6.09 

10.08 
8.47 
8.75 
8.42 
5.33 
9.16 
8.06 
7.41 

12.63 
6.21 
9.97 

11.49 
7.12 
9.14 



4.9 
3.89 7.(1 



7.1 



2.43 
2.38 
2.61 
3.65 
6.72 
7.12 
9.51 
7.49 
2.54 
5.29 
2.93 
6.22 



6.58 

11.26 
3.09 
6.04 
6.77 
4. 57 
5.86 
3.94 
6.17 

13.69 
2. 96 

25.68 
14.6 
4. 39 

32.15 



4.2 
5. 52 

13.09 
2.83 
101.51 

17.48 
6. 78 
8. 35 
5.16 
8.88 
5. 75 
11.7 
3:01 

26.73 
1.5 

16.81 
7. 94 
8.15 
2.36 
2.84 
4. 29 
2.59 
2.11 



9.6 13, 
2. 22 4. 38 



7.98 
8.56 
S.58 
1.71 



8.17 



4.82 



8.13 



15.95 



5.46 
3.55 
2.62 



129.26 82.85 106. 

14.48 9.03 12.62 
2.14 
3.25 
2.41 

103.46 88.31 102.32 
6.18 2.48 

4.12 8.61 

!2.83 36.4 

i4.67 51.6 

8.73 15.13 



3.7 



7.39 
4.26 
6. 71 
9.41 
1.9 
3. 34 
7.78 
4.42 
6. 69 
81.78 
20. 67 
5 

3.26 
1.15 
155. 94 
4.61 
5.84 
32.87 
36.78 
13.16 



11.22 
7.5 
8. 08 
5. 22 
4.56 
7.75 

10.54 
2.71 

27. 55 

22.88 
2.88 

22.31 
5.95 
6.7 
4. 99 
5.69 

11.24 
1.93 

58. 63 

12. 39 
7.04 

11.58 



8.2 
1.46 
7.91 
2. 49 
22. 17 
10. 02 
6.21 
2.09 
2.47 
2.22 
2.64 
6.22 
8. 83 
8. 06 
12.21 
1.4 
4.87 
2.94 
4. 36 
16.84 
2.22 
3. 94 
12.51 
3.92 
7.88 
51.98 
19.68 
3.91 
4.26 
1.72 
132.47 
2.79 
9.52 
30.71 
36.39 
15.23 
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NT2RP300400S 
KT2RP3O04O13 
NTZRP3004016 
NT2RP30040Z5 
NT2RP30O403O 
NT2RP3004041 
NT2RP3004042 
NT2RP3004044 
NT2RP3004Q51 
N72RP3004052 
NT2RP3004053 
NT2RP3004055 
NT2RP3004059 
NT2RP3004063 
NT2RP3O04O6? 
NT2RP3004070 
NT2RP300407S 
NT2RP3004078 
NT2RP3004083 
NT2RP3Q04084 
NT2RP3004087 
NT2RP3004090 
NT2RP3004093 
NT2RP3004095 
NT2RP3004102 
NT2RP3004I 10 
NT2RP3004119 
NT2RP3004125 
KT2RP3004129 
NT2RP300413O 
NT2RP3004133 
NT2RP300414S 
NT2RP3004148 
NT2RP30041SS 
NT2RP3O04165 
NT2RP3O04179 
NT2RP3004185 
NT2RP3004188 
NT2RP3004189 
NT2RP300419O 
NT2RP3004191 
NT2RP3004202 
NT2XP3004205 
NT2RP30O4206 
NT2RP3004207 
MT2RP3004209 
NT2RP3Q0421S 
NT2RP30O42I9 
KT2RP3004242 
NT2RP3004246 
KT2RP3004253 
KT2RP3004258 
NT2RP30O4262 
NT2RP30O4275 
KT2RP3004282 
NT2RP3004289 
NT2RP3004294 
NT2RP3004298 
NT2RP30043Q9 
KT2RP3004321 
HT2RP3004322 
NT2RP3004332 
NT2RP3004334 
NT2RP3004336 



23.75 
22.54 
7.39 
22.82 
4. 66 
4.1 
2602. 1 
32.34 
19.22 
20.9 
19. 14 
5. 06 
26.03 
29.14 
7. 95 
905.61 
11.59 
13.83 
33.39 
25.34 
13.47 
72.24 
28.49 
33. 26 
34. 73 
7. 05 
11.05 



11.05 
S.85 
8.31 
5. 99 
53 
8.18 
77. 97 
9. 55 
6.31 
6.31 
15. 83 
64.52 
122. 58 
16.55 
10. 59 
IS. 55 
8.65 
27.4 
22.45 
5.58 
4.18 
3.85 
7.46 
8.43 
5.75 
5. 37 
4.86 
6.43 
4.71 
64.72 
10 
23.29 
4.19 
9.53 
14. S 
9.94 



15.81 26.46 

11.33 21.98 

7.18 13.3 

15. 93 25.25 

4.65 8.61 

2. 26 3.06 
1724.7 1778.2 

21.11 30.01 

22.27 34.06 

17. 89 21.89 

11. 65 20.87 

6.81 

28. 01 36. 98 

22.42 34.14 

8.62 20.76 

934.59 965.28 

15.27 23.01 

11.53 17.13 

27. 25 43.84 
24.44 39.2 

17.06 17.12 
81.09 78.4 

18.68 45.95 

26.66 48.11 

35.32 40.77 

4.57 10.07 

7.96 13.76 

3. 32 9.52 
13 16.54 

5.7 8.22 

5.24 20.22 

4.29 13.16 

37.5 49. 
8.86 12.7 



Table 450 

14 10.64 14.12 

6.11 3.13 3.73 

10.92 9.82 5.35 

22.37 10.03 12.12 

4.83 3.44 3.8 

5.03 2.28 1. 57 

1098.3 1690 1795.1 

12.91 11.29 11.35 

33.29 21.4 25.83 

18.39 15.57 16.97 

15.13 10.18 12.84 

5.35 3.54 2.7 

19.3 19.54 21.1 

23.83 23.28 19.51 

10 4.39 4.65 

291. 19 622.85 595.78 

8.7 5.82 8.89 

13.53 5.08 

12.1 13.49 

27 15.25 
8.85 



53.41 
6. 18 
5.21 
7.01 



7.3 21.16 

34.39 57.67 

123.5 136.79 

13.31 21.41 

7.33 14.79 

12.16 17.94 

8.42 9.24 

23.65 14.82 

23.53 27.86 

5.12 13.51 

6.26 13.02 
9.37 



3.55 
4.33 
6.49 
6.56 
27.86 
5.13 
4.44 



9.07 
9. 

6.12 
6.47 
18.63 
10. 92 
6.56 
55.93 73.74 
7.69 11.97 
38.14 42.57 
4. 29 4. 98 
11.83 11.13 
13.13 17.93 
8.5 13.66 



7.67 
6.77 
6.05 



5.33 



9.04 
7.94 
9.58 



17 13.67 
11 7.75 



6.61 
6.15 
4.89 
5.38 
7.18 
6.38 
6.33 



15.44 

57.09 57.97 55.36 

14.41 12.09 18.33 

23.16 21.65 33.49 

25.98 17.76 24.22 
1.49 
3.42 
1.93 



3.89 
4.11 
1.78 
8.18 
3.04 
4.09 
2. 69 



3.21 
2. 78 

32.7 23.92 15.17 
12.14 3.98 4.25 
51.37 46.12 31.89 
6.95 2.94 
2. 95 
4.08 



i.21 



48.45 40.38 53.55 
74.78 46.86 44.19 
14.01 15.47 
4.73 
8.64 
2.88 



3.06 
2. 24 
2.69 
4.84 
2.36 
1.33 
3.74 
2.79 
2.62 



5.92 

4.95 
63.66 

7.21 2.5 

12.44 16.53 

4.8 1.3 

7.92 3.85 

15.28 11.06 

9.26 7.37 



16.28 18.58 

3. 05 4. 94 

6.27 5.44 

21.2 17.91 

4.36 2.41 

2.52 0.7 

1947.3 2828.9 

7.18 15.29 

12.31 39.18 

13.27 17.39 

3.1 7.99 

2.8 3.03 



20.16 
31.01 
3.75 



18 



12.68 11.48 
6. 38 6. 07 



2.25 
3.84 
1.81 
7.67 

r. 9i 

3.33 

2.63 
30.82 

2.59 
49.51 

4.01 

1.55 

3.74 

4. 83 
47.37 42.21 



18.43 
3.43 
4.76 
21.7 
1.96 
0.71 
2085. 3 
26.2 

27.89 

19.16 
5.77 
2.13 

15.03 

12.72 
8.39 
1279.5 
5.73 

12.45 
6.79 

47.33 
8.13 

90.98 
25.5 

21.47 

12.18 
1.62 
1.51 



4.08 
4.11 
36.4 
2.94 
25.55 



48.51 
10.97 
2. 52 
5.69 
2.31 



2.57 
6.14 
4. 69 
2.5 
2.71 
2.25 
2.88 
70.1 



70.16 
12.13 
2.35 
7.13 
1.22 



3.04 
2. 47 
4. 76 
0.6 
1.89 
3. 54 
2.59 
6.45 

51.46 
3.48 
5.43 
1.84 
2. 24 

11.71 
8.17 
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NT2RP3004338 
NT2RP3004341 
NT2RP3004345 
NT2RP3004348 
N72RP3004349 
NT2RP3004355 
NT2RP3004356 
NT2RP3004360 
NT2RP3004361 
NT2RP30043T4 
NT2RP3004378 
NT2RP3004399 
NT2RP3OO4405 
NT2RP3004406 
NT2RP30044U 
NT2RP3004424 
NT2RP3004428 
NT2RP3004432 
NT2RP3004434 
NT2RP3004446 
NT2RP3004451 
NT2RP3004454 
NT2RP3004466 
HT2RP3004470 
NT2RP3004472 
HT2RP3004475 
NT2RP3004480 
NT2RP3004481 
NT2RP3004490 
NT2RP300449S 
KT2RP3004498 
NT2RP3904503 
NT2RP3004504 
NT2RP3004S05 
NT2RP3Q04507 
NT2RP3004S19 
NT2RP3004524 
NT2RP3004527 
NT2RP30O4534 
NT2RP30O4S39 
NT2RP3004541 
NT2RP3004544 
NT2RP3D045S1 
NT2RP3004552 
HT2RP3904557 
HT2RP30O4561 
NT2RP30O4566 
NT2RP30O4S69 
NT2RP3004572 
NT2RP30O4578 
NT2RP3004584 
NT2RP3004588 
NT2RP30O4S94 
NT2RP30O4603 
NT2RP30O4612 
NT2RP3004617 
NT2RP3004618 
NT2RP300462S 
NT2RP30O4635 
NT2RP3Q04S40 
NT2RP3004642 
NT2RP3004647 



20.15 
45. 52 
5.4? 
8.2 
46.27 
13.69 
6.56 
11.41 
22.43 
6.08 
50. 03 
25.24 
5.46 
48.02 
21.84 
12.83 
9.06 
41.77 
6.59 
5. 55 
28.05 
3.04 
17.88 
6.58 
4. 96 
9. 27 
22.33 
7.51 

I. 96 
29.06 

6.1 
13. 34 
26.86 
60.88 
6.96 
3.09 
22.27 
31.26 
1954.5 
4.71 
14.72 
17.32 
12.43 
19. 37 
11.18 
2.52 
16.46 
20. 41 
12.48 
6.49 
8.34 
4.64 
18.77 
4.79 
6.46 
8.05 
36.56 
19.69 

II. 6 
4.25 

15.02 
10.52 
28.1 
7.74 



16.11 15.61 

46.06 66.9 

7.27 12.03 

11.9 19.15 

44.89 52.77 

17.95 13.45 
4. 92 9. 79 
7.43 12.2 

16.96 27.29 
4. 1 1 5. 92 

39.45 

30.84 27.39 

2.89 3.95 
80.1 
13.45 
9.11 
4. 59 
40.01 
6.36 
1.31 
27.38 
4.95 

12.48 17.63 
4.48 

8.32 13.71 

6 11.18 

15.69 32.46 

6.36 10.91 
3.67 4.31 

43.68 52.3 

6.29 10.2 

8.17 15.98 

13.87 24.17 

42.22 65.16 

5.95 8.15 

3.32 8.34 

16.91 24.46 

36.6 41.52 

1225.4 1438.4 

4.69 10.04 

10.14 22.05 

13.37 16.21 
7.15 13.73 

11.98 21.3 

12.99 15.15 

4.37 4.66 
13.14 

16.28 28.7 

13.38 19.74 
6.06 8.06 



9.57 
7.46 
21.44 
5.77 
12. 58 
15.39 
37. 29 
18.21 
13.73 
12.87 
23.4 27.93 
11.7 14.69 
24.38 41.76 
7.41 20.24 



6.1 
4.62 

25.61 
6.26 
6.92 
8.14 

23.11 

16.42 
9.72 

10.31 



11.35 
30.5 
7.28 
6.37 
25.21 
12.62 
7.46 
11.26 
12.91 
5.52 
39. 78 
23.98 
6.86 
27.26 
11.3 
10.53 
7.92 
46.87 
19.42 
5.8 
43.9 
5.17 
17.19 
9. 37 
7.25 
8.66 
17.18 
7. 96 
5.07 
32.37 
8.29 
13.28 
16.13 
60.93 
5.81 
4. 29 
12.8 
32.19 
1526.7 
5.61 
12.49 
16.43 
9.94 
18.2 
12.15 
6.9 
10.83 
14.13 
11.19 
7.21 
5.07 
7.78 
21.59 
8.8 
12.71 
8.87 
24.87 
11.76 
7.06 
7.49 
15.96 
13.69 
13.95 
7.31 



11.45 
32.86 
2.26 
5.32 
14.4 
8.18 
3.18 
4. 38 
14.7 
2.91 
39.18 
13.72 
3.8 
18.49 
8.55 
6.29 



I. 27 
34.57 

2.65 
13.76 
2.81 
5. 54 
2.73 
10.83 
3.04 
2.67 
24.7 
5. 15 
6.98 
11.34 
61.18 
3.02 
1.92 
14. 38 
22.11 
1505.7 
3. 18 
7.26 
8.76 
5.53 
12.57 
8. 14 
2.44 
7.99 

II. 71 
9.39 
4. 59 
2.29 
Z.88 

19.15 



16.93 
24.48 
2.19 
6.29 
28. 82 
11.72 
5. 93 
7.34 
16.73 
4. 87 
55.24 
17.1 
2.54 
29. 22 
12.78 
12.31 
6.19 
37. 75 
11.41 
2.52 
29.99 
2.97 
19. 32 
3.83 
4.58 
3.48 
15.46 
6.85 
3.48 
28.45 
5.43 
13.95 
13.03 
59. 93 
3.27 
0. 77 
10.78 
22.1 
1779.6 
4.71 
9.05 
13.79 
6.65 
16.98 
12.54 
3.94 
8.15 
13.43 
9.67 
4.3 
4.9 



4.9 
5.32 
5. 79 

22.47 

14.71 
4.2? 
5.34 

16.39 
6.34 

12.02 
6.49 



14.61 18.8 
35. 75 44. 1 
5.01 3.58 
9. 92 4. 97 

51.32 39.58 
10.41 5.58 
2.87 5.09 
4.62 4.39 

18.55 21.02 
2.31 2.56 



6.83 
8.49 
2.13 
43.11 
8.35 
2.84 



10.8 
6. 86 
2. 45 
55.91 
8. 97 
1.81 



16.46 

42.23 
4.59 
6.08 

50.42 
7.23 
3.61 
7.23 

26.27 
2.6 

63.83 

24.46 
3.49 

25.13 



8.38 10.38 

6.66 6.76 

2. 83 3. 65 

3.79 5.2 

12.05 10.67 

8.17 5.21 

2. 86 2. 05 

17.59 12.79 

3. 36 4. 35 

9.69 13.04 

8.55 9.71 

38.93 40.66 

2. 74 2. 78 

1.76 0.64 

10.59 7.77 

23.08 21.05 

777. 34 2507. 5 

4.15 5.52 



10.18 9.42 
18.98 16.22 



12.56 
3.31 
6.43 



5. 13 
3.85 
3.01 



17. i 
11.07 

2.73 
45.48 
10. 87 

2.66 
27.06 

4.76 
11.73 

5. 57 

3.08 

3.34 
10.95 

5.83 

1.78 
20.95 

5.77 
16.21 
9.3 
35.92 

2.24 

1.58 
17.02 
18.57 
2418.6 

6.25 
10. 96 
10.66 

7.62 
18.63 
14.07 
3.2 
21.27 
16.75 

8.35 



3.68 2.39 
4.28 3.2 
17.49 17.88 



4.1 
2.08 
3.28 
18.84 
5.82 
14.75 
7.16 
29.91 
11.12 
2.94 
9.33 
14.1 
18.18 
12.65 
4.21 
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NT2RP3004670 
NT2RP4000008 
HT2RP4000018 777. 
NT2RP4000023 
NT2RP4000O25 
NT2RP4000035 
NT2RP4000041 
NT2RP4000049 
NT2RP4000050 
NT2RP40000S1 
NT2RP40000S3 
NT2RP4000085 
NT2RP40OOO70 
HT2RP4000074 
KT2RP4000078 
KT2RP4000Q80 
HT2RP4000099 
NT2RP4000102 
NT2RP40001Q3 
KT2RP4000108 
MT2RP4000109 
NT2RP4000111 
KT2RP400011Z 
KT2RP400011S 
NT2RP4000129 
NT2RP4000137 
NT2RP4000138 
NT2RP4000141 
NT2RP400C147 
NT2RP4000150 
NT2RP48001S1 
NT2RP4000157 
NT2RP4000159 
NT2RP40001S3 
NT2RP4000167 
NT2RP4000171 
NT2RP4000175 
NT2RP4000180 
NT2RP4000185 
NT2RP4000192 
NT2RP4000194 
NT2RP4000198 
NT2RP4OD0210 
NT2RP4000Z12 
NT2RP40M214 
NT2RP4000216 
NT2RP400021S 
HT2RP4000223 
NT2RP4000243 
NT2RP4000248 
NT2RP4000250 
NT2RP4000256 
NT2RP400025? 
NT2RP4000259 
HT2RP40O0261 
NT2RP4OO0262 
NT2RP40002S3 
NT2RP4OO0280 
NT2RP40O0286 
KT2RP40O029Q 
NT2RP4000291 
KT2RP4000S01 
NT2RP40003I2 
NT2RP4000321 



5.78 
4. 28 
26 
12.08 
10.92 
13.64 
7.95 
5.5 
7.92 
11.64 
9.36 
8.57 
8.9 
7.09 
10.64 
39.53 
17.27 
8. 52 
20.66 
10.35 
9.73 
9.68 
16.91 
7.34 
24.84 
20.7 
7.91 
11.63 
7.8 
22.83 
5.35 
5.03 
7.7 
11.36 
5.72 
17.67 
7.68 
8.25 
3.44 
3.66 
4. 94 
4.44 
4.32 
10.41 
21.41 
18.56 
20.76 
11.85 
10.56 
7.12 
11.29 
3.26 
23.54 
5.19 
4.72 
2.93 
8.03 
36.69 
7.96 
6.28 
23. 37 



5.9 
3.76 
720.79 
13.49 
10.01 
12.06 
4.85 
8.69 
6.2 
12.9 
7. 43 
5.45 
10.6 
6.56 
7.98 
29.48 
15.29 
8.93 
29.01 
7.66 
11.84 
7.22 
11.4 
4. 25 
25.48 
16.54 
6.25 
7.1 
8.75 
40.43 
2. 77 
3.17 
6.21 
16.35 
10.76 



10.12 
28. 56 
17. 54 
13.22 
6.5 
9. 93 
5. 86 
8.98 
5.13 
23.13 
5. 55 
2.05 
2.46 
5.82 
25.69 
5.71 
5.27 
31.04 
21.31 
5.86 
6.64 



15. 55 
9.74 
779. 71 
11.95 

10. V9 
18.1 

12.17 
14.31 

13.4 
17.1 
9.4 

7.62 
11.32 

7.33 
15.22 
35.07 
21.59 
15. 05 
31.17. 

11. M 
8.78 
7.83 

24.28 
10.98 
33.51 
14.08 
8.72 
7.39 
6. 46 
32.64 
7.92 
7.55 
14 
22.24 
11.28 
16.76 
9.21 
9.45 
9.07 
7.85 
6.27 
8.22 
5.46 
9.74 
31.47 
17.8 
21.73 
8.31 
12.96 
5.64 
12.39 
6.67 
30.8 
3.54 
7. 37 
11.12 
13.8 
34.43 
10.34 
10.35 
45.88 
16.13 
10.71 
13.51 



Table 452 
S.9S 8.77 4.78 
7.01 3.13 
458.85 552.02 180.81 
6.59 4.27 3.03 
8.87 
13.28 
6.47 
6.89 
9.91 



9.37 
5.2! 
5.43 

10.92 
6.07 
9.04 

14.73 



6.75 
2.66 
1.38 
5.17 
3.64 
4.02 
7.78 



7.7 
4.7 
3.74 
4.74 
2.14 
9.72 
7.51 
6.62 

7.45 6.98 5.31 
15.7 16.08 13.47 
5.11 5.39 



5.18 



5.22 
6.21 
7.24 
22.3 

5.53 2.81 4.32 
13.19 12.49 13.21 
10. It 6.13 
2. 95 



2.2 



5.25 
7.16 
5.67 
4. 42 
5.03 
6.43 



4.51 
34. 24 
8.67 



2.45 

26.18 18.45 19.86 
2. 57 4. 58 
2.41 
5.43 



6.7 



5.12 
7. 81 
7.82 
6.86 
13.24 
7.19 

8.5 4.86 7.21 



3.82 
4.58 
6.92 
2- 19 



2.17 
6.54 

14.93 12.43 12.75 
9.05 3.32 
16.85 12.17 21.91 
4.18 
9.86 
4.43 
3.49 
2.18 



9.75 
11.7 
4.42 
5.45 
2.56 



3.76 

5.21 1.63 2.61 
7. 33 4. 75 4. 76 
21.81 13.93 11.89 
5.47 
4.58 
28.9 



4.4 



3.77 

29.65 20.44 
18.84 21.42 12.52 
6.75 4.45 5.45 
5.65 



10.77 



7.11 



1.73 
0.87 
608.14 
5.43 
5. 55 
12.01 
2.83 
3 

2. 52 
7.83 
2.12 
3.79 
3.9 
2.7 
4.12 
7.13 
5.87 



6.7 
9.51 

16.09 
2.76 

12.38 
9.81 
3.09 
3.83 
3.71 
24.1 
2.81 
2.61 
5.02 

11.58 
6.09 

17. 22 
5.84 
9.47 
3.89 
2.99 
4.73 
2.14 
3.56 
4.86 

14.71 
7.12 

12.16 
8.04 
8.64 
2.37 
5.45 
3.11 

26.44 
4. 34 
2.37 
2.49 
8. 35 
23.3 
4. 56 
5.45 

16.58 

13.04 
4.08 
6.38 



4.19 3.14 
1.61 1.16 
341.39 573. 
2.46 2.58 
3.38 7.2 
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NT2RP4000323 
NT2RP4O00324 
NT2RP4O00334 
NT2RP4000343 
NT2RP4000S48 
NT2RP4000349 
NT2RP4000355 253. 
NT2RP4000358 
HT2RP4000360 
NT2RP4000367 
NT2RP4000370 
JTTZRP4000373 
NT2RP4000376 
NT2RP4000381 
NT2RP4000388 
NT2RP4O0039O 
NT2RP40Q0393 
NT2RP4000398 
NT2RP400Q4Q6 
NT2RP4000407 
KT2RP4000413 
NT2RP4000415 
NT2RP4000417 
NT2RP4000423 
NT2RP4000424 
HT2RP4000447 
NT2RP4O0O44S 
NT2RP4000449 
NT2RP4000453 
NT2RP4000455 
NT2RP4000456 
NT2RP4000457 
NT2RP4000461 
NT2RP40004S2 
NT2RP4000463 
NT2RP4000471 
MT2RP4O0O472 
NT2RP4000476 



NT2RP400048! 
NT2RP4000483 
NT2RP4000487 
NT2RP40004S6 
KT2RP4000497 
NT2RP4000498 
KT2RP4000500 
HT2RP4Q00507 
KT2RP4Q00515 
NT2RP4000516 
NT2RP4000S17 
NT2RP4000S18 
NT2RP4000S19 
NT2RP4000SZ4 
NT2RP4000528 
HTZRP4000537 
NT2RP4000S41 
NT2RP4000543 
NT2RP4O00S4S 
NT2RP4000S4C 
NT2RP4000S49 
HT2RP40005S6 
NT2RP40005S7 
NT2RP4000S58 
HT2RP4000560 



61.98 
38.52 
5.32 
6.13 
52.16 
4.35 
4.21 
15.3 
9.32 
4.73 
15. 1 
S.93 
14.2 
6. 36 
5.58 
4.81 
8.56 
5.63 
7. 22 
10.44 
14. 23 
9.01 
9. 03 
7.04 
13.26 
55.44 
42.85 
85.58 
25. 28 
7.71 
14.81 
12.42 
7.17 
21.87 
11.87 
16.33 
5.81 
26.54 
16.19 
14.47 
34.88 
8.8 
6.93 
5.66 
11.25 
3.66 
9.85 
22. 62 
6.77 
7.3 
22.52 
4.78 
11.61 
15.54 
11.07 
14.08 
6.31 



31.25 
20.72 
10.77 
12.62 
14.21 
16. 24 
117.6 
36.7 
30.1 
7.72 
3.8 
35. 56 
4. 76 
7.62 
8.64 
12.91 
6.04 
12.32 



7.1 
8.65 
8.44 
6.36 
3.78 
11.85 
6.45 
11.02 
4.78 
13.95 
6.07 
10. 34 
6.17 
8.71 
37.43 
30.75 
62.21 
34.12 
9.85 
18.77 
10.39 
5.4 
12.5 
8.84 
41.67 
3.81 
11.6 
14.2 
9.74 
29.88 
4.78 
4.39 
5.23 
13.8 
2.61 
11.61 
26.04 
5.01 
6.98 
30.13 
4.57 
18.79 
16.2 
12.42 
10.84 
4.01 



39.68 
25. 53 
15.15 
32. 18 

17. 96- 
12.89 

189. 34 
79.91 
36.8) 
13.11 
7.29 
49. 83 
3.85 
7.46 
28. 13 
21.1 
14.2 
17.4 

18. H 
8.74 
5.25 

14. 82 
52.11 
12.55 
14.44 
12.49 
15. 79 
14.02 

8.68 
17.02 

17.6 
46.46 
56.94 
92.77 
24.81 

9.52 
16.55 
22.37 
16.93 
29. 34 
15.81 
19.05 
10.08 

46.3 
13.24 
21.49 
36.21 
15.95 
11.92 

9.62 

9.43 

3.86 
11.68 
23.49 
14.31 
11.29 
32.57 

9.21 
20.98 
17.27 
10.89 
18.04 

7.32 



• Table 453 

23.73 23.52 24. 

23.74 16.73 21.66 
9.55 9.47 9.13 

18.49 14.22 8.72 

11.42 8.77 9.63 

11.44 12.7 9.21 

264.37 149.78 254.47 

60.03 57.95 82.79 

28.77 30.27 34.86 

9.15 7.75 6.58 
7.4 4.81 

33.3 22.86 20.18 
5.98 2.55 
8.53 4.41 



25.22 26.31 
28.32 24.57 
6.39 6.12 
14.98 17.89 
12.1 7.85 
11.37 7.34 
257.02 316.08 
39.95 40.28 
22.5 29.04 
7.52 



9.56 
9.57 
5.91 
15.43 



7.32 6. 23 
8.19 3.66 
6.27 2.89 



5.48 



7.23 
4. 25 



6.8 2.54 3.42 

7.44 5.19 4.9 

8.35 8.81 8.15 

7.74 5. 15 4.89 

7.99 5.45 3.17 

5.76 3.52 

8.13 4.23 

34.13 24.48 24.96 

75.69 50.54 40.64 

65.01 52.99 43.38 

15.24 25.16 15.87 

10.37 5.54 5.62 

11.79 4.98 3.82 

9.71 8.11 7.69 

6.71 1.97 4.16 

14.63 7.41 9.82 

9.26 6.43 6.73 
11.91 7.25 5,15 

3.87 3.09 2.81 

21.94 11.56 20.83 

21.4 11.25 11.2 

11.59 12.91 17.96 

23.73 25.4 27.6 

7.22 3.73 

5. 5 2. 28 2. 95 

6.13 3.29 

7. 22 5. 12 

4.66 0.22 

7.98 5.49 
9.39 8. 19 12.07 
6.57 5.43 

8.27 7.56 
13.3 16.56 19.62 
6.74 1.72 3.53 

6.99 2.21 3.33 
7.73 3.7 5.61 

8.57 

6.08 12.87 



4.29 
8.95 
3.64 
6.16 
3.98 
4.45 
2.49 
10.09 
4.73 
8.05 



3.66 
2.02 
2.34 



3.58 
8.25 
4.14 
2.94 
3.11 



2. 14 
6.11 
1.66 
4.94 



9.09 11.62 
6.56 4.27 
4.44 4.36 
1.66 2.58 
11.15 9,14 
29.53 26.44 
52.98 43.57 
67.48 75.6 
19.6 16.58 
6.84 6.67 
5.79 4.35 
2.98 6.14 
2. 54 3. 59 
17.08 21.67 
8.08 10.31 
7.41 10.6 
2.48 1.77 
11.71 S.48 
15.02 6.9 
12.44 18.01 
24.2 28.54 
5. 56 4. 23 
2.26 2.51 
2. 57 
4. 77 
0.06 
1.72 
9. 43 



9.96 
1.44 
7. 65 
6.5 
2.53 
5. 55 
18.71 
3.64 
4.79 



8.61 
10.75 

5.77 2.76 5.36 



20.02 * 
21.68 

5. 89 

14.7 

8.02 
11.23 
192.79 
37.12 
23 

4. 05 

2.44 

7.55 * 

1.76 

4.11 
10. 59 

7. 73 

1.61 

7. 95 

4.16 

8. 08 

8.91 

4.11 

2. 97 

4.46 

1.14 

I. 68 
4.18 
7.03 * 
8.08 
4.13 
3.46 
8.56 
29.5 i 

42.53 
83.4 

II. 2 
3.82 
2.67 . 
7.56 
3.12 

14.93 

7.08 
17.63 

2.22 

8.74 

5.02 
18.95 
29.19 

5.23 

3.47 

2.25 

2.74 

0.23 

3. 24 
12.67 < 

6. 37 

5.22 
13.96 

4.41 

3.96 

4.84 t 
12.85 
20.52 

4.62 
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NT2RP4000S68 
NT2RP4000S83 
NT2RP4000S85 
NT2RP4000588 
NT2RP4000590 
NT2RP4000599 
NT2RP4000603 
NT2RP4000607 
NT2RP4000614 
NT2RP4000634 
NT2RP4000638 
NT2RP4000648 
NT2RP4000657 
NT2RP40Q0691 
NT2RP4000697 
NT2RP400O704 
KT2RP4000710 
NT2RP40OO713 
NT2RP4000724 
NT2RP4000725 
KT2RP4000728 
NTZRP4000737 
NT2RP4000739 
NT2RP4000749 
NT2RP4000789 
NT2RP4000774 
NT2RP4000781 
NT2RP4000783 
NT2RP4000788 
KT2RP4000792 
NT2RP4000809 
NT2RP4000817 
NT2RP4000821 
NT2RP4O0O822 
NTZRP4O0O823 
NT2RP4000831 
NT2RP4000833 
NT2RP4000837 
NT2RP4000839 
NT2RP4000846 
NT2RP4000848 
MT2RP400085S 
NT2RP4000883 
NT2RP4O00865 
NTZRP4O0O873 
MT2RP4000874 
MT2RP4000875 
NT2RP4000878 
NT2RP4000879 
NT2RP4O0O880 
NT2RP4000891 
KT2RP40D0894 
NT2RP4000898 
NT2RP4000899 
KT2RP4000907 



NT2RP400092S 



23. 22 
S.85 
9.33 
7.43 
6.SS 
40.85 
16.26 
18.04 
10.28 
£.36 
23.34 
20.24 
29.17 
5.59 
6.38 
1.95 
20.97 
4.84 
3.62 
3.83 
11.56 
13.76 
8.74 
16.46 
9.99 
9. 26 
4.81 
17.33 
24.76 
S.04 
342.08 
8.94 
36.37 
14.5$ 
2939.8 
78.61 
27.77 
6.72 
145.23 
29. 27 
18.2 
6.13 
6.72 
45. 32 
144.06 
10.17 
14.13 
36.06 
8. 38 
35.09 
701.32 
21.41 
2.97 
44. S3 
4.19 
14.45 
216.22 
3.56 
5.57 
3.1 
9.4 
3.84 
6. 53 
3.36 



25.79 
2.98 
19 
10.21 
7.08 
42.1 
11.07 
30. 52 
8.25 
4.3 
31.48 
25.67 
33.57 
4.16 
8.16 

I. 59 
14 

3.26 
3.53 
2.42 
10.9 
11.71 
4.93 
11.21 
10.26 
8.05 
3.97 
30.73 
10. 56 
4.94 
122.2 
6.91 
90. 35 
12.26 
2567.2 
54.25 
14. 49 
4.87 
125.82 
18. 32 

II. 65 
7.14 

S.6 

26.52 
68.9 
6.06 

12.82 

33.12 
6.53 

26.71 
715. 69 

14.41 
2.72 

41.78 
4. 02 

17. 83 
171.01 
6.94 
5.14 
2.26 
7.34 
3.91 
6.92 
4.07 



25.36 

7.97 
28.37 
10.68 

6.76 
36.12 
12.79 
24. 32 
15.91 

5.27 
44.47 
26.97 
37.98 

3.63 
10. 53 

2.11 
15.55 

2.49 

2. * 



5,21 
20.97 
16.21 
10.91 

22. 

18.79 
14.72 
6.84 
35. 46 
23.27 
10.96 

157. 03 
14.48 

131.55 
20.9 

3305.2 
90.69 
23. 94 
9. 85 

232.83 
20. 88 
15.75 
11.29 
6.48 
38.54 

135.34 
16.44 
21.34 
27.77 
9.14 
47.85 

430.85 
21.14 
11.52 
65.07 
10.25 
18.1 

317.29 
4.06 
8.28 
4.02 
14.03 
13.46 
14.08 
10.59 



6.46 2.06 

6.6 3.13 

6.68 2.44 

6.12 1.79 

25.51 13.35 

9.86 5.09 

19.53 17.65 

8.83 8.89 

7.5 2.83 

17.42 11.63 

19.17 9.45 

49.46 41.57 

5.96 

9.34 

5.91 
13.68 

5. 57 

6.31 

6.35 

12.34 10.22 



4.77 12.75 
1.47 3. 12 



6.25 
3.76 
13.31 



12.21 

9.95 
13.84 
12.18 

7.64 2.48 

6.54 2.43 

25.7 13.51 
26.79 17.17 

8.67 1.8S 

126.01 165.45 173.36 

7.71 3.01 5.35 

91.69 114.89 72.17 

11.12 8.44 15.29 
1530.8 2690.7 2293.4 

72.05 94. 12 99.31 

22.19 7.07 21.11 

8.02 2.92 3.66 

173.61 169.29 177.66 

21.05 17.61 12.28 

9.44 13.53 

4.62 6.62 

4.81 5.97 

38. 1 49.51 

139.48 79.72 1SS.93 

7.29 2.79 4.52 

9.26 7.3 7.14 

33.84 31.46 17.83 

6.87 3.51 3.32 

50.74 42.76 41.2 

696.54 840.24 746.75 

15.13 8.85 12.55 
4.95 1.01 2.82 

39.31 37.51 42.09 
6.24 3.94 
10.04 7.21 

253.37 286.44 240.15 

7.07 6.01 6.69 
4.75 
1.52 
4.86 
2.85 
4.03 
0.29 



19.15 
10.66 
8.17 
39.71 



6.79 
4.89 
9.56 
5.95 
8.15 
4.84 



12.24 
3.62 
10.5 
5.44 
5.82 
24.88 
5.61 
23.84 
10.16 
3.64 
16.58 
31.67 
36.04 
5.01 
6.26 
1.95 
7.53 
3.32 
3.33 
4.75 
16.8 
13.63 
5.46 
10.75 
3.73 
4.16 
3.39 
15.68 
11.21 
2.65 
118.64 
5.37 
100.95 
6.17 
1706.4 
70.64 
19.12 
2.57 
124.91 



9.05 
19 

4.65 

4.42 
43.48 
87.22 

3.81 

8.99 
20.58 

2.85 
29.03 
898.32 
11.08 

2.18 
31.81 

1.69 

4.66 
188.21 

5. 32 



154.8 122.66 
3.63 4.85 
73.86 85.69 
13.27 18.76 
1550.9 2562.9 
58.37 82.02 
24.88 29.44 
4.16 7.79 
117.96 102.54 
14. 78 
14.72 12.39 
3.21 3.53 
5.29 3.77 
35.35 41.09 
97.84 116.06 
5. 9 8. 53 
11.91 13.22 
24.01 24.14 
3.36 3.88 
30.06 33.07 
324.76 792.55 
19.34 17.24 



3.2 
2.5 
4. 09 
2.12 
3.48 
0. 36 
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NT2RP4000949 
NT2RP4000955 
NT2RP4000959 
NT2RP4000962 
NT2RP4008973 
NT2RP4000975 
NT2RP4000979 
NT2RP4000984 
NT2RP400098S 
NT2RP4000988 
NT2RP4000989 



NT2RP4QO0994 
NT2RP4000996 
NT2RP4000997 
NT2RP40O1001 
NT2RP4001004 
NT2RP4001006 
NT2RP40O1009 
NT2RP4001O1O 
NT2RP4001013 
NT2RP4001029 
NT2RP4001036 
NT2RP4QQ1041 
NT2RP40O1O42 
HTZRP4001046 
NT2RP4001050 
HT2RP40010S1 
NT2RP4001057 
NT2RP4001063 
MT2RP4001064 
NT2RP4001067 
NT2RP4001078 
NT2RP4001079 
NT2RP4001080 
NT2RP400108S 
NTZRP4001095 
NT2RP4001098 
KT2RP4001100 
NT2RP40O11O5 
RT2RP4001110 
NT2RP4001115 
KT2RP4001117 
NT2RP4001122 
NT2RP4001123 
NT2RP4001126 
BT2RP4001127 
NT2RP4001138 
HT2RP400H43 
NT2RP4001148 
KT2RP4001149 
HT2RP40D1150 
KT2RP40011S9 
NT2RP40G1162 
NT2RP400117Q 
BT2RP4001J74 
HT2RP4001175 



NT2RP400I184 



10.71 
5.81 
46.28 
11.98 
21.72 
12.7 
15.15 
6.41 



9.2 16.65 
4.35 

46.79 57.49 

9.47 12.39 



6.86 
17.65 
4.65 
6.25 
8.9 
77.3 
122.55 
12.46 
5.22 
13.89 
16.48 
12.07 
109.49 
20. 54 
9.27 
36.4 
15.67 
36.69 
14.02 
21.06 
5.02 
6.13 
9.3 
10.58 



16.11 
11.46 
9.34 
8.08 
5.41 



11.88 13.93 

7.43 6.1 

7. 92 5. 23 

9.21 16.92 

49.17 79.6 

129.24 107.05 

18.44 15.8 

3.76 7.06 

13.25 17.25 



Table 455 

6.86 2.65 3.74 
6.28 2.77 1.08 
28.43 49.02 25. 11 
11.59 10.69 8.83 
•13.29 14.47 13.18 
5.19 6.19 
12.98 9.04 
1.97 3.73 
1.27 
7.63 
1.81 
4.12 
9.69 



12.23 
40.27 
10.3 
45.09 
22.04 
26.13 
3.25 
4.37 
9.96 



21.9 
9.87 

87.64 
4.62 
4.35 
9.9 

47.61 
7.49 

15.99 
32.2 
5.7 
£.95 
12.5 
6.15 

10.56 
2.08 

28.55 

19.05 
4.82 

28.66 

41.57 



14.47 
8.71 
13.85 



3.52 

15.92 1 

50.63 4 

13.49 11.17 



5.54 

3.88 
11.65 

6.48 
12.29 

2.58 
18.66 



9. 51 



6.12 
10.42 
6.61 
9.42 
10.87 



13.79 
32.69 
17.88 

54.4 
12.83 
23.41 

6.98 



11.97 
S. 39 
11.2 



4.3! 
7.43 
2. 52 
4.63 
4. 94 

45.61 34.69 39. 35 
94.09 70.8 26.94 
14.39 8.88 
6.01 1.06 
8.9 7.61 
12.83 13.33 10.38 
9.47 5.84 7.62 
50.6 80.74 63.83 
9. 58 9. 72 
8. 52 7. 63 
14.35 15.64 11.72 
10.18 7.53 8.42 
22.18 26.84 
10.97 2.91 
17.4 11.41 16.25 
7. 18 2.13 3.82 
2.91 
5.98 
4.54 



HT2RP4001 176 940.52 839.83 1091.9 

45.01 63.95 

14. 18 33.12 

5.66 10.66 

49.7 69.67 

3.58 10.38 

NT2RP4001210I 10.03 7.34 12.93 



63.86 
36.14 

7.47 
64.73 

7.32 
10.03 



9. 78 
11.35 

9.86 
14. 76 

5.53 



9.17 
2.64 
7.07 



3.84 



7.29 
12.02 
6.93 
4.49 
8.98 
7. 24 
8. 73 
20.1 
8.69 

54.87 47.17 71.93 
8.6 3.1 
1.65 



12.73 

30.24 19.2 
8.93 3.06 

13.96 11.8 

23.25 13.48 17. 12 
7.61 3.72 4.66 

5. 56 
7.29 
3.88 
6.44 
2.21 

17.14 15.33 13.97 

tO. 51 6.28 6.36 

5.23 1.81 

18.62 12.05 22.33 

32.54 33.99 41.64 

860.36 609.5 960.82 

60.3 52 64.4 

25.99 15.11 24.84 

10.65 3.07 4.16 

51.07 49.14 54.08 

7.77 2.4 3.4 

9.04 5.66 7.56 



8. 64 



5.09 
7.76 
5.87 
4. 57 
2.02 



2.78 
2.31 

20.47 
6.01 
9.73 
5.82 
9.28 
2.22 
1.5 
9.24 
2.98 
5. 36 

11.79 

32.71 

46.25 
8.14 
1.83 
7.25 
13 
5.8 

38. 95 
7. 27 
8.03 

23:48 
5.86 

31.95 
9. 37 

15.66 
4.33 
2:87 
7.19 
7. 26 
3.66 
7.36 
5.43 
7. 59 

25.97 
4. 56 

63.14 
2.72 
2.86 
12.1 
37.4 
5. 55 
4.92 
8.86 
3.57 
4.09 
9.34 
3.55 
8.21 
2.86 
7.91 
7.29 
2. S3 

28.65 
26.8 
721.44 

59.44 

10.23 
4.96 

37.12 
3.22 
3.96 



1.39 

3.19 
30.52 

4.92 
13.42 
10.95 
10.97 

3.31 
2.5 
12.28 



2.41 
3.37 

16.93 
5.77 

IS. 34 
9.25 
8.24 
3.09 
1.16 

11.72 
3.85 
2.44 



80. 17 57. 14 
8. 28 5. 33 
1.39 
6.36 
7.19 
4.44 



6.75 4.44 
9.92 16.78 " 
5.84 7.9 



24.71 
3. 59 
11.32 



14.49 
3.94 
18.06 

2.83 3.14 

3.18 3.35 

9.48 7.97 

9.16 8.36 

2.7 1.04 

2.56 7.44 
5.54 

3.27 6.54 

28.91 25.72 

7.67 4.16 

104.74 100.86 

2.96 3.35 

1.95 2.46 

7.78 11.14 
37.77 12.69 i 

4.07 4.81 

11.31 11.27 

11.87 13.23 

2.2 3.61 

4.44 3.91 

8.18 11.45 

2.98 4.94 

6.46 7.23 

2.61 5.29 

12.94 18.83 

6.36 7.28 

3.13 2.09 

25.07 34.84 

24.72 38.38 

858.51 780.83 

58.17 7S.19 

17.15 15.95 

7.07 8.52 

41.91 43.36 

3.79 1.65 
6.73 5.83 
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NT2RP4001213 
NT2RP4001214 
NT2RP4001219 
NT2RP4001ZZ8 
NT2RP40M235 
NT2RP4001256 
NT2RP4001257 
NT2RP400126O 
NT2RP400I261 
NT2RP4001274 
NT2RP4001276 
NT2RP4001283 



20.65 
15.98 
12.91 
9.4S 



7.81 5.05 

3. S3 5.31 

16.88 22. 36 19. 11 

31. 68 26. 26 28.99 

19.17 16.01 

7.87 5.89 

10.17 7.29 

9 7.35 

14.73 14 19.92 

46.98 48.98 34.12 

24.77 28.67 28.03 

274.25 154.44 255.86 

NT2RP4001299I 70.57 64.2 62.96 

NT2RP4001313 1.97 3. 19 11.08 

NT2RP4001315 13.31 15.88 15.77 

NT2RP4001320 57.94 46.23 43.52 

NT2RP400132S 218. 13 214.83 355 

NT2RP400I336 66.24 37.07 61. It 

6.71 9.24 9.26 

17.66 66.55 122.62 

93.3 59.49 108.06 

8.99 7.64 17.74 

19.43 14.61 

3.32 5. 15 

4.79 4.23 

14.2 16.94 22.96 

4.19 2.77 5.41 

51.47 33.24 

4.45 4.59 

5.44 4.91 

28.02 25.15 
29.66 
11.24 
5.21 
5.66 
8. 48 
76.31 
30.84 



NT2RP4001339 
NT2RP400I343 
NT2RP4001344 
NT2RP4001345 
NT2RP4001351 
MT2RP4001353 
NT2RP4001355 
NT2RP4001367 
NT2RP4001372 
NT2RP4001373 
NT2RP4001375 
HT2RP4Q01379 
NT2RP40O1381 
NTZRP4O01386 
NT2RP4001389 
NT2RP4001396 
HT2RP4001407 
NT2RP4001409 
NT2RP4001410 
NT2RP4001414 
NT2RP4001424 
NT2RP40O1433 
NT2RP400I438 
NT2RP4001442 
NT2RP4001447 
NT2RP4001466 
NT2RP4001467 
NT2RP400H72 
NT2RP4001474 
NT2RP4001483 
NT2RP4001488 
NT2RP4001492 
NT2RP4001498 
NT2RP4001S02 
NT2RP4001S03 
NT2RP4001507 
NT2RP4001510 
NT2RP4001516 
NT2RP4001520 
HT2RP4001523 
NT2RP4001524 



11.58 
4.67 
5.49 
7.57 



27.02 
8.01 
4.91 



43.9 
11.77 
12.41 
21.15 
36.04 
9.67 
8.34 
6.51 
16.74 



1.55 15.27 

19.8 14.14 16.87 

69.21 52.84 81.07 

7.93 S.58 

7.95 6.53 

26.98 30.26 

56.03 66.43 78.02 

23.78 41.35 
7.87 8.46 14.35 

6.68 4.4S 11.62 
25.21 54.85 68.99 
10.33 5.85 

7.69 4.58 
209.76 206.24 

7.44 8.32 

13.79 9.83 
5.75 3.91 
8.14 6.69 

131.31 173.55 237.05 

33.88 38.97 38.29 

21.05 28.36 29.26 



7.34 
5. 53 
30. 96 



8.U 
4. 14 
150.31 
13.64 
18. 56 
£.87 
9.41 



HT2RP4001S29 19.64 17.S1 18.7 

NT2RP4001531 12.2 10.44 17.59 

NT2RP4001546 200.55 317.08 217.26 

NT2RP4001547 50.85 72.72 70.29 

KT2RP4001551 5.28 7.23 6.07 



Table 456 

8.57 3.73 

6.79 4.2 2.68 

23.96 11.89 15.23 

28.25 18.75 24.21 
14.75 7.88 8.31 

8.52 4.59 3.98 

9.33 4.43 6.16 
7.52 2.82 3.63 

14.97 13.67 11.83 

11.26 8.82 9.09 

20.15 20.05 19.84 
208.49 145.59 283.17 

46.39 43.31 37.19 

5.06 1.72 1.96 

13.24 9.24 10.09 

51.85 61.21 49.26 

324.95 260.73 208.15 

58.79 61.6 67.7 

9.34 4.49 4.79 
134.91 97.85 136.86 
106.25 89.38 122.67 

11.99 4.82 6.81 

22.21 10.47 17.51 
5.72 0.75 1.22 
4.97 2.19 

11.42 11.61 7.99 

7.79 3.55 

16.16 26.86 13.77 
7.62 2.36 2.63 
7.76 2. 24 3.26 

23.38 16.12 13.96 

29.56 18.78 18.25 
9.26 6.9 5.34 
6.72 2.25 1.78 
7.81 4.54 1.78 
7. 93 2. 96 5. 53 

25.06 52.86 47.85 
31.08 20.37 24.44 

11.2 4.99 6.97 

12.54 11.03 6.56 

58.91 49.01 54.6 

6.34 2.77 3.09 

6.92 3.73 3.72 

13.22 11.9 17.04 
42.37 62.35 39.87 

13.57 13.9 13.93 
7.2 5.3! 5.23 

7.08 3.5 3.8 

28.07 36.56 22.06 
7.33 2 4.79 
7. 14 3.13 3.73 

118.11 105.88 95.3 
9. 66 7. 22 

10.78 5.48 8.77 

6.33 3.38 4.41 

7.53 2.26 

131.12 129.89 116.61 
18.41 8.08 12.46 
13.82 9.16 
21.14 10.37 22.92 
14.87 8.44 10.35 

217.42 252.35 233.58 

50.48 41.66 51.65 

6.96 2.03 2.81 



4.8 
6.35 
12.2 
24. 82 
4. 98 
3.22 
4. 58 

I. 87 
31.07 

7.45 
15.05 
127. 22 
12.59 
1.4 
4.21 
36.69 
240.45 
54.66 
2. 82 
58.06 
65.91 
4. 98 
14.3 
1.09 
2.63 
7. 87 
2.83 
10. 57 
2.14 
2:93 
17.03 
18.75 
3.69 
3.47 
3.65 
4. 77 
42. 92 
13.71 
6.22 
10. 55 
39.37 
4.34 
3.38 
5.41 
17.7 

II. 58 



3.72 3.86 

2. 95 4. 56 

5.76 8.23 

30.13 29.4 
7.75 11.8 
7.66 6.44 
7. 66 4. 3 

4.5 2.81 

30.65 37.38 

6.66 5.77 

9.27 8.86 

121.38 88.24 

32.14 14.83 



44.44 
4.97 

10.23 
4.72 
4.88 

94. 53 

21.95 
8.02 

12.83 
9.15 
165.76 
70.8 
2.74 



4. 9 ... 
3. 25 3.25 
82.4 103.86 

12.77 13.03 
5.86 9.68 

17.42 17.09 

12.78 10.56 
290.78 247.68 

75.31 63.14 
2.79 2.73 
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NT2RP4001555 
NT2RP4001567 
NT2RP4001568 
NT2RP4001569 
NT2RP4001571 
NT2RP4001574 
NT2RP4001575 
ST2RP4001578 
NT2RP4O0I5S2 
NT2RP4001593 
HT2RP4001605 
NT2RP4001606 
HT2RP4001607 
NT2RP4001610 
NT2RP40016M 
MT2RP4001623 
NT2RP4001626 
NT2RP4001634 
NT2RP4O01S38 
MT2RP4001644 
NT2RP4001646 
NT2RP4O016S6 
NT2RP4001666 
NT2RP4001670 
NT2RP4001677 
NT2RP4001679 
NT2RP4001E95 
NT2RP4001696 
NT2RP4001699 
N72RP4001717 
HT2RP4001719 
HT2RP4001725 
NT2RP4001726 
NT2RP400I730 
NT2RP4001739 
NT2RP400174I 
NT2RP4001753 
IIT2RP4001760 
NT2RP40Q1787 
NT2RP4001790 
NT2RP4001795 
NT2RP4001803 
NT2RP4001805 
HT2RP4O01809 
NT2RP40018t7 
NT2RP4O01822 
NT2RP4001823 
NT2RP4001827 
NT2RP4001828 
NT2RP4O01836 
HT2RP4001838 
HT2RP4001841 
HT2RP4001849 
HT2RP4001861 
NT2RP4001877 
N72RP4001879 
NT2RP4001889 
NT2RP4O01893 
NT2RP4001896 
NT2RP4O01898 
NT2RP4O01901 
NT2RP4001910 
NT2RP4001925 
NT2RP400t92S 



1.61 



14.43 
20.92 
38. 32 
15.01 
25.53 

5.89 fi.1t 

138.32 158.83 

9.9 23.21 

39.07 48.78 

8.89 11.75 



4. 66 
18. 57 
33.87 
29.49 

7.71 
25.21 



18.77 
6.86 
3.61 
9.32 



II. 14 
5.47 
1.38 



25. 96 32. 39 

5.5 5.13 

6.66 10.41 

54. 14 31.27 



19.49 
13. 27 
5.12 
3. 97 



10.73 
8. 07 
4.37 
4.22 



15.89- 
25.8 

13.99 
176.17 

17.14 

46.75 
9.28 

16. 78 
8.59 
4 

5. 36 
7. 53 
24.45 
5.73 
10.2 

53,af 



6.85 
9.17 
19. 47 
37.57 
14.4 



1.41 2.54 

4.93 4.07 

17.65 14.08 

26.2 39. 13 

7.44 9.88 

16.52 21.02 

4.86 9.13 

98.03 117.94 

3.08 11.08 



22.48 
11.72 
106.73 
17.16 

25.68 17.84 15. 12 

6.36 2.98 
12.15 11.21 
11.52 4.98 

7.17 1.24 



8.2 4.59 



30. 25 
8.2S 
8.73 



8.64 19.86 



60. 48 67. 97 

63.4 46.03 

25.41 48.09 
10.8 7.02 
7. 34 4. 14 

14.1 8.06 
12.35 7.72 

3.63 2.94 

27.43 19.04 

17.07 14.23 

13.08 27.52 
36.21 33.9 

17.2 14.59 
8. 36 7. 54 

449.13 316.48 

7.47 3.89 

63.42 46.97 
8.84 7.88 
5.95 5.69 

55.79 43.66 

34.65 23.28 

6.52 3.81 

3.6 2.46 

92.63 82.49 

El. 47 3B.75 

44.8 31.89 

6.15 7.83 

120.68 83.99 

5.44 4.67 

120.57 86.96 

47.77 41.26 

28.67 28.1 

38.95 24.39 

6.77 9.6 

20.14 21.68 

54.69 54.01 

17.19 14.63 

121.38 105.48 

17.35 19.33 
13.94 



11.2 

5.27 
36.39 
28.12 
18. 78 
43. 76 
16.48 
12.21 
382.02 

8.52 
73.29 
10.54 
10. 38 
54.44 
22.77 
10.26 

7.23 

90.1 
56.29 
48.09 

5.55 
187.16 
11.88 
121.65 

29.9 
20.85 
36.19 
11.58 
20.53 

78.1 
24 



3.86 
4.08 

60.84 32.15 

21.07 12.28 
8.91 6.79 

6.14 1.29 
10.93 2.63 
37.88 33.85 40.42 

69.08 70.96 
43.83 20.99 

9.54 3. 39 
8.78 2.82 
8. 07 5. 02 

8. 9 5. 51 

5.13 1.69 

17.49 15.05 

18.8 22.34 22.39 

28.99 19.24 16.38 

24.77 17.24 

7.48 4.99 

7.55 2.73 
579.25 624.67 556.76 

8.8 3.39 5.62 

43.26 32.42 28.05 
9.34 4 5.93 

8.15 3.79 5.46 
43.11 38.36 44.76 
22.82 15.26 16.99 

6.23 2.19 

4.29 1.65 

26.32 25.71 

48.73 53.93 

43.58 41.3 

9.67 6.83 

139.43 130.99 191.28 

5.66 3.18 2.21 

102.03 95.48 118.7 

28.86 24.84 22.31 

19.88 15.94 14.99 

23.27 20.66 27.73 
7.5 6.4 5.73 

23.47 19.99 18.99 

65.64 57.05 63.77 

14.51 10.05 13.25 

129.33 152.14 104.65 

14.34 7.91 7.52 



4.21 
5.57 
47.2 
14.22 
8.31 
4.07 



72.54 
24. 93 
6.61 
5.44 
5. 29 
7.17 
2.36 
17.67 



19. 76 
6.73 

5.75 



1.68 
23.6 
46.7 
52.3 
6.27 



5.43 
5.01 
25.04 
21.18 
7.38 
13.78 
5.91 
140.07 
13.53 
20.23 
4.38 
4.83 
4.83 
2.72 
8.3 
6.02 
8.25 
6.58 
10.07 
22.38 
11.82 
7.24 
3.21 
3. 57 
60.13 

so. as 

40. 69 



08 14.091 14.02 5.92 2.48 



Z.58 
4.48 
*.3 
4.84 
2.09 
16.15 
15.23 
17.13 
19.65 
3.91 
3.77 
483.34 
4.59 
20.69 
4.96 
9. 95 
37.5 
9.01 
2.67 
0.91 
20.01 
40.24 
39.14 
7.38 
92.44 
2.03 
109. 17 
17.4 
7. 59 
35.61 
3.91 
15.61 
28.3 
15.49 
69.31 
5. 99 
4. 72 



2. 64 
3.84 
13.01 
30.23 
9.18 
20. 38 
5.72 
117.64 
10. 53 
20.2 
3. 06 
13.12 
4.03 
3.85 
5.56 
5.72 
9. 34 
3. 67 
5. 59 
29. 74 
16.28 
7.86 
5.08 
4.05 
40.04 
59.3 
28.74 
6. 02 
5. 75 
4.01 
7.79 
2. 38 
9 

16.15 
15.51 
43.11 
7. 96 
6.5 
493. 96 
3.58 
20.32 
3. 55 
6.17 
36.54 
16.13 
9.77 
2.7 
17.73 
45.94 
27.95 
14. 64 
82.4 
4.71 
140.23 
14. 34 
15. 66 
41.13 
4.94 
11.88 
45.74 
18.92 
116.85 
7.67 
6.01 



8.31 
30.47 
8. 27 
15.43 
3.19 
162.41 : 
12. 39 
20.66 4 
5.09 : 
16.6 
5.51 
3.06 
6.1 
5.27 
7.78 
4.85 
6.69 
30.92 
16.41 
6.43 
2.86 
2.82 
66.44 
58.1 
39.61 
6.23 
8.17 
4. 24 
6.21 
2.12 
13.24 
19.5 
14. 38 

31.46 i 

13.47 i 
5.81 

418.4 > 
5.07 
20.73 
3.59 
7.95 
53.86 
16.73 
2.8 
2.37 
25.06 > 
36.84 
48.98 
4.59 
82.84 
2.38 
134.58 
21.88 
4.85 
33.21 
4.11 
13.51 
52.57 
20.72 
87.82 
6.41 
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NT2RP4001927 
NT2RP4001931 
NT2RP4001933 
NT2RP4001 938 
NT2RP40O1942 
NT2RP400194S 
NT2RP400194S 
NT2RP4001947 
NT2RP4001950 
NT2RP4001953 
NT2RP4001966 
NT2RP4001970 
NT2RP4001975 
NT2RP4001988 
NT2RP4001996 
NT2RP4002014 
NT2RP40Q2018 
NT2RP4002035 
NT2RP4O02043 
NT2RP4002046 
NT2RP4002052 
NT2RP4002058 
NT2RP40020S7 
NT2RP4002058 
NT2RP4002064 
NT2RP4002071 
NT2RP4002075 
HT2RP4002078 
NT2RP4002081 
NT2RP4002083 
KT2RP4002099 
ITTZRP4002106 
NT2RP4002111 
NT2RP4002112 
NT2RP400211S 
NT2RP4002122 
NT2RP4002126 
NT2RP40Q2133 
NT2RP4002I36 
NT2RP4002139 
MT2RP4002174 
NT2RP400218S 
NT2RP400218S 
MT2RP4002187 
N72RP4002188 
NT2RP4002199 
NT2RP4002206 
N72RP4002210 
NT2RP4002222 
NT2RP4002241 
NT2RP4002248 
NT2RP400225O 
NT2RP4O02259 
HT2RP4O02268 
KT2RP4002288 
NT2RP4002290 
tfT2RP4002298 
HT2RP400230S 
NT2RP4002308 
NT2RP4002336 
NT2RP4002340 
HT2RP4002361 
NT2RP4002367 
NT2RP4002368 



22.95 
31.71 
124.92 
21.23 
40.71 
3.4S 
10.3 
1S.45 
5.04 
26.47 
6.74 
7.84 
16.36 
38 
24.73 
11.39 
16.73 
5.82 
18.95 
24.11 
12 

153.48 
40. 68 
17.65 
5.15 
19. 67 
4. 49 
19.28 
26.93 
12.48 
4. 69 
48.22 
21.8 
18.8 
131.42 
9.21 
16. 25 
58.92 
12.24 
65.38 
10.15 
23.38 
16.88 
28. 59 
5.08 
5. 25 
3.81 
5.45 
6. 38 
19. 38 
35. 82 
1.58 
5.84 
35. 43 
22. 95 
13.7 
10. 23 
15.16 
8.45 
36. 27 
2.84 
9.6 
2.79 
24.08 



20.54 
30.66 
135.92 

9.61 
46.99 

3.93 

8. 04 
15.77 

4.87 
19.18 

6.56 

6.46 
22.03 
36.95 
23.55 
15.95 
14.11 

5.03 

25.2 
28.29 
15.65 
150.03 

39.2 
14.46 

7.64 
23.04 

2.91 
11.77 
23.83 

9.47 

4. 27 
85.51 
28. 93 
22.05 
129.9 

7.05 
10.45 
73.72 
16.73 
168. 51 
13.02 
25.82 

7. 65 
22.57 

7.53 

3.74 

1.86 
3.2 

6.14 
17.71 
21.31 



20.03 
39.53 
123.56 
28.3 
4t. 11 
9.62 
13.38 
21.11 
6. 27 
22.05 
3.55 
14.19 
28.3 
48.12 
24.27 
16.62 
11.76 
4.44 
14.18 
25.84 s 
20.88 
95.32 
39.83 
13.17 
7.19 
16.87 



8.1 



1.78 
5. 18 
25.77 
20. 57 
13.76 
12.39 
15. 97 
5.65 
19.86 
2.81 
7.94 
2.98 
18.92 



12.- 
5.09 
111.5 
25. 95 
20.04 
145.31 
12.08 
26.23 
76.92 
29.34 
135.79 
11.19 
19. 72 
12.65 
36.35 
8.31 
S.62 
2.83 
5.65 
7.04 
14.08 
27.47 
7.25 
13.48 
32.22 
22.28 
25.96 
16.74 
20.14 
13.02 
28.94 
9.7 
13.29 
7.18 
33.22 



Table 458 
14.02 11.73 7.04 
15.12 11.86 11.1 
117.23 83.52 79.43 

17.33 8.99 14.74 
32.73 26.67 27.19 

6.08 1.55 2.05 
10.29 3.79 3.79 

11.34 9.6 7.02 
6.87 2.41 1.7 

22.48 9.35 15.94 
2.07 



5.37 
7.09 
30.9 



6.86 
9.16 

17.31 12 

29.2 31.09 

15.39 14.68 

10. 15 7.55 6.98 

12.16 9.31 11.09 

7.72 3. 9 4.37 

17.22 10 14.87 

19.27 12.78 20. 33 
9.3 9.08 6.85 

64.65 34.92 59.97 
19.31 30.56 26.73 
10.87 3.28 4.52 

5.68 1.88 
12.91 7.48 6.56 

6.42 3.43 5.27 

11.04 6.62 7.49 

19.25 16.65 23.73 

9. 18 6.34 7.57 

6.55 1.89 1.66 

22.9 29.05 16.21 

13.09 13.73 11.32 

17.73 8.26 13.72 
124.89 86.8 130.87 

10.75 5.58 

9.01 12.04 10.44 

61.59 43.1 56.16 

16.04 8.23 7.86 

98.21 29.79 27.09 

12.5 4.36 7.32 

13.23 6.3 10.39 
11.9 7.3 14.74 

26.74 19.36 12.02 

11.66 6.59 7.86 
11.93 2.92 3.8 

8.57 1.99 1.73 

5.42 1.97 2.98 

6.83 3.57 3.25 

18.19 11.3 8.8 

30.46 20.08 26.03 

3.8 1.3 0.25 

7.69 2.79 5.42 
22.21 30.41 16.71 
19.59 16.95 19.16 
11.44 11.61 14.66 

11.6 8.3 6.18 
18.18 10.48 11.51 

8.55 4 9.83 

13.28 11.25 15.46 

4.27 0.88 0.87 
10.99 5.46 5.57 

5.28 1.95 2.56 
37.33 27.57 13.68 



7.86 6.56 

6.42 8.14 

61.4 54.06 

12.02 19.38 

19.11 35.23 



2.15 
3.46 
4.68 



15.39 
11.41 
4.02 



2.82 
8.07 
3.76 
7.2 
20.7 
7.79 
2.86 
28.91 
21.21 
15.37 



17.8 
1.6 
3.21 



2.81 
4.08 
3.24 
2.63 

17.83 14.03 
1.97 1.5 
2.96 4.43 
9.7 16.29 
21.07 21.03 23. 16 
8.32 9.1 9.68 
8.4 7.6! 5.52 
15.09 12.65 8.98 
5.69 2.8 2.78 
7.04 10.89 
17.55 17.78 
3.61 4.24 
38.55 53.86 
27.83 37.55 52. 18 
5.26 2.89 
1.16 
4.85 
2.11 
13.73 
21.48 
10.15 
2.04 
8.21 
10.01 
6.12 

116.59 193.03 130.26 
3.65 7.4 5.23 
10.14 17.51 
80.78 84.66 86.01 
20.93 16.43 17.62 
86.97 6S.15 29.84 
8.88 11.55 11.53 
10.9 7.33 11.09 
12.63 14.19 17.64 
11 23.37 23.58 

4.55 4.87 
4.05 
4. 64 
3.22 
5. 55 

17.63 22.91 
24.1 27.06 
0.65 1.92 
2.88 

15.9 32.72 23.26 
16.63 15.69 17.98 
7.05 8.48 10.18 

9.56 4.97 3.02 
13.4 11.06 
3.47 4.84 

12.49 
1.79 
8.11 
1.85 



2.09 
9.75 
2. 28 
14.2 
20.63 
9.98 
1.79 
26.28 
16.62 
8.09 



3.71 
6.5 
22.47 
19.35 
0.61 
4.19 



7.56 
1.22 
5.78 
3.24 



3.09 
3. 36 
8.67 



13.62 
5.83 
16.8 
3.04 
5.48 
1.33 



19.74 22.15 15.46 
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NT2RP4002S77 
NT2RP4002408 
NT2RP4002425 
NT2RP4002432 
NT2RP4002447 
NT2RP4002451 
NT2RP4002461 
NT2RP4002486 
NT2RP4002517 
NT2RP4002556 
NT2RP4002569 
NT2RP4002587 
NT2RP40Q2591 
NT2RP4002607 
MT2RP4002627 
NT2RP4002628 
NT2RP4O02830 
NT2RP4O02S39 
NT2RP4002641 
NT2RP4002658 
NT2RP4002669 
MT2RP4002677 
HT2RP4002715 
<T2RP4002750 
IIT2RP4002784 
NT2RP40O2791 
HT2RP4002811 
HT2RP4002830 
NT2RP4002832 
NT2RP4002850 
MT2RP4002874 
MT2RP4002884 
NT2RP4002888 
NT2RP4002891 
NT2RP4002894 
NT2RP4G02896 
NT2RP4002S05 
NT2RP4002907 



39.07 34.91 52.74 
8.23 10. 17 7.33 
16.72 9.87 22.95 
134. 52 97. 55 1S2.62 
15.99 16.51 16. 6-1 
15.11 13.46 19.12 
94.61 109.24 116.21 
16.89 12.32 16.5 
13.38 14.55 13.22 
14.42 18.7 14.04 
16.26 11.41 27.18 
5.9 13.49 
8.73 16.61 
4. 54 8. 62 
129.04 84.31 131.91 
23.42 13.42 25.54 
34.52 45. 14 38.61 
69. 58 58.92 77.5 
10.87 7.59 20.93 



167.82 202.75 171. 29 1 210.71 275.39 155.29 



NT2RPS003461 
MT2RP5003471 
KT2RP5003477 
NT2RP5003487 
NT2RP50034I2 
NT2RP5003S00 
NT2RP50O3506 
NT2RPS0O3512 
NT2RP50O3S22 
NT2RP5003524 
NT2RPS0O3S27 
KT2RP5003531 
NT2RPS0D3S34 
NT2RP6000020 
KT2RP6000022 
NT2RP6000O50 
NT2RP60OO063 
KT2RP6000074 
NT2RP6000083 
NT2RP60OO1O0 
KT2RP6000123 
HT2RP6000129 
NT2RP6000147 



NT2RP6000181 



4. 28 
11.21 
7.19 



Table 459 

47.19 54.21 38.25 

8.55 4.11 5.54 

18.36 10.72 16.61 

149.32 142.05 170.39 

15.14 7.55 8.09 

12.6 10.1 7.99 

78.57 91.21 74.75 

14.11 11.37 5.17 

12.72 9.03 11.46 

18.8 13.59 13.31 

13.33 (.98 10. 11 

5.9 21.35 3.55 

10.63 3.25 5.39 

7.82 4.54 6.78 

123.08 121. 1 113.29 

15.3 10.07 9.36 

24.65 19.47 21.97 

92.97 83.89 82.67 

9.6 5.64 6.42 



11.89 14.59 18.31 

38.73 39.84 49.87 

60.14 28.66 66.85 

5. 11 4.54 6.02 

13.9 15.39 21.97 

19.14 16.24 15.43 

7.07 4.03 15.62 

22.24 23 

6.62 7.2 10.83 

120.6 112.69 112.51 

8.25 8.24 13.89 

89.55 83.99 93.99 

6.66 8. 16 10.03 

19 20.18 21.15 

39.86 38.92 34.99 

7.81 11.66 17.8 

5.89 3.63 14.35 

14.82 12.9 19.78 



HT2RP5003459 437. 62 468. 29 451 . 9 



21.93 17. S4 18.05 

52.72 62.97 42.21 

5.7 3.4 3.74 

1749.6 1957.3 1778.8 

6.08 6.5 15.88 
2. 52 



4.26 
10.49 

6.99 
10.07 

6.44 



9.75 



6.37 
14 



78.28 43.48 49.64 

5.02 2.86 2.29 

16.29 10.56 

11.98 5.79 



16.43 
15.81 

8.02 4.02 

14.14 12.81 



S.88 



9.26 
9.05 

117.46 141.32 115.3 

24.59 24.67 34.31 
6.96 7.88 

19.43 27.72 47.01 

13.58 7.81 13.25 
6.58 
4.93 
8.88 

36.48 50.53 36.06 

9.33 8.85 11.79 
7.59 5.31 
4.7 6.51 

23.98 19.21 18.37 
KT2RP6000163 6.02 5.5 6.17 



7.67 



10.12 



31.82 37.36 38.55 



9.89 

9.33 4.27 S.54 

87.95 73.32 75.57 
8.67 2.89 3.54 

87.7 70.28 83.78 
7.45 4.69 3.72 

16.8 8.39 11.91 
21.18 29.78 22.86 

10.13 3.4 
7.98 3.09 

10.14 7.04 
449.8 544.78 414.46 

12 9.18 10.65 

31.11 21.1 25.12 
5.93 3.44 2.66 

1241.4 1573. 1 1807.7 
6.67 3.98 3.96 

2.34 2.66 
9.52 8.22 
2.46 3.36 
3.12 

1.41 1.72 

95.19 117.09 

22.85 17.67 26.56 
6.91 5.36 2.92 

30.65 12. 
4.5 5.83 
3. 59 4. 26 
1.07 

3.35 3. 32 
19.9 25.84 
3.93 5.47 
5.66 4.44 

5.86 2.6 3.34 

28.9 18.17 21.68 
6.66 2.33 2.81 

11.76 5.01 6.27 



54.01 
5. 28 
14.74 
110.43 
7.58 
7. IS 
80. 34 
6.32 
10.8 
16.09 
3.13 
2.37 
2.62 
3.93 
100.69 
10.28 
38.2 
76.62 
5. 77 
113.71 
6.6 
8.4 
41.22 
1.81 
10.51 
6. 28 
1.73 
5.49 
7.23 
95.07 



6.65 
12.74 
5.95 
5.18 
7.13 
136.41 



19.42 
8.64 
6.81 
6.03 
8.89 

34.94 
8.7 

10.56 



36.88 39.01 
2.67 3.53 

22.3 29.56 
102.21 77.71 

13.4 16.29 
14.07 11.51 
65.93 74.08 

4.06 4.53 
6.18 
6.06 
6.78 
3.48 4.03 
6.98 4.42 
3.64 3.85 

103.33 117.09 
14.93 

24.12 21.41 

44.55 74.0! 
9.03 8.! 

313.1 177.93 

13.8 11.32 
12.92 7.79 

48.79 51.15 
1.93 ' 



1.21 
63.11 

4. 86 
12.08 
11.88 

5.01 
3 

11.86 



11.54 
6.12 
4.87 

12.55 
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6.54 8.47 6. 17 

5. 65 9. 59 
156.38 229.88 197.98 

13.91 16.38 12. 

7.71 11.77 9.22 

1.14 3.76 
7.53 10.61 

5.66 7.21 
12.72 20.51 12.99 

15.44 23.62 15.47 

5.6 1 8.97 4.92 
14.82 21.04 14.45 

9.11 11.03 10.04 

21.78 30.43 20.51 

25.26 35.06 20.13 

3.28 3.96 

5.92 2.58 

15.54 20.84 16.18 

3.02 6.63 4.93 

50.7 94.43 66.32 
6.22 4.52 
3.95 10.2 

9.43 11.13 12.13 

4.33 6.64 6.48 

10.71 10.46 10.25 
7.47 13.49 
7.87 12.43 

168.11 248.06 165.63 

4.07 5.36 4.55 

2.64 2.48 2.49 
8.16 8.42 8.22 
3.85 5.25 
6.42 7.74 
9.85 20.11 11.22 

5.55 9.5! 4.44 
5.2 8.81 
5.2 9.07 

4.25 5.19 

5.71 5.62 7.78 

2.65 3.28 2.79 

5.15 8.05 6.51 

9.84 10.41 6.42 
22.16 32.89 19.82 

274.01 264.01 21 1. 54 

3.85 7.47 4.63 

89.45 126.14 83.84 
3.4 4.98 

14.13 15.11 11.79 

7.66 16.73 9.68 
2.64 4.79 2.24 

14.42 17.35 10.4 



6.08 



8.07 
3.58 
59.24 
30.34 
10.07 
19.45 
90.99 
5.72 



25.99 
10. 92 
5. 56 
120. 99 
14.63 
9.21 
1.72 
3.59 
9 

10.1 
18.1 

12.57 

26.69 
5.82 

28.06 

15. 73 
1.6 
4.12 
25.4 
5. 97 

58. 07 
2.49 
4.33 

10.43 
3.87 
4.07 
8.84 

15. 33 

120.4 
3.08 
2.14 
8.21 
4.68 
7. 85 

12. 02 
3.13 
4. 93 
3.02 
3.8S 
3.1 
2. 69 
8.38 
15.3 

46. 28 
160. 52 
2. 45 

54.44 
5.48 

18. 79 
5. 67 
2.88 

23.31 



6.81 
21.92 
21.98 

2.62 
25.42 



98.51 115.59 

18.43 17.02 

13.13 13.25 

21.49 16.55 
7.19 4.56 
11.11 9.91 

11.61 10.12 

25.22 22.47 

10.26 7.88 
32.64 43.34 

8.76 8.16 
40. 57 35. 2 

10.27 23.79 
3.36 1.57 

4.4 2.95 

21.7 22.13 
6.78 5.46 

66.46 64.96 
2.85. 3.78 
4 5.56 

9.71 12.19 
5. 38 3. 7 
3.52 3.44 
6.87 4.31 
6.54 7.36 



11.07 
12.35 
4.61 



8. 04 
10.4 
3.65 
5.85 
5.15 
5.45 
2.76 
2.47 
6.46 
9.78 14.01 
34.15 44.56 
108.2 102.39 
4.82 2.32 
48.09 54.61 
3.56 2.85 
11.54 16.77 
4.54 5.45 
2.32 3.S4 
17.65 22.26 
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12.75 15.42 1J.22 

77.92 64.11 52.33 

34.25 25.88 23.55 

4.45 4.47 4.74 

7.8 4.93 

10. 56 5. 96 

135. 15 261.75 227.84 

10.53 7.53 10.42 

10.83 11.24 

36.07 37.32 30.24 

40.95 33.02 36.27 

28.88 24.51 24.41 

OVARC10010441 8.66 8.02 6.34 

0VARC1001049 23.67 22.64 22.97 

381.08 484.89 350.06 

6.6 5.59 5.17 

14.4 14.98 14.95 

17.06 13.11 19.77 

58.8 47.67 46.94 
9.85 
5. 85 



0VARC1 000996 
OVARC10O0999 
0VARC1 001000 
0VARC1 001004 
OVARClOQIOtO 
OVARC10010V 
OVARC1001030 
OVARC10O1032 
0VARC1001034 
OVARC1001038 
OVARC1001040 
OVARC1001041 



9.39 
241.22 
18.15 



OVARC1001051 
OVARC1001054 
0VARC100105S 
OVARC1001062 
OVARC1001065 
OVARC1001068 12.24 
OVARC1001072 
OVARC1001073 
OVARC1001074 
OVARC1001078 12.05 
OVARC1001085 11. 18 
OVARC1001086 
OVARC1001091 
OVARC1001092 
OVARC1001104 
OVARC1O01107 
0VARC1001113 
OVARC1001117 
OVARC1001118 
OVARC1001125 
0VARC1001129 
0VARC1001132 
OVARC1001138 
0VARC1001141 
0VARCI0011S4 
0VARC1001161 
OVARC1001162 
OVARC1001163 
0VARC1001167 
OVARC1001169 
OVARC1001170 
OVARC1001171 
0VARC1001173 
OVARC1O01176 
OVARC1001180 
OVARC1001188 
OYARC1O0120O 
OVARC1001202 
0VARCIO01206 
OVARC1001209 



34.81 
13.32 
3.56 
6.92f- 2.94 
2.55 
119.93 1 
4.6 



Table 463 
7. 58 7. 82 4. 86 
41.57 26.78 
17.72 



4.7 2.11 
3.81 2.9/ 



4.55 



15.2 
10.91 
3.79 
9.28 



OVARC1001222 



OVARC1001243 



5. 86 

8.58 12.65 
5.22 6.88 
11.95 9 

10.66 13.33 

8.11 10.75 

186.8 193.81 

15.63 18.59 
6.77 10.2 

107.49 92.87 112.02 
4.26 4.3 6.18 

14 17.53 15.78 

28.39 26.32 27.08 

15.09 9.24 18.28 

8.66 7.06 1 2.46 
9.08 13.23 

155.24 193.79 160.3 

12.99 10.8 12.94 

128.63 107.01 106.33 
17.68 27.92 21.1 

21.74 16.75 19.82 

10.91 8.03 10.73 

38.47 38 43.81 
11.94 7.48 10.4 

26.22 26.34 31.69 

143.81 236.48 129.81 

24.91 33.6 36.93 

209.32 244.43 234.51 

67.2 61.17 66.56 
18.84 14.15 
14.51 7.89 
37.46 21.56 
6.83 6.97 
56.31 51.58 



6.61 
9.88 
5.76 



17.06 
14.82 
29.17 



0VARC1001219 14.82 14.11 



17.11 17.29 



0VARC1001232 34.23 34.49 



0VARC1001240 22.68 22.79 23.45 



8.41 5.82 



OVARC1001244 43.29 22.42 

0VARC1O01246 191.8 262.18 216.69 

OVARC1O01247 33.18 25.43 25.03 

OVARC1001260 10.58 9.81 13.5 

0VARC1001261 10.86 9. 17 11.3 



5.28 

14.88 24.71 
20.4 24.74 
14.12 19.17 

3.74 2.76 
8.16 12.73 

354.62 546.22 323.29 
3.06 5.01 2.19 
7.9 10.31 6.02 

9.47 7.02 5.92 
58.25 31.45 
10.45 10.03 

7.45 1.74 
4.65 
3.48 
3.56 
6.26 
3.47 

163.03 271.86 178.86 
22.78 28.04 21.17 

3.75 7.44 6.44 
98.9 125.4 90.42 

3.48 7.31 2.59 
9.22 10.42 

13.26 13.63 
5.27 6.72 
6.25 
15.2 
49.38 101.68 
9.03 7.57 
119.46 158.63 83.66 
11.55 22.82 12.42 
10.26 11.33 9.72 
4. 37 5. 95 4. 38 
17.29 22.87 18.91 
5.85 13.24 4.72 
14.46 15.02 12.36 
114.4 117.18 158.91 
11.93 16.26 13.53 

205.75 340.26 228.89 
30.38 32.42 26.76 

4.37 IS. 93 
6.11 7.72 3.65 
10.43 13.25 
5.96 

69.04 54.41 
7.48 4.86 
16.42 9.64 
16.43 23.42 19.3 
11.83 13.49 10.07 
3.1 7.95 3.93 
20.02 23.25 15.87 

139.76 292.92 181.43 
8.87 21.81 17.23 
4.35 12.46 3.56 
5.17 7 



51.13 



3.34 
5.82 
114.11 
8.13 
7.53 
14.41 
38.11 



41.39 
9.05 
2.66 
4. 76 
3.02 
4.67 
5.34 



3.03 
8. 86 

115.39 1 



7.27 
13.64 
6.56 
3.24 
9.07 



10.06 
3.06 

57.91 
3.65 



9.45 10.8 

38.47 53.84 

24.85 23.48 28.11 

3.94 2.09 3.24 

2.1 2.69 

4. 52 6. 66 

94.32 117.34 

6.94 7.33 

S.89 7.35 

10.88 16.24 

31.08 34.73 

20.98 17.34 23.83 

6.52 3.05 4. 17 

19.46 22.57 21.53 

741.7 383.07 703.22 
3.89 3.27 
5.76 7.98 
5.47 7.54 
28.27 24.21 
4.46 8.42 



5.6 



7.61 
7.62 
6.76 



4.57 
6.96 
3.06 
7.71 
7.57 
8.44 

140.22 106.42 112.84 

13.63 16.45 14.87 

3.73 7.33 6.12 

58:37 49.66 59.61 

2.8 2.95 2.48 

18.6 16.88 12.72 

14.58 18.84 21.16 

3.81 6.47 3.35 

5.49 10.45 

5.57 13.13 8.52 

122.48 164.58 137.03 
7.48 10.75 

81.42 78.16 
16.84 15.27 

10.1 12.69 

3.95 7.35 
28.74 29.72 

3.88 5.51 

12.5 14.3 

77.44 54.36 128.19 

26.95 27.14 25.91 

167.09 179.74 200.74 

42.84 47.13 54.33 

10.16 39.68 8.56 

4.16 15.56 

17.78 23.14 18.29 

2.03 

36.32 29.24 28.87 

4. 34 7. 98 3. 54 

6.56 7.21 5.56 

24.37 27.16 28.45 

14 20.54 14.23 
3.48 18.25 

15.69 21.46 15.18 

261.49 147.46 197.54 
8.61 

7.06 8.38 13.07 

4.94 4.19 3.51 



83.39 
15.42 
11.14 
4. 62 
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OVARC 5001268 
0VARC1001270 
0VARC10O1271 
0VARC1001282 
CVARC10012S6 
OVARC1O013O6 
0VARC1001314 
OVARC1001316 
0VARC1001329 
0VARC10OI3S0 
OVARC1001336 
OVARC10O1338 
0VARC1001339 
OVARC1001340 
OVARC1001341 
0VARC1001342 319. 
OVARC1001344 
OVARC1O013S7 
DVARC10013S9 
OVARCI001360 
0VARC1001369 
DVARC1001372 
0VARCIO01376 
0VARC1001381 
0VARC1 001391 
0VARC1001392 
0VARC1001399 
0VARC100J417 
0VARC1Q01419 
0VARCI0O1425 
0VARCI001436 
0VARC1001442 
OVARC1001451 
OVARC10014S2 
0VARC1OO14S3 
0VARC1001476 
OVARC1001480 
0VARC1001489 
0VARC1001493 
OVARCJ001496 
0VARC1001499 
0VARCIO01506 
0VARC1O015O9 
0VARC1001510 



0VARC1001S16 
0VARC100152S 



0VARC1001547 



0VARC1001SS5 137.04 



0VARC1 001560 
0VARC1001S69 
0VARC1O0I57O 
0VARC1O01577 
0VARC1001S78 
0VARC1001S96 
0VARC1O01600 
0VARC10G1607 
OVARC100161Q 
0VARC1001611 
0VARC1O01615 
0VARC1 001636 
0VARC1 001668 



9.97 
27 
39.84 
4.35 
11.01 
7,11 
8.65 
9. 55 
13.S 
14.91 
5.57 
30.68 
16.95 
7.86 
20.63 
7.35 
11.25 
15.26 
32.05 
5.67 
31.76 
17.78 
8.69 
10.81 
7.75 
30.12 
27.99 
6.07 
4. 36 



87.42 
6.65 

14.31 
5.35 
7.88 
8. 36 
7.88 
9.19 

60.97 
7.09 

13.52 
3.35 

87.95 
5.17 

40.21 
384.64 

19.69 

18.75 

54.06 
4 
9.8 



10. 54 
28.34 
9.57 
10.2 
0 

18.44 
12.84 
17.69 
7.42 
3.52 
7.22 
5.13 
40.93 



1.14 
25. 34 
52.66 
4.74 
13.87 
9. 27 
8.11 
7. 34 
5.66 
13.09 
6.26 
20.35 
14. 67 
6.06 
24.57 
4.8 
5.88 
11.36 
27. 24 
6.05 
25.87 
13.64 
5.24 
12.88 
S.S1 
29. 23 
28.47 
8.98 
6.21 
110.5 
9.21 
25.69 
12. 59 
13.78 
0. 27 
38.66 
12. 05 
15.72 
7.24 
5.78 
4.15 
4.74 
55.07 



103. 18 
7.37 
19.8 
8.29 
7.7S 

10.06 

10.42 
7.4 

62.75 
6.08 

17.21 
7. 39 

84. 06 
8. 34 

33.21 
298.02 

20.03 

6. 59 
31.23 

3.9 
9. 35 
5.06 

21.25 
35.2 
4. 59 

11.26 
5. 73 
7.05 

7. 59 



5. 59 
11.35 

6. 22 
20. 93 
11.44 

6.61 
30. 44 

7.98 

6.53 
13.67 

23.8 
4.7 
22.22 
12.09 

6.08 
13.12 

6. 34 
28.39 
20.46 
10.22 

6.19 
136. 25 
9. 05 
28.31 
13. 54 
13. 09 
1.12 
31.49 
1Z.79 
17.94 
11.17 
9.33 
9.71 
6.26 
40.85 



Table 464 

50.09 61.38 43.24 

4.89 4.4 3.37 

9.15 12.99 7.59 
3. 89 
3.83 
4.13 
6.88 



3.47 
3.73 
2.51 
5.15 
3.28 



.15 2.41 



30.71 36.83 28.85 
3.83 3. 92 2. 72 

8.37 10.93 
3.31 2.87 

45.91 66.98 50.22 
3.19 3.73 

15.81 17.56 16.77 
528. 73 514. 44 449. 66 
8.91 10.1 7.96 
4.08 6.56 3.73 
23.17 43.75 45.21 
1.82 2.67 1.87 
5.24 6.16 
1.49 5.79 
12.73 15.31 
18.78 31.21 
3.41 5.61 
8.72 
4.78 
5.18 
5.75 
5.54 
5.94 
6.56 

10.57 21.04 10.84 
7.52 6.15 5.24 
4.22 6.52 

15.92 22.32 

3.71 4.84 
8.16 19.5 
4.88 4.94 

12.75 20.64 

2.72 3.78 
8.57 18.43 

7.06 8.79 

3.07 5.95 
5.8 9.08 

3.13 4.32 
14.89 25.03 
12.55 18.48 10.77 

3.38 5.35 8.68 
3.96 3.95 

120.36 174.1 119.31 
6.2 10.38 4.19 
17.71 19.82 21.58 
9.92 6. 14 



7.11 
3.62 
3.69 
3.69 
3.04 
5.12 
3.11 



7.02 
2.49 



2.48 
2.2 
10.9 
17. 84 
3.07 
6.36 
3.62 
3.15 
3.4 
5. 43 
3.89 
2.54 



4.39 
7.34 
5.16 
4.38 
2.76 
11 
1.85 
9.44 
5.76 
3.22 
6.34 
3.66 
14.49 



7.21 

13.59 16.75 9.11 

0.09 2 0.48 

14.48 23.49 16.88 

8.39 9.83 

10.9 18.71 

5.09 7.94 

2.82 5.44 

3.66 4.51 

4.34 6.6 

20.99 33.29 18.89 



78. 98 
2.36 
10.4 
2.79 
3.2 
1.91 
5.8 
2.09 
49.5 
1.52 
7.67 
3.22 

43.37 
2.64 

23. 98 
353.76 

16.66 
3.75 

SI. 59 



17.23 

39.83 
2.93 
4.32 
4.04 
2.59 
4.52 
3.66 
4. 56 
5.62 

19.07 
7.7 
4. 72 

11.05 
2.87 
4.69 
9.11 
9.38 
2.85 

18.79 

15.13 
7.27 
8.79 
4.26 

18.26 

36.56 
3.38 
2.77 

90.66 
4.33 

15.15 
6.01 

10. 56 
1.37 

13.34 
7.16 

10.18 
2.78 
2.68 
4.88 
6.58 

40.58 



2.52 
3.24 
2.73 
2 

54.71 

3.71 
13.22 

2.79 
46.73 

3.21 3.16 

16.89 14.16 

251.2 152.62 

12.81 15.35 

4.14 3.16 
26.81 37.78 

2.07 1.71 

3.41 1.68 

3.07 0.96 

14.16 15.91 

32.09 35.47 

3.15 1.97 



3.29 
2.11 
2.92 
1.31 
3.69 
2.71 
21.71 
11.36 
4.86 
12.16 
2.08 
2.8 
6.21 



3.08 
4.7 



3.48 
2.72 
23.53 
6.64 
4.79 
16.07 
3.16 
2.81 
8.31 
5.04 10.85 
4.6 2.57 
15.06 20.59 
14.75 21.14 
7.67 
7. 64 9. 61 
3.77 
13.2 26.28 
24.05 33. 39 
3.45 4.28 



2.7 
69.83 
6.13 
17.9 
6.08 
8.87 
0.77 
13. 82 
10. 38 
16. 33 
4.22 
4.9 
4.91 
6.24 
43.41 



2.24 
70. 87 

2. 34 
15.82 

8.45 

5.25 
0 

12.27 
7.31 
11.6 
!. 55 
2.76 
5.78 
9.12 

37.28 
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7.15 
18.66 
18.7 



5.63 9.29 

7.4 12.31 

12.34 27.68 

1S.2 21.81 

106.12 95.89 118.84 

7.41 8.41 15.02 

9.14 11.76 13.16 

6.13 4.36 5.44 

326.35 314.92 333.21 

10.45 7.4 10.3 
51.89 35.06 
48.03 48.42 
8.58 9.79 
15.44 18.76 

83.39 85.91 87.93 

7.04 5.21 8.42 
14.52 13.49 
26. 33 28. 28 
7.09 4.63 
10. 39 
7. 98 

40.84 44.26 
21.47 24.32 

21.41 25.19 22.93 

9.03 4.95 8.69 



OVARC10D17Q2 
OVARC1001703 
OVARC1001710 
OVARC1001711 
0VAHC1001713 
0VARC1001725 
0VARC1001726 
OVARC 1001 727 
0VARC1001731 
OVARC1001735 
OVARC1001741 
0VARC1001745 
0VARC10017S9 
0VARC1001762 
OVARC1001766 
0VARC1001767 
0VARC1001768 
0VARC1001770 
0VARC1O01776 
0VARC1001791 
OVARC1001795 
OVARC 1001 798 
OVARC1OO1802 
OVARC1O01805 
OVARC1001807 
OVARC1O01809 149.46 129.89 172.57 



0VARC1001812 
0VARC1001813 
OVARC1001820 
0VARC1001828 
0VARC1001833 
OVARC1001839 
OVARC1001846 
0VARC1001849 
0VARC1001861 
0VARC10O1873 
0VARC1001879 
0VARC1O0188Q 
0VARCI001883 
0VARC1O019QO 
OVARC1O01901 
OVARC1001911 
OVARC1001916 
0VARC1001928 
0VARC1001937 
OVARC1001940 
0VARC1001942 
OVARC1001943 
0VARC1001949 
0VARC10C1950 
0VARC1001952 
0VARC1001954 
OVARC1001963 
0VARC1001983 
OVARC1001987 
OVARG10O1989 
0VARC1001991 
OVARC1 002005 
OVARC1002044 
0VARCJOO2O46 
OVARC1 002050 
0VARC1002058 
0VARC1 002066 
OVARC 1002082 



Table 465 

4.18 2.13 
4.47 5.7 4.5 

8.37 10.17 11.06 

10.78 18.26 9.63 

111.33 127. 16 96.1 

6.01 22.46 3. 17 

5.3 10.91 4.63 
2.42 3.92 



240.06 116.88 168.02 



44.69 
50.14 
14.25 
16.88 



18.22 
29.2 
7.55 



7.82 1 0.63" 
5.23 12.47 



21.73 



18.98 

13.4 12.96 

3.12 21.66 

8.18 15.13 

8 10.4 

8.23 9.47 

6.47 12.96 

2.64 18.18 

2.35 14.96 

10.37 9.13 10.41 
12.35 13.47 14.5 

17.95 16.04 17.13 
10.68 7.64 

21.57 23.04 21.79 

3.23 6.27 
6.08 
14.04 
4.17 
15.71 
8.78 



14.81 
16.16 
13. 24 
7.36 
7. 55 
9.51 
10.75 



5.85 
15. 55 
4.28 
25.6 
8.76 



5.24 
13. OS 
5.98 
13.44 
8. 37 
17.14 
20.55 
14.19 11.75 10.33 
13.94 15.9 10.94 
122.9 130.05 103.73 
7.45 6.81 6.15 
11.79 17.61 
30.08 25.81 
15.75 12.25 
16.89 
10.21 
33.83 38.39 
25. 13 24. S3 
79.06 107.27 86.51 
9.22 6.62 10.19 
18.18 16.91 17.55 
67.02 72.72 47.65 
34.4 33.12 24.78 



12.44 
25.71 
13.81 
18.41 
12.31 



13.96 
10.74 
35.62 
23.58 



5.16 
30.18 
18.25 
2.54 
5.87 



3.26 

30.3 40.05 

20.26 24.89 
4.9 9.68 

4.99 8.2 

59.55 79.17 53.32 

2.96 S.88 2.78 

6.31 12.6 

13.86 20.54 

4.18 5.49 

6. 37 4. 38 

1.59 4.12 

20.27 29. 31 



17 



7.55 
11.13 
2.76 
3.31 
3.1 
16.26 
10.13 
11.53 
3.66 



13.01 23.64 
4.35 5.41 
133.13 197.68 130.62 
7.06 7.79 6.77 
9.88 
7.84 
4.46 
$.88 
6.12 
5.49 



S.79 
6.46 
2.53 
3.73 
3.48 
4.44 



3.81 
6.62 
12.3 
5.31 



3.87 
10.21 
2.82 



5.48 
15.27 
4.46 
6.75 



7.55 9.31 
12.97 22.62 
3.19 5.85 
6.19 9.29 

90.55 135.58 102.89 

3.11 3.63 2.91 

6.04 6.32 5.28 

12. IS 15.68 10.47 

6.15 7.8 4.37 

7.74 13.38 8.71 

6.47 8.3 7.41 

17.89 27.06 20.01 

14.08 17.38 11.27 

77.97 65.8 

4.76 4.15 

13.19 18.87 6.99 

37.79 39.59 35.74 

17. 13 27.63 15.59 



49.53 
4.05 



7.19 
59.14 
4.32 
7.72 
2. 37 
275.41 
2.85 
29.82 
35. 38 
3.21 
5.45 
53.78 
2.97 
3.97 
6. S2 
2.6 
3.58 
3.31 
30.23 
13.8 
6. 55 
4.23 
61.18 
7.18 
9.17 
9.43 
2.97 
2.14 
2.33 
2.19 
9.88 
6.33 
3.75 
9.81 
9.7 
4.5 
4.93 
2 

3.29 
6.7 
3.65 
11.49 
2.16 



3.32 2.46 

8.24 3.65 

17.12 13.23 

14.6 8.6 

62.39 67.07 

4.47 6.9 

5.13 7.08 

4.79 3.09 

235.36 284.79 

50.48 3.58 

27.49 31.74 
41.14 42.19 

5.87 3.66 

4.57 3.61 

49.12 57.96 

1.63 2.74 



4.2 5.4 

4.76 7.14 

32.18 29.44 

16.34 14.18 

5.13 2.96 

6.47 5.73 

73.6 73.85 

8.19 7.69 



7.83 
8. 26 
1.93 

2. 55 

3. 33 
4. 87 



11.83 
11.92 

2.27 

3.67 

1.23 

S. 18 - 
17.09 10.17 
6. 39 8. 07 
3.55 
4.82 
8.89 
3.66 
5.98 



2.41 
11.27 
1.43 
7. 51 
2.02 
7. 34 
5.72 
5.47 
9.81 



79.11 
2. 32 
5. 38 
16.02 
5. 37 
14.94 
6.69 
28.16 
23.29 
68. 65 
4.13 
24.17 
62.17 
48.32 



7.19 
5.37 
5.9 
2.36 
4. 37 
7.73 
1.6 
12.97 
2.96 
6.71 
4. 72 
6.47 

7.58 .... 
70.36 72. IS 

2.33 2.18 

9.47 
11.31 11.87 

6.61 4.93 
11.39 11.29 

6. 19 5. 31 
23.73 27. 11 
17.04 24.49 
65.46 67.43 

2.81 4.S 
22.71 28.4 
50.77 51.33 
29. OS 33.16 
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OVARC1002091 

0VARC1 002092 

0VARC1 002093 

0VARC1 002094 

0VARC1002107 

OVARC1002112 

OVARC1002126 

OVARC1002127 

OVARC1002138 

OVARC1002143 

0VARC1002156 

OVARC10021S8 

OVARC1002165 

0VARC1002176 

OVARC1O0217S 

OVARC1002182 

OVARC1O02185 

PLACE1000004 

PLACE10000Q5 

PLACE1O0O0O6 

PLACE 1000007 

PLACE1000014 

PLACE1000031 

PLACE100O033 

PLACE1000040 

PLACE 1000048 

PLACE 1000050 

PLACE1 000061 

PLACE1 000066 

PLACE1000075 

PLACE1 000078 

PUCE1000081 

PLACE1000086 

PLACE1 000094 

PLACE1000101 

PLACE1000121 

PLACE! 0001 33 

PLACE1000142 

PLACE 1000 146 

PLACET 000163 

PLACE1000I72 

PLACE1000181 

PLACE1000184 

PLACE1000I85 

PLACET 000198 

PLACE1000213 

PUCE1000214 

PLACE1 000220 

PUCE 1000231 

PLACE1000236 

PLACE1 000245 

PLACE 1000246 

PLACE1000258 

PLACE1 000288 

PUCE1Q00292 

PLACE1000302 

PLACE) 000304 

PLACE1000308 

PLACE1000309 

PLACEI00O312 

PLACE1 000330 

PLACH1000332 

PLACE1000347 

PLACE1O0O351 



18.78 19.82 

11.35 7.73 

11.71 8.5 

S.29 6.49 

13.48 8.34 

26.38 33.01 

65.16 69.33 

6.15 6.37 



14.33 
9.15 



11.02 11.22 
6. 32 5. 52 
13.32 14.59 
9.74 9.21 
27,12 18.01 
91. 12 57.04 
7.26 8.75 
2. 23 2. 04 
25.49 34.88 
18.11 15.97 
8.82 8.2! 
20.38 17.3 
7.04 
8. 61 
5.77 
13.3 



9. 33 
6.66 
12.56 

16.43 18.48 

10.24 9.79 

24.93 18.79 

9. 77 8. 35 

13.24 13.69 

13.12 18.46 

9.91 9.72 

9.88 8.89 

26.84 30.96 

7.41 5.19 

27.22 20.45 

113.9 71.51 

17.72 15.27 

16.19 14.48 

9.65 11.81 

6.26 6.05 

9.15 11.17 

25.57 22.54 

14.42 18.43 

7.58 6.02 

26.52 25.91 

45.69 36.58 

9.85 11.52 

14.3 14.29 
22.65 21.9 

24.34 18.15 

9.2S 6.15 
15.07 8.66 

SO. 33 32.12 
7.8 7.45 

37.2 43.13 

19.72 22.93 
18.65 20.7 

4. 55 3. 12 



15.43 

4.3 
20.66 
6.65 
12.83 
27.23 
51.38 
5. 32 
3.68 

3.7 
13.02 
4.65 
54. 25 
9.02 
6.01 

5.4 
15.01 
11.61 
21.46 
55.23 
8. 28 
4.15 
32.13 
17.95 

10.8 
18.51 

6.5 
17.26 
17.49 
14.47 
16.12 
10.46 
23.44 
20.14 
14.14 
20.42 
12.83 
10.42 
24.74 
10.36 
29.16 
73. 22 

19.8 
17.72 
15.71 
11.4 
11.68 

23.7 
23.26 

8.68 
22.56 
50.55 
11.33 
20.76 
21.53 
25.79 

7.74 
14.03 
4S.32 
13.99 

26.2 
22.77 
25.21 
7.2 



Table 466 
10. 02 4. 76 6. 56 



3.87 
4.96 14. 
2.69 
6.06 



5.5 



2.9$ 



4.46 
2.82 
3.9! 
6.86 
5.01 
9.78 



4.04 
7.84 

12.79 21.35 12.35 

44.56 51.62 38.84 

I. 95 4.4! 3.09 
5.16 3.08 
3.29 5. 14 

10.03 12.28 6.78 

3.18 3.11 2.41 
23.78 36.97 31.97 

5.22 6.29 

3.16 5.47 

2.92 5.92 

5.81 10.11 

4.85 7.73 

13.29 16.54 

34.88 52.28 43.96 
8.37 10.72 8.06 
1.42 4 

13.67 27.22 

12.01 14.01 16.72 

5.78 10.45 6.53 

15.35 23.63 12.54 

2.42 4.86 

5.67 11.39 

7.42 5.83 

10.46 23.06 It. 81 

10.89 9.95 8.28 
3. 99 5. 51 5 

II. 66 12.45 12.8 
5.83 7.13 8.45 
7.47 11.68 8.08 

15.19 20.27 14.52 

7.9 8.22 

4.19 7.46 3.72 
22.4 10.59 



3.1 



5 4.( 



14.2 9.22 

49.28 64.78 42.83 

11.79 14.01 13.85 
7.66 7.1 

11.09 11.55 

4.09 6.36 

8.73 8.08 

11.03 13.14 

5.64 9.79 
1.98 6.24 
9.19 16.74 15.36 

14.83 17.16 15.14 

3.16 7.83 

4.5 8.13 

9. 54 18.93 11.23 

8.82 16.47 

5.54 8.18 

6.88 10.38 

24.2 31.82 23.11 

4.65 6. 15 3.95 
23.56 30.84 17.96 

9.1 18.25 13.71 

9.08 28.96 11.34 

2.8 3. 17 2.14 



6.34 
8.4 
3.94 
4.64 
7.79 
6.68 



3.08 



3.68 
7.58 



9.66 
3.85 
5.85 
4.34 
S.41 

12.54 

65.71 
5.22 
2.56 
3.79 
8.59 
3.88 

46.19 
9.03 
6.17 
6.46 
7.78 
4.83 

14.0) 
6.98 
3.04 
1.88 



9.82 
52.52 
3.46 
2.26 
3.64 
6.29 
2.86 
44.24 
7.11 
3.48 
4.29 
7.13 
8.27 
13.75 
11.96 
5.48 
2.43 



27.49 25.37 
14.29 10.78 
3.91 7.12 



8.78 
3.72 
3.23 
5.92 
12.58 
13.59 
3.34 



9. 57 
6.27 
9. 76 
4.2 
8.36 
13.8 
5. 78 
14.85 17.83 
9.11 6.85 
3.54 8.15 
7.88 10.58 
5.09 6.1! 
7. 05 4. 74 
30. 36 28. 2 

3.16 3.43 
8.64 12.45 

38.76 53.7 
9.11 9.87 
4. 1 6. 59 

6.38 19.65 

3.17 3.29 
3.79 6.02 

10.18 10.81 
7.36 7.88 
3.56 10.92 
8.75 9.5 
8.9 11.47 
2.46 5.51 
4.73 7.76 
12. 98 16. 24 
10.89 16.25 

3.39 11.18 
8. 62 8. 08 

35.7 38.12 
7.1 6.14 

20.8 28.35 
15.08 tO. 86 
16.06 14.13 

6.68 4.21 



3.08 
12.5 

14. 29 

60. 89 
3.37 
2.94 
5.8 
5.67 
4. 37 

42.15 
8.09 
3.57 
5.82 
8.82 
4. 93 

13. 04 
13.8 



24. 47 

15.77 
4.69 
6.66 
1.7 
4.54 
3.99 
7.76 
12.7 
6.89 

16.54 
4.47 
5.57 
8. 77 
8.25 
5.82 

29. 92 
3.29 

11.02 

55. 02 

10.76 
4.27 
7.1 
3.78 
5. 34 

12.09 
9.82 
5.78 
10.2 

10. 62 
4.37 
5. 77 

12.38 

19. 37 
2.7 
9.22 

29.88 
4.22 

14.01 
13.37 
12.46 
4.87 
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PLACE1000374 
PLACE1000380 
PLACE1000383 
PLACE 1000397 
PLACE 1000401 
PLACE1000406 
PIACE1000412 
PLACE1000420 
PUCE1000421 
PLACE1000423 
PLACE1000424 
PLACE1000430 
PLACE1OQ0433 
PLACE1000435 
PUCE1000437 
PLACE1000442 
PLACE1000444 
PLACE1000453 
PLACE10O0456 
PLACEJ000465 
PLACE1000481 
PIACE1000492 
PIACE1000508 
PLACE1O0O512 
PUCE1 000540 
PLACE1000541 
PLACE100054S 
PIACE1000547 
PLACE1000560 
PUCE1000562 
PUCE10005S4 
PLACE1000583 
PLACE1000587 
PLACE1000588 
PUCE1000596 
PLACE1000599 
PLACE1000S05 
PLACE1000610 
PLACE! 0MB It 
PUCE1 000626 
PLACE1000633 
PLACE1 000636 
PLACE! 000653 
PLACE1000656 
PLACE1000663 
PLACE1000706 
PLACE1000712 
PLACE10O0716 
PLACE! 000740 
PLACE1000748 
PLACE! 000749 
PLACE10007S1 
PLACE100075S 
PUCE! 000769 
PLACE100Q778 
PUCE1000785 
PLACE1 000786 
PLACE 1000793 
PLACE1000795 
PUCE1000798 
PLACE 100Q8 12 
PLACE1000823 



6.36 
11.59 
9.04 
13.08 
8.51 
18.93 
17.83 
9.91 
6.41 
9.9 
8.1 
28. 95 
13.7 
4.21 
8. 39 
8. 24 
9.14 
29. 59 
10.19 
14.54 
8. 74 
4.85 
12.96 
10.16 
13.1 
8.49 
22.37 
8.22 
17.41 
11.44 
7.15 
18.91 
11.7 
9.76 
16.65 
13.13 
44. 34 
7.16 
7. 75 
9.18 
13.52 
16.45 
17.59 
22.58 
15.91 
9.51 
62.65 
21.69 
8.09 



4.25 
6.9t 
4 

7.26 

6.59 

8.33 

7.48 

23. 33 27.28 

12.09 14.21 

10.66 9.25 

4.46 8.86 

7.48 10.47 

6.1 7.11 

26. 53 24.32 

9.76 13.69 

4.33 

8. 02 

8.08 

8.93 

27.02 24.71 

8.45 9. 18 



13.99 
6.29 
3.74 
8.47 

15.98 



11.96 11.32 

5.52 7.86 

15.31 18.14 
7.18 

14.24 11.35 

8.04 7.49 



6.59 
11.92 
13. 56 
11.08 
12.34 
11.57 



3.3 
43.25 
31.35 

5.99 
62.95 
170. 82 
34.34 
16.41 
25.51 

9.78 
37.15 



3.7 
9.8 
11.55 
9. 94 
15.55 
11.01 
42.43 32.52 
6.36 6.63 
6.07 5.61 
4.57 3.73 
15.36 9.28 
24.27 20.78 
14.23 11.72 

27.08 16.29 
18.32 12.16 

6.38 10.32 
63.87 75.82 
20.13 21.77 

6.77 9.49 

6.89 7.76 
23.58 23.84 

5.09 3.02 

43.09 44.83 
17.11 31.03 

3.18 7.12 
70.84 86.12 
165.32 165.81 
30.96 28.31 
17.23 19.15 
22.51 19.45 
4.9 7.94 
32.03 40.12 



. Table 467 

4.3 3.67 2.84 

9.8 10.53 

!. 37 2. 92 

1.79 5.06 

1.23 3.26 

!.S9 5.95 

1.42 4.96 



3. 52 3. 38 

5.49 5 

1.95 4.44 

14.09 14.79 

6.32 11.96 



4.49 
2.52 
5.01 
3.54 
3.66 
3.44 
9.32 
4.01 
3.16 
1.84 
3.45 
2.14 
9.09 
9.08 
1.28 
7. 32 
3.96 
3.55 
9.53 
4.46 
5.81 
1.48 
3.01 
7.03 

6.25 17.26 10.37 
7.18 10.25 10. 
5.49 10.6 14.98 
8.36 
4.62 



1.97 
3.23 
2. 64 
4.6 



2.37 



10.85 7.86 
4.33 3.02 
10.42 10.44 10.34 



4.72 
3.14 
5.65 



3.91 
4.15 
8.36 
9. 08 
6.09 
6.14 
4.41 



9.49 9.68 
8.74 7.05 
26.13 31.67 19.73 
3. 54 3. 14 
5. 95 
5. 99 
7.56 11.63 
6.6 13.98 



4.09 



4. 33 
3.07 
7.5 
8.95 
7.43 
9. 77 
9.89 

4.38 8.28 5.91 
66.13 88.56 67.4! 
15.61 19.67 14:26 
5.21 7.14 4.97 
3.42 4.79 3.39 
13.28 21.64 9.25 
3.66 5.56 3.4 
22.77 18.03 27.54 
9.35 9.07 8.25 
2.4 4.01 
74.56 80.1 68.58 
123.39 175.42 137.1 
19.04 23.22 14.81 
11.98 12.41 10.24 
15.2 17.94 10.6! 
3.89 



5.02 



3.86 



17.98 18.59 17.35 



I. 94 
5.18 
2.89 
6.09 
3.28 
6.86 1 
3.84 
4.07 

4. 24 

3.23 

2.63 

3.57 

2.34 
16.84 1 

8.69 

2.62 

3.64 

5.87 

4.93 

7. 25 

S.55 

5.24 

4.68 

2.27 

5.75 

7.65 

6.08 

5.43 

6.26 

4.18 

8.72 

5. 24 

3.78 
8.6 
10.58 

4.81 

6. 32 

9.69 
63.56 

5.25 

4.51 

2.89 

6.22 

13.7 
15. 75 

10.6 
15.21 

5.52 
54.02 
16.35 

2.0! 

2.03 
15. 55 

3. 76 
20. 87 

II. 86 
2.45 

59. 03 
104.41 
22.05 
15.41 
13.45 
4.94 
19. 92 
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PLACE1Q00S4! 
PLACE1 000843 
PLACE1 000849 
PLACE1 000856 
PLACE1QQ0863 
PLACE1 000876 
PLACE 1000899 225. 
PLACE1000907 
PLACE1000909 219. 
PLACE1000912 
PLACE10O0914 
PLACEI000918 
PLACE1 000927 
PLACE1000931 
PLACE! 000944 
PLACE t 000948 
PLACE 1000958 
PLACE 1000972 
PLACE 1000977 
PLACE1 000979 
PLACE 1000988 
PLACE1 000987 
PLACE100100O 
PLACE 1001007 
PLACE1001010 
PLACE1001015 
PLACE1001016 
PUCE1001022 
PLACE1001024 
PLACE1001036 
PLACE1OO5038 
PLACE1001048 
PLACE1001054 
PLACE100106Z 
PLACEI001063 
PLACE1001078 
PLACE1 001081 
PUCE1001088 
PLACE1001092 
PLACE 1001098 
PLACE1001100 
PLACE1001104 
PLACE1001114 
PUCE1001118 
PLACE1001123 
PLACE1001136 
PLACE1001144 
PLACE10O1147 
PLACE1001148 
PLACE1001159 
PLACE1001168 
PLACE1001171 
PUCE1001183 
PLACE1001185 
PLACE1001201 
PUCE1001229 
PLACE1001231 
PLACE1001238 
PLACE1001241 
PLACE1001242 
PLACE1001247 
PUCE10012SO 
PLACE10012S7 
PLACE1001272 



7.87 7.94 
16.04 20.1 24.44 
5.43 7.23 9.29 
209.98 229.07 253.03 
16. 12 16.52 27.57- 
16.98 21.81 24.49 
37 148.25 253.61 
11.9 9.88 11.62 
1.81 187.78 224.87 
4.53 4.31 6.11 
11.52 
11.98 
7.22 

7.15 10.84 
7.29 



13.65 
13.18 
8. 93 



12.44 
15.03 
5. 27 
8.38 
11.29 
13.89 



10. 38 



5. 92 
8.32 
7.86 

30. 12 30.53 
19.26 23.97 21.74 
4.37 7.15 10.87 
2.96 
6.18 



10. 

15. 95 
9.88 
34.37 



Table 468 

7.6 12.23 10.86 

8.07 13.38 10.99 

4.99 5.8 4.19 

209.39 256.66 183.75 

10.41 12.7 10.18 

11.69 18.7 12.24 

106.96 112.25 68.21 

4.52 6.53 6.56 

129.92 144.43 97.69 

1.98 4.16 2.65 
6.76 9.53 

9.64 8.52 

6.32 3.11 

6. 57 4. 4 

6.11 4.93 

1.29 7.62 

5.7 3.99 



11.26 



5.44 
10.43 
8.03 
16.44 
14.76 



6.61 
9. 46 
7.99 
17.51 
14.42 

11.18 12.76 

105.59 109.4 58.51 

9.63 8.86 

7.22 3.94 

17.12 18.15 

7.69 5.86 

11.82 13.23 13.09 

17.46 15.27 22.58 

8.04 6.12 10.01 

1077.5 1434.9 897.35 



7.49 



41.3 



38. 59 



35.7 

27.39 22.29 18.87 
12.04 12.72 14.57 
10.26 8.03 11.29 
19.87 21.11 13. 11 
13.54 
10.37 
10.4 
18.24 



15.17 
9.28 



9.63 8.36 
22.24 18.89 
9.73 14.79 11.54 
16.26 12.46 13.41 
2.18 
5.38 
14.63 



5.83 
6.64 
17.87 



9.14 



16.86 15.12 

15.21 12.61 

13.31 19.61 

6.16 6.8 

7.81 12. 5S 

15.15 9.43 

18.19 25.95 

27.19 16.6 



8.02 



12.2 
5.78 
8. 77 
9. 57 
17. 43 
15.62 



5.88 



2.51 

3.65 7.53 

5.04 5.25 

3.34 7.43 

25.05 28 

13.41 21.5 



5.14 10.39 4.2 

52.8 114.22 89.89 

4.68 5.51 5.33 
5.19 5.21 

21.95 14.11 11. 9S 

3.03 6.18 4.98 
8. 34 8. 29 

9.61 12.22 10.09 

3.34 3.8 3.43 

706.08 898.84 

14.58 20.22 12.39 

5.94 11.11 13.11 

7.69 8. 66 
7.1 4.81 

5.44 7.05 

9.49 13.49 10.14 
3.01 8.71 7.98 
4.16 7.83 

5.11 10.59 
7.5 5.73 

8.25 12.02 
4.85 

78 4.75 2.95 

9. 77 
15.23 

4.21 7.14 4.11 

10.04 10.01 

9.57 11.26 12.86 

8.58 26.11 14.91 
6.45 5.07 



5.33 
7.02 
3.26 

147. 93 
13.62 
19. 45 

130.08 
4. 58 

209. 39 
2.79 
5.22 
8.09 
4.55 
3.12 
5.15 
5.5 



5.55 



8.94 
4.72 
8.22 



10.1 
8.11 
6.98 
6.54 

2.75 



3.46 
4.56 8.8 
6.93 8.62 



7.9S 13.13 
14.1 21.99 16.23 
6.21 3.6 2.05 



4.89 4.56 

9.18 7.59 

3.96 2. 16 

119.29 119.6 

16.56 12.54 

15.76 20.21 

130.64 120.26 

7. 2 4. 58 

207.09 231 

1.25 1.4 

5.53 2.91 

14.67 8.16 

3.47 4.34 

4.27 3.39 

6.79 5.9 

9.31 6.83 

6.23 4.43 

5.86 4.19 



4.42 
15.94 
16.26 

2.69 

2.78 

5.18 

3. 26 

3. 95 

7.11 

4.43 
113.S4 1 

2.98 

3.25 

6.57 
5.6 

3.15 
9.5 

2.11 
835.46 
28.15 

8.05 

7.95 

5.84 

2.52 

5.69 

2.59 

11.4 
16.88 

3.33 
11.91 

3.37 

4. 38 
9.4 
12.71 

5.56 

9. 33 

8.81 
13. 39 

3. 57 

6.75 

5.42 

9.19 
13.87 

3.64 

5.18 
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PLACE1001279 
PLACE 100 1280 
PLACE1001294 
PLACE1001295 
PLACE100UOO 110. 
PIACE1001304 
PLACE1001311 
PUCE1001323 
PLACE1001325 
PLACE1001340 
PLACE1 001344 
PUCE10O1351 
PUCE10O1366 
PLACE1001377 
PLACE1001383 
PUCE1001384 
PLACE1001387 
PLACE100139S 
PLACE1O01399 
PLACE1001401 
PIACE1001407 
PLACE1001412 
PUCE1001414 
PLACE1001416 
PUCE1001433 
PUCE1001440 
PUCE1001456 
PLACE 100 1464 
PLACE1001468 
PUCE1001484 
PLACE1001500 
PLACE1001502 
PLACE1001503 
PLACE J 001 SOS 
PUCE1001S13 
PLACE1001516 
PLACE1001517 
PLACE1001S23 
PLACE1001526 
PLACE1 001534 
PLACE1001536 
PLACE1001545 
PtAC£1001551 
PLACE1001564 
PLACE100IS70 
PUCE1001571 
PLACE1001S95 
PLACE1001602 
PLACE1001603 
PLACE1O01608 313. 
PUCE10O161O 
PLACEI001611 
PLACE1001G29 
PLACE10O1532 
PLACE1001634 
PLACE) 001637 
PLACE1001640 
PLACE1001S55 
PLACE1001672 
PLACE1001676 
PUCE1001683 
PLACEI001691 
PLACE1 001692 
PLACE10O17O5 



20.66 18.57 

13.73 13.22 

6. 1 5. 02 

9.52 6.34 

16 136.11 

22.83 23.36 

22.93 29.08 

5.15 4.73 



6.51 

12.71 9.9 
7. 26 5. 61 

10.82 9.34 

16.46 16.32 

10.72 11.21 
8.47 7.74 
5.51 3.13 
3.71 2.66 
2.97 1.83 

43.48 36.95 

8.85 12.13 

5.42 8.95 



4.65 
10.05 
18.05 
10. 35 
15. 78 
5.95 
7.17 
5.87 
1.93 
5.55 
10.13 
18.94 
14.33 
9.76 



7.13 
5.89 
2.72 
5.43 
6.73 
15.22 
11.5 
7.84 

12.33 10. 13 
22.78 28.63 
4. 85 4. 2 
15.63 
13.26 
12.35 
7.78 
11.64 
5.33 
8.81 



10.83 
10.07 
9.31 
13.9 
7.01 
7.17 

30.16 29.44 
49.16 53.02 
17.93 20.86 
16 11.85 
79 262.26 
34.83 33.4 
16.58 14.57 
15.86 14.27 
15.6 14.68 
10.26 9.24 
29.75 28.67 
28.95 18.03 
8.24 5.56 
8.94 18.15 
39.58 47.75 
7.54 6.2 
10.4 6.5 
3. 74 6. 24 
11.04 7.84 



13.78 
15.63 
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96.73 
19.82 
18.33 
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2.66 
7.91 
6.3 
9.06 
12.21 
8.12 
7.34 
4.87 
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2.95 
39.47 
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3.56 
8.23 
21.75 
10.38 
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7.6 
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7.47 
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23.11 
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12.63 
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11.17 
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PLACE10Q1716 
PIACE1001720 
PLACE1001728 
PUCE1001729 
PLACE1001139 
PLACE1001740 



13.89 
20.23 
21.97 

7.28 
18.08 

60.6 



PLACE100174S 155.43 



12.07 
20.09 
8 

16.81 
7.75 
6.86 

10. 25 

55.87 
7.62 
8.67 

10.13 
9.62 



PLACE1001746 
PLACE1001748 
PLACE1001753 
PLACE100176O 
PLACE1001767 
PLACE1001771 
PLACE1001775 
PLACE1001777 
PUCE1001781 
PLACE1001783 
PLACE100178S 
PUCE1O01788 
PUCE1001795 
PIACE1001799 
PLACE1001S10 
PUCE1001817 
PLACE1001821 
PLACE1001836 
PUCE10Q1S44 
PLACE100184S 
PLACE1001858 
PUCE1001869 
PLACE1001880 
PUCE1001897 
PLACE1001902 
PLACE1001904 
PLACE1001907 11.99 
PLACEJ001910 17.55 
PLACE1001912 16.99 
PLACE1001918 10.35 
PLACE1001920 3.62 
PUCE1001928 33.91 
PLACEI001930 13.35 
PLACE1001949 83.24 
PLACE1001959 
PLACE1001969 
PLACE1001974 
PLACE1001981 
PUCE1001983 
PLACE1001989 
PLACE 1002004 
PLACE1 002008 
PLACE1002Q15 
PLACE1002044 
PLACE1002046 
PLACE1002052 
PLACE 1002066 
PLACE1 002072 
PLACE1 002073 
PLACE1O0208O 
PLACE1002081 



6.26 12.85 

23.86 21.86 

14.68 15.36 

8. 78 9. 32 

!8.75 18.08 

61.56 51.85 

121.46 146.04 

9.53 11.89 

15.85 13.57 

5.61 7.17 



12.89 
18.63 
23.13 

PLACE1002090) 11.49 



5.46 
8.22 



PLACE1002095 
PUCE1002102 

PLACEI002I09 17.45 

PLACE1002115 6.48 

PUCE1002119 3.98 



Table 470 

5.68 7.61 3.53 

17.41 19.42 17.41 

7.87 10.67 10.96 

4.24 3.8 3.29 

11.34 16.38 11.72 

52.21 47.26 48.39 

80.69 92.15 78. 37 
5.08 6.32 
8.98 10.94 

2.42 2.42 2.08 

5.89 6.99 11.7 

5.58 2.6 
7.92 



8.77 



3.14 
5.1 22.6 



5.62 



4.17 
6.19 
7.79 
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4. 98 4. 94 
19.69 26.37 22.71 
2.61 3.65 3.27 
1.75 1.71 
7.53 
3.02 



8.12 
14. 74 

8.12 
13.24 

9.06 

5.88 
14.71 
21.63 

25.9 



8. 04 
8.52 
16.8 
11.42 
9. 22 
27.47 
8.73 
10.54 
12. 37 
18.51 
3.16 
4.29 



10.74 
5.11 

11.82 
7.62 
6.08 
9.13 
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4.58 
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13 
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1.84 

29.31 
8.41 
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8.7 
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7.23 
4.84 
7.02 
12.13 
23.61 
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9.4 
1.09 



17.28 
8.18 
12.62 



8.97 12.2 
10.1 13.36 
15.04 21.28 



4.19 
2.34 
3.49 
5.54 
11.8 
22.97 
27.18 
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5.54 



5.33 
2.47 
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16.36 
23.1 
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4.46 
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6.44 10.22 
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PLACE1002140 
PLACE1O021S0 
PLACE10021S3 
PLACE1O02157 
PLACE1002-163 



PLACE1O02168 406. 19 407.62 562.52 



8.54 9.5 15.02 
27.18 33.61 30.05 
173.25 217.95 284.37 
7.42 5.99 8.84 
S.5 10.33 17.65 



PLACE1002170 
PUCE1002171 
PUCE1002180 
PLACE1002184 
PLACE1002200 
PLACE1002205 
PLACE1002213 
PLACE1002219 
PLACE1002227 
PLACE! 002253 
PLACE! 002255 
PLACE 1002259 
PLACEJ002285 
PLACE! 00230 1 
PLACE1002310 
PLACE1002311 
PLACEI002319 
PUCE1002329 
PLACE1 002333 
PLACE! 002342 
PLACE1 002343 
PLACEI002355 
PLACE10023S8 
PLACE! 002359 
PLACE1 002374 
PUCE1 002376 
PLACE1 002379 
PLACE1002386 
PLACE1002395 
PUCE1002399 
PLACE1OO2407 
PLACE1002433 
PLACE1002437 
PLACE! 002438 
PLACE1 002446 
PLACE! 002447 
PLACET 002450 
PLACEJ002462 
PLACE 1002465 
PLACE1 002474 
PLACE1002477 
PLACE1002493 
PLACE1 002497 
PLACE1 002499 
PUCE1002500 
PLACE1O02514 
PLACE10O2518 
PLACE1002529 
PLACE1002532 
PUCE1002536 
PLACE1002537 
PLACE1002539 
PUCE1002547 
PLACE10Q2571 
PLACE I 002 S78 



PUCE100258J 12.45 



PLACE 1 002591 



7.93 
10.19 

6.68 
15.21 



16. 35 



23.07 18.68 22.02 
118.3 86.27 

12.53 12.02 17.4 

76.94 90.34 67.89 

5.64 6.44 11.56 

5.47 5.6 9.09 

11 9.68 7.88 

30.67 24.88 33.1 
5. 38 6. 1 6. 51 

4.46 10.74 

4.49 11.42 

9.14 16.04 

20.2 16.69 

7.92 13.8V 
8.21 7.36 

4.93 7.42 
17.43 19.83 

4.89 

14.3 13.78 
14. 18 15.16 20.35 

9.54 8.56 16.64 

8.47 11.34 12.23 

6.25 5.01 7.85 

94.59 64.3 78.26 

11.64 7.08 11.73 
10.84 6.42 7.57 
14.26 10.82 

7.89 3.52 

17.68 20.65 
9. 59 8. 59 

14.84 17.54 
18.89 14.68 

6.94 5.04 
8.47 9.76 

61.22 60.9! 
50.06 38.25 48.75 

8. 68 4. 16 8. 14 

20.62 21.36 20.69 

6.3 10.21 4.45 
8.9 10.86 

10.23 12.91 
5.44 5.3 
9.23 6.42 

28.78 23.91 
3.83 6.14 
57.39 61.96 
7.97 7.12 
14.35 10.84 
6. 92 6. 97 
9.3 12.32 
7.11 8.85 
7.92 6.45 

14.65 14.48 

27.85 40.71 
11.7 10.9 10.03 



Table 471 
4.83 3.98 6.88 
18.28 25.09 23.98 
422.44 424.65 291.99 
3.16 6.59 2.52 
4.81 9.35 4.71 
187.65 80.86 161.78 

9.58 14.95 
107.58 135.49 96.73 
11.66 15.77 12.8 
42.12 70.86 43.23 
2.73 4.37 3.29 
2.28 6.05 
3.37 8.5 
11.7 18.03 17.11 
3.19 5.95 3.48 
5.52 
5.44 
8. 56 



12.17 
7.76 

22.77 
10 

12.15 

17.11 
7.88 
8.93 

53. 35 



8.01 

13.31 
4.56 
6.03 

22.93 
9.08 

51.39 
4.14 
8.84 
S. 35 

10.38 
5. 37 
7. 28 
12.7 



14.95 



8.98 8.93 
9.64 30.65 



PUCE1002598J 134.77 135.3 115.7 



2.91 6.38 4.28 

12.7 14.95 15.29 

252.39 242.27 220.74 

3. 59 2. 5 5. 34 

6.61 8.07 8.46 

377.56 231.11 429.49 

4.39 9.86 5.14 

60.2 59.88 56.63 

1.61 13.11 10.84 

!0.87 27.8 29.07 

2.8 2.86 3.48 

2.6 1.9 



3.51 
3.66 
2.32 
10.84 
3.5 



2.84 
3.17 
3.26 



5. 25 
5.65 

14.77 
3.73 
11.1 

11.78 
4.23 
8.27 
4.09 



42.47 26.68 29.68 



4. 84 

6.56 
6.95 
1.91 
6.45 



4.57 
4.93 
6.98 
2.95 
7.04 



4.78 



2.52 



5.08 
9.29 
12.47 

4.77 3.72 
6.11 6.03 

35.08 40.23 34.18 

30.92 38.93 28.36 

2.56 3.07 3.06 

8.83 13.93 7.63 

2.37 6.62 4.25 

5.33 8.28 3.73 
8.45 8.55 11.89 
4.99 2.63 4.56 
5.54 3.94 3.18 

13.59 10.19 9.79 

4.34 6.18 2.49 
31. 16 36.96 26.56 

3.92 5.36 3.52 

6.09 12.13 

4. 94 5. 47 

5. 35 4.64 
5. 99 5. 45 
2. 97 5. 46 

9.78 11.89 
16.84 14.71 

8.42 11.59 

4.7 6.58 

14.99 14.6 

105.05 127.67 



6.95 
4.76 
5.41 



6.31 



5.73 2.28 
5.85 10.58 
3.48 8.52 



8. 49 

4. 58 
2.86 
2.98 
2.63 

51.17 
3.23 
8. 79 

5. 34 



4.33 
12.01 
2.37 
3. 24 
5.21 
13.61 
6.12 
4.04 
3.34 
1.32 
11.96 
1.64 
5.51 
6.84 
3.18 
4.19 
1.27 2.04 
53.76 59.14 
3. 62 3.66 
6.04 6.62 



3.76 
4.48 
5.45 
7.95 
8. 04 
2.81 
2.97 



6.32 
8.15 
1.85 
2.78 



4.4* 



2.83 2.8 
5. 32 3. 95 
12.74 12.61 

I. 97 3.5 
3.69 3.74 

52.04 54.81 
26. 38 23.5 

3.45 3.27 
14.57 11.43 

3.41 1.81 

2.36 3.29 

12.5 6.6 

5. 81 

4.77 
16. 45 
5.4 
53.37 

3. 58 

3.37 

4.62 

7.12 

4.25 

2.07 

5.01 
13.72 

II. 22 
8.92 



3.6 
2.94 
2.39 
3.46 
6.87 

16.41 
4.81 
4.55 

48.63 



2.63 
4.47 
7.48 
5.24 

7.31 

10.65 10.99 
77.51 75.71 



17.67 
3.99 
4.22 

6.6 14.96 

1.5 1.86 
3.01 2.42 

7.7 12.71 
1.41 3.42 

39.47 40.85 
1.82 2.65 

3.6 3.7 
5.36 3. 19 
5.91 4.59 

3.53 
4.82 
6.38 
9.31 
9.68 
10.13 
7.37 
89.77 
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PLACE1002S04 
PLACE1002612 
PLACE1 002625 
PLACE1002638 
PLACE 1002655 
PLACE1002665 
PLACE100268S 
PLACE1 002692 
PLACE1002714 
PLACE1002721 
PUCE10Q2722 
PLACE1 002726 
PLACE1002756 
PLACE1O02768 
PLACE1002772 
PLACE1 002775 
PLACE1002780 
PLACE1O02782 
PLACE1002794 
PIACE1002795 
PUCE1002811 
PLACEI002815 
PLACE1O02816 
PLACE10Q2822 
PLACE1002833 
PLACE1002834 
PLACE1002835 
PLACE1002839 
PLACEIO02851 
PLACE1002853 
PLACE1002881 
PLACE1002901 
PUCE1002904 
PLACE1O02905 
PLACE1002908 
PUCE10029H 
PLACE100294I 
PLACE1 002950 
PUCE1002955 
PLACE1002958 
PLACEI002962 
PLACE1002967 
PLACE1O02968 
PLACE1O02976 
PLACEJ0O2991 
PLACE1002993 
PLACE1002996 
PLACE1003010 
PLACE1003025 



8.27 
7.74 
8.98 
10.71 
20.05 
2.85 
40.11 
10.4 
16.77 
75.97 
22.13 
7.85 
11.64 
14.14 
11.58 
3.87 
8.73 
15.09 
41.39 
26.08 
45.78 
15.82 
4.86 
12.2 
9. 14 
6.07 
58.22 
20. 38 
24. 75 
17.64 
24.86 
14.25 
18.88 
4.41 
13.22 
10.97 
15.88 
23.65 
5 

88.1 

3.13 

35.4 

4. 93 
59.32 

6.98 
13.31 
33.54 

5.97 
19.13 

4.81 
13. 45 

16.2 
15.26 
26.86 
11.46 
13.44 

6.17 
36.23 
11.34 

7.34 
12.49 

7. 09 
68.81 

9.02 



3.87 
6.07 
7.38 
6.82 
17.22 
2. 11 
36. 95 
8.99 
11.38 
53.95 
17.93 
7.95 
12.77 
13.66 
12.05 
3.22 



5.87 
5.48 
5.26 
9.31 

10. V2 
1.16 

37.09 
7. 49 
9.27 

10.28 



14.21 
6.76 
9.75 
17.41 
13. 28 
3.82 

8.1 8.81 
16.8 18.22 
43.8 46.4 

25.22 25. 5? 

45.63 45.46 

13.42 19.22 

2. 68 5. 34 

11.93 11.07 

11.66 12.33 

5. 81 8. 84 

46. 91 63. 08 
22.46 21.91 

15.11 15.09 
15.34 22.8 

14.92 26.75 
14.06 17.74 

26.12 22.33 
8.93 
16.1 15.63 

9.2 9.02 

10.4 17.73 

20.5 17.79 
5.58 7.97 

92.98 103.56 

4.33 9.15 

50.14 51.41 
4.01 6.65 

76.52 110.97 

4.41 7.57 

16.98 19.44 

26.83 25.33 
5.37 

20.65 29.6 

4.57 8.94 

13 13.59 

13.12 16.27 

13.65 16.48 

32.06 29.46 
7.5 13.4 

11.78 13.S 

6.46 16.32 

40.39 38.56 

8.75 20.83 

6.75 7.41 

11.78 16.03 

5.05 7.89 

77.15 81.76 
4.88 11.12 



Table 472 
4.56 4.62 4.03 
4. 79 5. 04 
3.91 6.23 
4. 39 4. 89 
8.15 9.62 
1.34 3.18 

1-27 32.67 
3. 22 6.32 



4.26 
4.29 
3.67 



41.2 57.12 33.39 
5. 69 15. 15 8.22 
3.03 4.47 
12.37 
8.91 
9.18 
3.19 
6.16 
9.37 

31.76 35.79 20.44 
11.54 12.89 13. 19 
25.72 32.56 23. 15 

7.58 7.46 

8.68 10.83 

6.15 11.75 

5.57 7.46 

3.09 3.53 



6.41 
6.96 
5. 34 
4.05 
2.91 
6.13 



1.55 
7.42 
8.35 
5. 42 
0.98 
2.92 
3.95 



49.95 62.63 44.56 



8.31 
7.91 
5. 52 
13.38 



11 



14.09 
6.45 
16.28 
6.8 8.36 

14.53 22.41 
2.54 8.87 

15.4 12.99 11.14 

6.7 11.96 7.89 
6.14 8.22 

16.96 17.44 
3.29 5.71 

90.74 91.81 78.41 
0.9 4.01 

21.55 34.48 29.97 

3.18 3.05 

52.57 103.04 77.15 

2.11 5.56 3.18 

6.54 17.73 10. 56 

24.84 36.88 25.62 

4.68 3.28 

10.42 22.81 
2.3 4.47 

5. 33 7. 16 

11.21 14.83 

5.57 12.75 

16.75 26.42 
5.76 9.36 
8.16 11.43 
3.05 5.89 

32.04 32.87 28.75 

7.36 13.72 5.15 
3.32 6.32 
7.63 9.21 

3.8 2.81 
65.96 72.38 60.39 

4.59 4.76 5.17 



13.04 
8.66 

13.83 
4.07 



4.88 
11.62 
0. 55 
6.74 
10.08 
6.74 
15.92 
4.66 
7.08 
3.08 



2.75 
4.76 
2.79 



4.08 
2.87 
4.63 
4.86 
4.45 
1.36 



5.1 
9.89 
8.23 
7.04 

1.6 
3.15 
11.73 



2.92 
7.27 
12.96 



13.95 
5.83 
5.63 
4.71 



18 
14.61 
3.96 
53.18 
0.8 0.76 
31.98 26.21 



21 
14.49 
22.66 
8.29 
2.71 
8.12 
4.08 
2.41 
35.49 
13.25 
25.92 
4.17 
17.04 
4.12 
10. 54 
4.18 
8.35 
5. 5 



2.46 
35.2 
5.13 
9.53 20.73 
15.5 28.74 
3.8 4.41 



4. 52 
7. 86 
12.34 



23.57 20.32 
6.66 6.58 



47.63 
1.87 

37.19 
2. 95 
48.8 
6. 66 
7.89 

20. 59 
3.12 

12. 57 
2.31 
2.59 
5.73 

13.31 

20.14 
5.57 
6.9 
4.77 

18. 02 
4. 82 
1.92 
7.77 
1.44 
47.1 
3.84 
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PLACE1003145 
PLACE1003147 
PLACE1Q03153 
PLACE10Q3163 
PLACE1 003472 
PLACE1003174 
PLACE1003176 
PLACE 1003181 
PLACE 1003184 
PLACE100313O 
PLACE1 003200 



PLACE1003205 126.72 130.26 137.95 



PLACE10O3209 
PLACE1003214 
PUCE1003229 
PLACE1003238 
PLACEI0O3249 
PLACE1003256 
PLACEI003258 
PLACE1003279 
PUCE10032S4 
PLACE1003296 
PLACE1003297 
PLACE1O033OZ 
PLACE1003334 
PLACE1003337 
PLACE10O3342 
PLACE1003343 
PLACE 1003344 
PLACE1003353 
PLACE1003361 
PLACE1003366 
PUCE1003369 
PLACE1003372 
PUCE1003373 
PLACE100337S 
PUCE1003378 
PLACEI003383 
PLACE 1003394 
PLACE1003401 
PLACE 1003405 
PLACE1003407 
PLACE1003420 
PLACE1003428 



1.98 
3.01 
3.87 
2. 92 



PLACE1O03438 
PLACE 1003452 
PUCE1003454 
PLACE1003455 
PLACE1003456 2. 36 
PLACEI003460 4. 76 
PLACE1003478 6.15 
PLACE1003484 6.84 
PLACE1O03493 83. 14 
PLACE1003503 
PLACE1003505 
PLACE1003516 
PUCE1003519 
PLACE1003S20 
PLACE1003S21 
PUCE1003525 



10.51 
8.08 
11.82 
15.37 
5.18 
9.36 



12.43 
26.84 
11.78 
4.23 



6.16 
8.52 
20.23 



23.08 18.89 
8.27 8.79 
9.79 7.56 9.39 



17.26 



16.18 2.48 
22.58 19.76 
11.83 11.81 
8.67 6.17 
64.47 S5.31 
18. 3 25.49 

49.07 49.35 44.47 

10.3 14.58 7.7t 

21.78 16.35 23.18 

42.17 40.86 35.97 
49.69 50.94 

25.32 31.25 29.06 

185.2 152.92 141.49 

48.98 43.27 41.6 

33.19 37.72 34.03 

6.84 5.22 10.11 
11.02 7.76 
19.54 21.69 
44.83 37.64 
18.42 
3.43 

7.8 10.54 

8.18 9.38 

23.46 16.65 

0. 43 0. 47 

15.75 12.58 10.55 

19.46 13.29 10.26 



Table 473 

3.74 5.65 4.53 

11.9 16.38 12.11 

2. 97 6. 22 4. 35 

1.17 6.16 

*.77 13.23 

9.12 4.76 

2.81 3.31 
2.48 



9.3 11.84 
3.25 4.54 



4.81 
13.64 

8.88 
22.91 

1.92 



2.99 
17.69 
33. 66 
15.82 

3. 93 



2. 68 
3.42 
12.17 
3. 5S 
2.83 

113.01 122.92 109.79 
0.47 10. 18 0.97 
11.54 15.74 15.47 

4.92 4.84 3.94 
3.06 1.84 4.56 

33.64 42.61 

10.97 13.36 18.51 
34.46 50.32 29.75 

5.42 10.68 
6.69 11.5 6.25 
38.78 41. 16 32.25 

15.98 31.29 21, 

9.93 15.98 12.55 
146.89 154. 17 125.41 

31.2 33. 91 22.01 
17.42 45.69 
7. 16 4. 99 



1.99 



t. 29 



8.87 
7.6 
10. 24 
7.71 
6.55 



PLACE1003432 51.6 69.55 75.77 



2.35 
3.41 
4.87 
2.41 
4.17 
5.09 
2.11 
8.17 



7. 36 

32.2 45.22 38.51 



7.02 
4.08 
12.72 
14.95 
20.17 

PLACEt00352^ 35.65 25.12 43.38 
PLACE10035Z9 11. 19 16.69 21.6 
PLACE1 003537 3. 15 4.02 8.21 



7.71 
1.81 5.55 
16.96 9. 15 
10.13 14.17 
19.13 25.59 



8.25 

33.83 37.42 32. 13 
7.6 12.12 4.37 
0.94 3.73 
3.88 10.47 
3. 94 3. 76 
11.55 17.67 
1.45 0.86 
7.3 8.49 
6.3 12.66 
3.66 4.75 
5. 27 
3.28 
6.36 
4.16 

36.76 44.92 44.22 
2.21 4.73 1-43 



3.39 
2.43 
3.78 
2.19 



3.84 
2. 54 4. 5 



6.94 

16.22 
5. 52 
1.92 
7.97 
4.07 
2.96 
2.28 

13.78 
4.27 
2.42 

99.16 
2.71 

11.96 
7. 34 

I. 99 
33. 47 

17.3 
23.51 
6.28 
12.62 
23.79 
19. 68 
24. 23 
110.94 
17. 95 
23.58 
5.46 
7. 57 
10.76 
26.59 
10. 36 
1.63 
4.52 
4.29 
29.27 
0.77 
2.43 

II. 98 
5.66 
4.12 
4. 16 
2.89 
3.49 

42.27 
4.08 
2.34 
2.57 
1.75 



7.01 
2.39 
8.79 
4.06 
3.04 
1.97 
13.13 
2.82 



1.92 3.96 

4.36 6.73 

60.01 72.45 45.07 

1.12 3.91 3.51 

20.24 36.17 23.66 

2.88 5.85 3.76 

3.83 3.85 

8.71 16.58 8.45 

6.02 7. S3 5.56 

15.85 14.55 12.63 

21.63 30.38 28.64 

20.8 16.66 31.76 

3.24 3.64 3.89 



2.4 
6.38 
5.39 
4.12 
64.56 
2.36 
24.44 
2.24 
2.58 
4.85 
6.77 
20.97 
16.02 
18.24 
1.76 



3.61 
2.29 
7.46 
4.97 
2.06 
1.19 
10.63 
4.68 

I. 72 3.3 
86 89.92 

3. 36 3.16 
12.4 14.5 
5.53 5. 38 
2.39 2.01 
28.86 18.94 
11.04 4.08 
18.19 23.43 
3.11 11.78 
8. 7 9. 35 
17.48 17.34 
11.27 24.02 
16.15 20.93 
69.78 76.19 

II. 14 16.35 
17.03 23.28 

2.81 3.26 
2.34 3.75 
10.8 13.5 

20.73 23.72 
5.92 5.45 
1.07 0.84 
1.77 3.52 
2.31 3.38 

13.77 19.27 
0.97 0.76 

7.46 2.15 
17.14 

5.47 

1.47 2.3 
2.37 3.5 
1.88 2.26 
2.31 8.87 

64.14 52.55 
0. 93 
2.25 1.64 
2.43 1.33 
0.8 1.88 
0.64 
2.92 
4.04 
4.63 
53.96 



3.3 



1.91 
4.68 
71.53 
3.64 

34.5 27.01 

2. 98 3. 86 

1.64 0.34 
6. 39 
8.38 4.75 

18.71 22.36 

24.64 18.65 

15.7 15.44 

2.65 2.32 
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PLACE 1003549 
PLACET 003553 
PLACE1003S66 
PLACE1003568 
PLACE1003S73 
PLACE1O03575 
PLACE 1003 583 
PLACE1003584 
PLACE1O03592 
PLACEI0035S3 
PIACE1003594 
PLACE1O03S9S 
PLACE1003598 
PLACE1003602 
PLACE 1003605 
PLACE1O03611 
PLACE1003618 
PLACE1003625 
PLACE1003626 
PUCE1003B30 
PLACE1003635 
PLACE1003S38 
PLACE1003644 
PLACE1O03654 
PLACE1003S56 
PLACE1003660 
PLACE 1003569 



IB. 21 
12.63 
9.49 
5.3 
32 
66.07 
8. 33 
12.09 
29. 77 
7.15 
7.18 
5.11 
31.57 
5.51 



10 
15.94 
7. 78 
14.19 
11.55 
3.86 
3. 33 
4.33 
35. 03 
75.56 
7.81 
16.25 
12.05 

PLACE1003870|110.15 
PLACE1003671 
PLACE1 003697 
PLACE 1003704 10.58 
PLACE 1003709 9.06 
PLACE1003711 28. 05 
PLACE1003723 
PLACE 1003724 
PLACE 1003737 
PLACE1 003738 
PLACE1003742 
PLACE1 003744 
PLACE1003758 
PLACE1O03760 
PLACE1 003762 
PLACE1 003765 
PLACE1 003768 
PLACE1 003771 
PLACE 1003 772 
PUCE1003783 
PLACE1 003784 
PLACE1 003788 
PLACE1003795 
PLACE1003827 
PLACE1O03833 



PLACE1003839 259.31 



PLACE1003845 
PLACE1003850 
PUCE1003852 
PLACE1 003858 
PUCE1003861 
PLACE1003884 



PL ACE 1003870 9.43 



PLACE1003885 
PUCE1003886 
PLACE1003888 15.48 
PLACE1003892 S. 59 



27.32 
29.33 
8.24 
5.02 
17.85 
5.48 
23.32 
40.1 
65.35 
93.01 
34.07 
5.38 
5.63 
5.15 
5.59 
34.98 
26.48 
9.74 
14.14 



10.07 
12.66 



19. 52 
20. 69 
12. 35 
4.9 
27.25 
60.03 
4.65 
10.66 
33. 55 
3.54 
8.49 
3.13 
29.75 
2.47 
6.14 
16.54 
7.74 
21.53 
14.38 
4.65 
7.29 
3.09 
24.77 
74.57 
5.19 
21.8 
8. 79 
83.05 
3.49 
10.83 
7.92 
8.99 
31.28 
34.97 
36.12 
6.31 
4.71 
18.69 
2.82 
22.73 
57.96 
58.09 
107 
21.23 
5.57 
7.96 
3.84 
6.96 
33.59 
33.02 
8.51 
10.78 
241.18 
60.2 
11.45 
28.32 
13.83 
66.3 
84.76 
6.5 
6.76 
12.76 
13.6 
4.85 



27.74 
18.89 
9.77 
19.78 
37.4 
70. 99 
6.88 
18.02 
28.89 
8.27 
9.31 
4.25 
31.55 
7.47 
7.29 
24.25 
12.1 
18.27 
14.6 
i 

10.19 
4. 93 
24.25 
74.52 
8.37 
21.11 
12.65 
76.99 
4.69 
16.05 
10.14 
10.78 
32.33 
28.91 
25.65 
9.31 
5.03 
20.82 
3.4 
21.79 
44. 54 
77.98 
70.69 
23.34 
5.27 
4.89 
3.95 
5.68 
27.31 
23.72 
10. 55 
12.27 
222.89 
118.04 
9.42 
26.73 
13.86 
33.51 
122.59 
5.9 
3.91 
10. 57 
17.45 
8.21 



8.51 
7.08 
3.87 



Table 474 

11.72 18.71 13. 
10.17 18.28 
7. S3 10.49 
3.8 7.59 

17. 52 23.28 16.23 

42.8 62.9 38.6 
3.47 6.26 
7.17 8.48 

21.34 26.31 15.85 

3. 34 2.24 1.83 
6.61 



3.38 
5 3.14 
20.6 17.31 
4.9t 0.98 
8.85 3.75 



2.38 



5.03 
2.82 
14.81 
1.84 
5.28 
11 
3.49 

11.53 22.81 17.82 
5.94 11.97 
4. 62 4. 58 
5. 35 5. 59 
3.86 6.02 

19. 14 20.11 17.95 
77.61 72. 17 
3.06 4.32 
12.32 17.1 

4.93 9.33 7.48 

55.55 52.05 50.36 

7. 13 4.59 4.35 

9.21 10.08 8.25 

6.15 6.81 6.51 

5.34 6.7 5.47 

21.12 31.77 27.07 

18.16 26.8 21.24 

19.94 34.26 21.71 

4.06 2.72 

2.78 9.43 

7. 57 8. 14 
1.04 

15.26 16.38 

28.85 37. 15 22.14 

35.3 88.27 46.92 

55.75 87. 14 46.35 
10.87 13.6 6.57 

7.27 
7.74 
3.83 
4.01 

15.1 21.27 

12.5 28.84 12.28 

27.41 16.48 10. 33 

5.74 8.62 5.66 

217.52 173.45 205. 17 

40.89 28.14 26.89 

3.3 8.43 5.88 

21.76 30.69 26.63 
8.03 12.82 5.24 
12.47 57.37 18.72 
61.83 70. 16 55.03 

2.94 3.32 
3.5 6.22 
6.28 9.54 
7.94 12.36 
5.54 7.14 



2.89 
8.76 
14.24 
0.66 



3.47 
1.17 
2.36 
2.81 
19.49 



2.71 
2.12 
1.92 
2.73 



12.65 
8.12 
3.77 
5.3 
15 

75.17 
2.38 
8.54 

12.59 
3.11 
4.99 
3.75 
5.31 
2.4 
6.45 

10.14 
4. 58 
13.8 
4.57 
3.68 
3.51 
2.01 
8.77 

35.39 

I. 16 
14.44 

3.9 
48.6 
3.71 
6.51 
4.22 
3.53 
16.12 
17.63 
26.66 
3.31 
1.8 
10. 49 
1.74 
15.29 

II. 09 
46.48 
33.33 

25.2 
1.77 
3.12 
1.65 
3.1 



6.51 
18. 45 

7.08 
33. 23 
69.32 

5.69 

3. 49 
13. 66 
14.56 

3.77 



15.02 13.74 
9.44 

4.66 6.9 

6.3 4.21 
18.28 19.13 
59.46 62.58 

3.4 4.1 



2.79 
12.12 
5. 45 
2.37 
3.76 
7.34 
2.56 
2.93 
12.83 
6. 93 



3.68 1.66 
4.48 4.17 

3.6 1.35 

10.6 6.97 

33.92 31. OS 

1.63 2.96 

12.72 12.99 

4.69 4.41 



63.39 
2.69 
4. 97 
3.63 
3.36 

16.73 



17.4 10.81 

13.83 15.71 

2. 56 3. 28 

2.2 2.93 

8.98 8.16 

1.94 0.38 

14.75 13.36 

14.54 11.41 

32. 75 38. 3 

44.53 44.51 

17.43 28.3 



1.77 
2.24 
1.17 
2.42 



5.92 10.73 

16.94 16.45 

3.14 

6.29 7.37 

139.4 151.61 

43.86 45.73 

3.87 5.97 
14.12 17.92 

4.19 7.71 

18.67 19.13 

56.31 42.37 

3.86 5.74 

3.72 6.33 

8.88 12.28 

8.73 9.07 
2.15 4.24 
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PLACE1003900 
PLACE1003902 
PLACE1003903 
PLACE 100391 5 
PLACE1003918 
PLACE 1003923 
PLACE10O3932 
PLACE1 003936 
PLACE 1003966 
PLACE 1 003968 
PUCE1004018 
PLACE! 004020 
PLACE1 004028 
PLACE1004034 
PLACE1004042 
PLACE 1004078 
PLACE1004103 
PLACE10O4104 0.6 
PLACE10O4113 0.8S 
PUCE10O4I14 12.27 
PLACE1004118 25.56 



9.05 
S.43 
17.33 
14. 67 
10.58 
11.24 
9.02 
11.92 
11.6 
4. 88 
4.89 
12.24 
2.49 
6.5 
5.94 
6.26 
4.16 



5.59 
6.06 

19.36 
18 
6.62 
8. 95 
5.88 
7.46 
10.3 
5.07 
2.45 

14.87 
1.88 
4.91 
2.98 



PLACE1004128 
PLACE1004130 
PLACE10Q4149 
PLACE1004156 
PLACE 10041 60 
PLACE1004161 
PLACE1004166 
PLACE1004168 
PLACE 1004170 
PLACE1004178 
PLACE1004183 
PLACE1004197 
PIACE1004199 
PLACE1004203 
PLACE! 004242 
PLACE1 004249 
PLACE1004255 
PLACE1004256 
PLACE1004257 
PLACE1 004258 
PLACE1004270 
PLACE10O4272 
PLACE1004273 
PLACE1004274 
PLACE1004277 
PLACE10O4279 
PLACE10O4282 
PLACE1004284 
PLACE1 004289 
PLACE1004299 
PLACE 1004302 
PLACE1004305 
PLACE1004316 
PUCE1004322 
PLACE100432S 
PLACE1004332 
PLACE1004336 
PLACE1 004346 
PUCE10O4358 
PLACE1004376 
PUCE1004384 
PUCE1004385 16.21 
PLACE 1004388 13.03 



7.06 

41.1 
32.92 
14. 53 

2.75 
36.95 

5.75 
21.75 
11 

20.49 
6.73 

32.98 

12.54 
3.25 

11.89 
8.17 

I. 52 
23.31 
12.13 
18.65 
20.99 
12.55 

9. 58 
11.29 
19. 52 
6.5 

7.16 
21.08 

9.54 
13.79 
13.76 

9.25 

II. 14 
4.9 

4.37 
20.82 



1.12 
1 

11.83 
29.6 
8.44 
4.88 
2.43 
9.08 
19.94 
8.18 
39.11 
30.07 
21.92 
3.62 
43.53 
5.24 
27. 66 
13.62 
16.48 
11 

36. 35 
10.51 
14.27 
26.37 

8.34 

1.56 
38.14 
13.19 

17.3 
17.87 
12.53 
14.56 
10.79 
18.15 

4.57 

4.88 
20. 32 

3.44 
15. 32 
26.81 

9.04 
15.86 
6.6 

7.66 
15.88 
25.32 
15.64 



5.53 
7.46 
14.55 
11.19 
8.73 
4.47 
4. 39 
8.85 
9.01 
4.71 
2.55 
17.86 
2.35 
7.64 
4.53 
5.13 
8.68 
3 

0.69 
12. 84 
34.14 

8.16 
10.96 

6.21 
13.29 
23.27 

8.06 
42.06 
31.55 
19.94 

3.97 
45.99 



7.i 
12.12 
10.81 
21.11 
11.25 

38. 

15.03 
11.31 
21.62 
11.88 
3.17 
20.87 
15.06 
16.15 
19. 27 
16.59 
15. 53 
11.74 
16.36 
6.26 
7.78 
25.43 
10.02 
21.15 
27.83 
10.31 
16.19 
5.3 
6.28 
20.1 



Table 475 

3.41 9.33 4.49 
2.35 3.67 1.76 

9.42 10.87 10.03 
12.64 10.36 9.98 

7.34 5.29 



2.95 
2.18 
2.47 
5.2 
0.66 



4.6 

9.39 
4.23 



8.19 
7.14 
5.45 



2.7 
2.04 
2.35 
2.05 

1.89 7.2 

0.62 4.18 

9.04 6.13 

10.69 22.13 

3.47 7.23 

8.2 7.53 

2.78 5.35 

7.39 11.05 

14.03 30.3 

5.83 7.98 

19.36 22.19 

16.2 15.66 13.35 

10.32 12.85 10.61 

2.55 6.19 3.35 

27.78 51.84 25.82 

2. 14 4. 97 3. 74 

12.42 24.13 11.64 

4.23 10.81 6.59 

6.81 6.93 13.71 

4.47 10.26 

17.52 26.48 

5.99 5.51 

3. 36 8. 12 

8.76 18.18 

6. 47 6. 77 

1.04 3.51 

17.38 14.34 

6.12 12.19 

12.2 21.29 

8.96 30.05 

4.95 9.12 

8.95 7.35 

3.16 5.71 

8.67 22.44 

4.18 7 

4.02 11.98 

14.83 15.07 

13. 05 22.34 

8.25 8.41 



9.87 
2.6 
6.74 
7.33 
4.77 
21.87 



21.84 
6.23 
8.15 

12.25 



8.6 



6.7 



5.25 
5.65 
3.35 
9.43 
3.55 
4.38 
12.7 
1.36 
6.63 
4.86 
3.05 
8.17 
2.52 
3.24 



4.66 3.48 

3.82 16.23 

10.2 14.54 11.76 

6.24 11.85 7.12 

6.25 11.49 8.38 



17.17 
16.2 
2.81 
4.28 
3.3 
9.05 

16.97 
4.77 

24. 56 

21.23 

11.03 
0. 34 

21.25 
3.04 

10.47 

10.74 
6.23 
5.79 

27.95 
3.84 
2.7 

12.69 
8.27 
1.56 
17.2 
6.47 

13.46 
8.21 
6.7 
6.2 
2.35 
11.73 
1.56 
3.44 
13.59 
2.52 
10.63 
9.28 
2. 53 
14.67 
2.87 
18.48 
10.47 
18.49 
7.85 



6.87 
1.76 
6. 56 
5.29 
5.69 
3.26 
4.31 
9. 11 
5.83 
1.87 
1.85 
9. 99 
1.49 
3.07 
3.9 
3.66 
0.91 
2.79 
0. 77 
8.3 
19.15 
3.08 
6.71 
3.26 
9.4 
16.65 
4.44 
28.32 
25.32 
18.31 



4.79 
3.05 
7.77 ** 
8.8 
4. 94 
3.87 
5.14 
10.65 
6.22 



1.55 
25.43 

2.49 
10.88 
11.32 
11.27 

8.22 



11.59 
19.4 
3.14 
6.1 
2.01 

10.62 

14.66 
4. 99 

30.02 

27.11 
8.2 
0.72 

23.92 
3.28 

12.46 

12.32 
9.24 
6.09 

29.02 
3.23 
4.03 
9.66 
6.39 
1.78 

20. 56 
6.75 
20.1 

11.19 
5.69 



2.07 
3.42 
11.55 
9.57 
6.97 
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PLACE1 004405 
PLACE! 004407 
PLACE1004424 
PLACE1004425 
PLACE 100.4427 
PLACE1 004428 
PLACE1 004433 
PLACE1004435 
PLACE1004437 
PLACE1004441 
PUCE1004446 
PUCE1 004450 
PLACE1 004451 
PLACE! 004456 
PLACE1 004458 
PLACE1004460 
PLACE1 004467 
PLACE1004471 
PLACE1004473 
PLACE1004475 
PLACE1004482 
PLACE1004491 
PLACE1 004492 
PUCE 1004506 
PLACE1Q04507 
PUCE100451O 
PUCE1004516 
PLACE1004518 
PLACE1Q04519 
PLACE1 004520 
PLACE1004530 
PLACE1004545 
PLACE1004547 
PLACE10O4548 
PLACE1004550 
PLACE1004551 
PLACE1004559 
PLACE1004562 
PUCE10045S4 
PLACE1 004604 
PUCE1004611 
PLACE1004629 
PLACE1 004630 
PUCE10046J7 
PLACE100464S 
PUCE100464S 
PLACE1 004648 
PLACE1O04655 
PUCE1004658 
PLACE1004664 
PLACE1004672 
PLACE1004674 
PLACE1O04681 
PLACE 1004686 
PLACE100469O 
PLACE1004691 
PLACE1004693 
PLACE1004701 
PLACE! 004705 
PLACE1004708 



6.83 
11.75 
6.94 
15.08 
9.79 
8.46 
6.57 
5.31 
123.66 
10. 02 
4.95 
17.21 
21.93 
5.66 
6.57 
6.93 
10.11 
14.09 
8.27 



PLACEJO04736 



8.4 



8.42 
14.16 
8.66 
13.35 



5.57 
7.26 



4.2 
42.46 
3.4 
14.75 
18.11 
14.62 
8.27 
5.75 
9. 64 
45.05 
5.65 
8.55 
16.35 
8.88 
8.06 
9.29 
28.29 
38.64 
50. 29 
12.01 
17.66 
6. SI 
7.22 
5.71 
16.22 
16.19 
4. 97 
5.49 
3.31 
61.58 
1.19 
28.88 
4.27 
6.54 
4. 34 
6.4 
12.44 
8.4 
144.88 
3.47 
48.88 
20.04 
5.57 
16.71 
5.22 



13.72 
7.13 
5.33 
5.12 
5.07 

158.84 144.08 

12.73 11.55 

5.73 4.69 

13.77 11.35 

21.83 22.42 

3.89 4.79 

4. IS 7.77 

5.13 4.79 

11.82 9.53 

22.14 14.79 

14.31 9.86 

2.67 2.47' 



1.74 Z.87 

6.35 10.59 

2.02 6. 19 

6.65 11.37 



3.25 



2.17 
6.28 
2.66 
7.3! 
4. 58 
3.21 
2.86 



7.11 
6.67 
6. 39 
38.06 
5.88 
8.01 
9.42 
4.99 
7.34 
4.74 
24.92 
25.35 



17.86 
3.64 
4.23 
5.71 

15.19 

10. 08 
5.64 
4.11 
1.36 

67.15 
4.36 

30. 42 



15.11 
4. 04 
7.21 
5.05 
15.73 
17.1 
4. 39 
3. 96 
2.13 
67 
2.93 
25.6 
1.5 4.11 
6.41 13.08 
3.3 4.61 
6.12 
14.52 
10.27 
198.16 97.68 
3.01 2.93 
43.13 45.03 
14.83 24.39 
7.39 
17. 15 24.67 
7.74 7.78 



2.16 
1.65 
5.1 
11.21 
3.77 
6.68 



4.82 
3.29 
3.61 
2.76 3.41 
116.56 167.95 86.05 
5.63 11.08 5.24 
2. 19 3.83 1.62 
7.43 9.82 10. 35 
14.24 15.13 14.34 
2.22 5.14 

2.1 5.75 
2.01 4.85 
2.74 4.49 

8.38 18.33 
3.42 8.92 

2.6 8.42 
18.98 31.24 19.5! 
2.26 2.87 

8.39 16.03 7.27 
12.46 23.49 16.62 
12.2! 20.75 13.12 

4.2 4.81 1.38 
4.51 8.48 2.72 
5.58 7.29 2.45 

16.22 21.37 17.38 
S 23. 3 3. 26 
4.33 4.87 
5.28 6. 16 
3.79 10.63 
1.99 3.55 
6.39 7.24 
13.36 20.97 
16.44 15.14 
54.16 56.41 
9.04 
9.81 



4. 62 
9.74 
1.34 
2. 88 
2.41 
4.5 
10.36 
4.13 
3.64 
1.15 



7.9 



S.71 
5.16 
3.39 

38.54 49.97 
2.86 5.73 
16.98 20.16 13.59 
2.41 3.15 1.89 
7.27 21.72 
2.4 3.38 
4.32 13.96 
7.94 13.42 

5.82 5.16 
190.88 167.91 84.32 

2.39 3.96 1.27 
31.98 28.55 23.56 
8.19 12.11 8.27 
4.45 6.54 3.93 
12.34 13.91 6.89 

3.83 6.24 1.98 



3.39 
4. 29 
0.72 
38.25 



12.91 
2.38 
8. 66 
7.13 
5.28 



I. 79 
S.13 
3.43 

II. 7 
2.31 
2.85 
2.76 
2.83 

49.84 
5.14 
2.79 

13. rz 

10.39 
4.95 
2.41 
3.61 
3.12 
5.81 
4.46 
3.42 
41.1 
3.11 
3.28 
17.33 
5.25 
5.06 
4.69 
2.45 
37.02 
7.89 
5.74 
7.69 
2.07 
3.36 
11.12 
22.61 
25.43 
35.71 
9.27 
16.75 
3.77 



5.83 
10.9 
2.58 
1.91 
0.74 

52.62 
1.85 

16.28 
1.56 
4.64 
2.29 
2.73 
8.04 
2.45 

88.33 
1.92 

15.06 
8. 37 
3.57 
9.19 
3.06 



1.77 
6.07 
3.43 

10.39 
1.96 
2.65 
2.36 
0.69 

88.42 
4. 56 
2.61 

15.81 
9.42 
1.66 
3.03 
2.54 
1.44 
8.78 
5.47 
2.58 

31.66 

I. 77 
2.19 

12.61 
3.93 
2.94 
2.56 
4.03 
29.03 
2.48 
4.33 
5.29 
2.03 
1.74 
3.11 
16.23 
24.95 
42.24 
6. 54 

II. 47 
0.9 

2.37 
3.07 
11.18 
12.36 
3.34 



54.12 
2.13 

11.87 
2.96 
4.S 
3.63 
4.56 

12.14 
3. 25 

73.95 
3.49 

39. 44 
8.78 
3.69 

22.16 
3.38 
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PLACE10O474O 
PLACE1004743 
PLACE1004751 
PLACE) 004757 
PLACE10Q4I61 
PLACE1004773 
PLACEJ004775 
PLACE1004777 
PUCE1004793 
PLACE1 004796 
PLACE1 004804 
PLACE1004813 
PLACE1004814 
PLACE1004S15 
PLACE1004818 
PLACE! 004824 
PUCE10O4827 
PLACE1004836 
PLACE1004838 
PLACE1004840 
PLACE1 004842 
PLACE1004850 
PLACE1004868 
PLACE100488S 
PLACE1004886 
PLACE1 004887 
PLACE1004896 
PLACE100490Q 
PLACET 004902 
PL ACE 1004904 
PLACE1004911 
PLACE1004913 
PLACE1004918 
PLACE1004930 
PLACE! 004934 
PLACE! 004937 
PLACE1004949 
PLACE1004969 
PLACE1004970 
PLACE1004972 
PLACE1004974 
PLACE10O497S 
PLACE1004979 
PUCE! 004982 
PLACE1004985 
PLACE1005O03 
PLACE! 005004 
PLACE1 005005 
PLACE 100 5011 
PLACE1005026 
PLACE1 005027 
PLACE! 005031 
PLACE1O05036 
PLACE1005041 
PUCE1005046 
PLACE1O05047 
PLACE1005052 
PUCE1O05O55 



5.7 
25.2 
26.3 
27.21 
36.62 



S.34 
6.98 
22.12 
38.61 
8.45 
5. 96 
7.54 
4.13 
5.57 
10.85 
10.1 
5.33 
18.51 
32.68 
26.67 
29. 36 
12.96 
19.8 
7.93 
8.48 
11.79 
6.25 
11.28 
7.13 
23.08 

II. 74 
12.82 
17. 31 

6.79 
14. 99 
18.93 
5 

13.91 
28.75 
13.25 
16.47 
12.92 
7. 78 
30.58 
29.66 
16.43 
5.26 
17. 79 
10.94 
31.74 
26. 29 
38.12 
13.86 

III. 13 
27.6 

50. 84 
10. 39 
24.31 
7. 67 
9.62 
10.11 
11.97 
86.57 
S.31 



7.45 
29.5 
37.3 
29.89 
28.57 
3 

4.5 
29.48 
50.6 
9.48 
3.66 
8.6 
4.9 
3.05 
12.52 
10.18 
6.31 
24.59 
37.85 
33.84 
29. 36 
12.93 
16.22 
7.22 
8.07 
13.7 
6.09 
8.08 
7. 38 
23. 38 
10. 67 
12.15 
18.68 
6.06 
19.19 
13.85 
5.22 
13.85 
33.22 
11.27 
29.85 
11.66 
7.47 
23.61 
24.94 
14.5 
4.21 
13.99 
14. 04 
35.88 
29.23 
16.05 
12.84 
87.66 
29 
34. 98 
12.55 
33.8 
8.41 
6.97 
4.46 
11.74 
83.56 
4.13 



13.2 
32.11 
36.23 
35.01 
36.7, 
4.53 
11.09 
36.12 
39.99 
8.63 
3.88 
8.99 
5.89 
6.31 
15.46 
14.93 
10.2 
14.94 
26.97 
24. 99> 
36.71 
16.16 
20.8 
6.94 
17.49 
11.52 
7.72 
8.69 
10.7 
37.33 
12.36 
14. 37 
18.94 
5.6 
12. 29 
13.4 
5.64 
11.55 
29.53 
10.14 
28. 89 
12.08 
6.98 
26. 29 
25.1 
16. 78 
4. OS 
18. 79 
9.8 
28.88 
15.87 
14.24 
17.42 
72. 07 
18.07 
35.58 
10.8 
18.61 
7 

5.62 
3. 84 
11.67 
74.65 
4.27 



Table 477 

(8 9. 7 6. 78 

32 29.52 15.01 

40.34 16.49 

11.76 13.22 

22.51 18.17 

3. 36 2. 2 

5.26 2.58 

13. 38 18.93 13.39 

29.77 37.64 25.63 
3. 38 9.79 
1.07 6.07 
4.2 5.66 
11.52 
4.55 
13.59 



20.07 
16.84 
3.16 
2.47 



3. 27 
3.48 

46.15 
3.84 
1.77 
5.86 

17.25 



7.8 



3.73 
11.83 

33.96 16.53 
11.9 21.32 10.63 
26.03 17.22 20.39 
9.69 10.5 6.77 
8.53 16.93 
3.78 
4.63 
10.2 



4.04 

6.38 
0.93 
8.58 
4.67 

15.52 22.71 
7.47 12.66 
4.58 7.86 
7.36 10.01 



1.3 



9.03 
3.6 
2.9 



8.2 4.59 
4.7 
2.81 
12.92 
7.84 
4.67 
6.44 
3.65 
8.11 
11.51 
3.09 
9.25 



5.42 10.92 

11.81 10.98 

5.79 3.31 

11.71 12.45 

13.51 29.35 23.54 

5.85 6.98 5.82 

16.44 23.94 

5.89 13.8 

3.07 7.65 

14.3 19.23 

1S.6S 19.26 

6.69 10.88 



1.44 3.4 



11.99 10.57 
3.35 9.24 

14.82 24.65 14.67 
7.97 19.55 9.09 
9. 18 25.55 17.12 
8.68 15.64 10.29 

36.83 51 43.47 
15.06 19.65 20.68 
25.13 37.56 21.77 

4.S7 15.46 6.61 
10.79 11.1 

SI. 68 20.27 
4.68 3.2 
3.7 2.05 
18.85 7.84 

89.3 75.33 
3.13 4.07 



26.22 23.41 
27.84 27.38 



16.75 
12.21 
4.44 
3.42 
7.31 
79.4 



19.63 
11.71 
2.15 
2.74 



14.54 
16.47 
2.55 
2.24 



17.54 20.58 
24.47 24.63 



2.68 
2.35 
4. 35 
31.08 
2.03 
6.49 
4.52 
4. 36 



3.16 

2.15 

4.87 

2.11 

4.88 
11.01 

6.87 

1.94 

3.63 5.6 

18.4 22.65 
17.68 19.77 
11.25 16.65 

8.83 9.34 
11.19 11.11 

1.94 

4.53 

3.69 

2.58 

4.96 

4.29 



7.24 
8.32 
2.19 
4.61 



2.25 
5.45 
4.21 



4.82 
15.11 

4.89 
14.71 

5.54 



9.25 
12.88 
3.42 



3. 55 
4.56 
16.82 24.16 



2.76 1.23 

7.49 5.3 

3.46 2. 32 

35. 74 25. 33 



22.16 
26.01 
10.9 



13.25 
15. 91 
9. OS 



5.71 
5.01 
6. S3 
56.8 52.44 
2. 18 0. 55 



5.42 
2.8 
6.74 
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PLACE1005101 
PLACE1005102 
PLACE1005I08 
PUCE1005110 
PLACE1005H1 
PLACE100512J 
PLACE 1005 124 
PLACE1005128 
PUCE1005130 
PLACE1005141 
PLACE1005146 
PLACE1Q05152 
PUCE1005157 
PLACE 1005 162 
PLACE1005170 
PLACE1Q05176 
PLACE1005181 
PLACE100S1B4 
PLACE10D5186 
PLACE1Q05187 
PLACE 1005189 
PLACE1005193 



PUCE 1005200 1391.4 



PLACE1 005206 
PUCE100521S 
PLACE1Q05223 
PLACE! 005225 
PUCE1005232 
PLACE 1005239 
PLACE 1005243 
PLACE1005250 
PLACE1005261 
PLACE1005266 
PLACE1005271 
PLACE 1005277 
PLACE100S287 
PLACE1005299 
PLACE 1005305 
PLACE 1005307 
PLACE1005308 
PIACE1005313 
PLACE 1005320 
PLACE1005327 
PLACE1005331 
PLACE100533S 
PLACE1 005336 
PUCE10O53S1 
PLACE100S366 
PLACE 1005373 
PLACE1 005374 
PLACE 1005383 
PLACE1005388 
PLACE1005409 
PLACE1005410 
PLACE1005426 
PLACE1005431 
PLACE1005453 
PLACE! 005467 
PLACE10O5471 
PLACE1Q05476 
PLACE 1005477 
PLACE! 005480 7.1 



PUCE1005481 



11.5 
22.17 
10.15 

3. 97 
23. 94 
16.94 

9.14 

5.83 
12.43 

6.07 
10.52 
91.15 

5.11 
24.79 

9.55 

5.55 
10.56 

3.64 

5.9S 
20.53 

8.28 
39.26 



9.29 
25.98 

7.73 

2.39 
21.69 
14.46 

6.62 



48.27 
10.1 
36.86 
5. 34 
37.45 
7.93 
16.13 
5. 37 
61.12 
7.03 
8. 47 
20.92 
15. 1 
10.04 
8.97 
12.01 
6. 72 
8.46 
9. 29 



31 

13. 95 
11.38 
29.59 
11.96 

73.8 
9.8 
31.25 
9.15 

14. 78 
11.86 
13. 35 
10.65 

8.27 
7.65 
10.75 
7.1 



3.99 
9.7 
76.64 
3.75 
23.25 
7.54 
5.17 
18.07 
4.4 
5.07 
14.71 
7.72 
44.11 
1317.2 
41.57 
9. 74 
44.94 
5.81 
31.95 
6.66 
27.58 
6. 75 
61.95 
6.91 
8.61 
15.1 
8.12 



7. 38 
9.78 
9.28 
6.04 

12.54 
25.4 

13. 36 
7.64 

23.98 
8.58 

70.81 
6.S 

37.89 
7.91 
7.34 

10.31 
9. 74 
4.8 



10.21 
9.19 



11.94 
27.54 
6.02 
3.45 
16.98 
12.96 
6.15 
4.87 
12.68 
5.18 
6.88 
75.79 
6.06 
27.03 
6.99 
6.85 
15.09 

5.5 
5.66 
18. 55* 
11.92 
39.59 
1202.3 
88.17 
10. 26 
37.06 
6.83 
45. 29 
12.45 
27.13 
7.77 
56.67 

9.71 

6.86 
22.31 
14.31 

8.79 

9. 77 
33.93 
13.18 
10. 79 
14.31 
35. 29 
13.69 
13.28 
23.59 
19.03 
70.61 
15.51 
30. 27 

6.27 
14.13 
14.09 
14. 55 
11.3! 

10.2 
18. 96 
23.28 
5.6 

29.6 
13.74 

8. 36 
10.18 
10.69 



9. 18 
6.07 

2. 99 

3. 59 
14.04 

5.45 
2.06 
1.09 
4.58 
6.23 
6.24 

51.06 
2.82 

17.82 

11.08 
2. 52 
7.46 
5.28 
2. 88 
9.5 
4.24 

31.34 
1770.3 

48. 38 
5.79 

23.02 
4.25 

20.08 
5. 29 

19. 28 
5.96 

47.53 
5. 82 
4.77 
9. 09 
5.25 
4.5 
4.47 
6.S 
4.37 
5.16 
7.32 

16.09 
9.09 
5.94 

14. 99 
4.6 
45.9 
3.87 

12.29 
5. 38 
9.31 
4.95 
5.14 
4.23 
3.04 
3.09 
4.33 
3.8 
15.57 
3.68 
5.61 
3.66 
3.34 



7. 69 
6.05 
3.78 
21.5 
9.5 
5.47 
3.42 
11.05 

2.88 1.1 
10.69 5.88 
95.95 52.59 
4.86 2.4 
26.77 20.32 
19.85 14.4 



11.77 
2.54 

10.66 10.36 

7.19 3.99 

38.66 28.91 

2457.3 1744.3 

52.86 50.82 

10.4! 5.95 



17.68 11.81 
3.66 4.36 



7. 74 
13.8 
6.44 
5.75 
3.45 
6.01 
5.39 
6.95 
9.29 



5.79 
7.11 
5.84 
6.18 
3.51 



2.32 
3.63 
7.46 
3.15 
12.74 15.37 



3.82 
5. 38 
7.93 



3.69 



12. 55 
9.65 
5.25 
42.4 
1.9 

10.52 
3.82 
2.09 

10.91 
3.84 
3.64 

12.23 
6.84 

36.03 
1189.8 

27.19 
3.4 

23. 41 
2.59 

24.42 
3.81 
6.8 
3.78 

20.88 
4.18 
3.65 

14.68 
5.01 
4.03 
3.14 
5.78 
5.69 
4.51 
4.92 
9.82 
7.77 
8.18 

23.63 
3.27 

55.33 
2.9 

33.17 
3.77 
6.28 
5.09 
6.86 
2.46 
3.59 
2.3 
6.29 
3.31 
14.04 
5 

4.92 
5.75 
4.87 



6.78 
7.82 

7.23 6.47 

1.33 2. 15 

16.74 23.71 

4.29 5.82 

3.46 5.33 

3.63 2.82 

5.44 10.87 

2.17 2.82 

8.14 5.49 

38.1 38.75 

2.79 1.7 

15.51 11.65 



2.54 
12.85 

3.69 

4.33 
12.87 

7.52 
40.56 



1397.9 586.38 

13.53 58.32 

3.26 4.05 

26.05 1 9.76 
3.79 

25.92 23.95 

3.89 4.86 



13.48 
5.49 

23.52 
3.69 
3.57 

15.64 
4.78 
4.98 
3.99 
5.91 
4.54 
3 

4.65 
14. 36 

10.5 
2S.07 



28.14 27.34 

6.24 4.61 

53.05 50.72 

3.58 2.99 

26.39 29.29 

5.77 7.02 



5.89 
5. 35 
5.13 
1.78 
5.31 
3.43 
5.29 
6.18 12.95 
14.17 16.62 
3.74 6.24 
2.94 2.27 
4.63 3.43 
3.69 4.02 



5.49 
4.29 
5.79 
6.49 
3.79 
4.42 
7.36 
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PLACE1 005495 
PLACE1005497 
PUCE1005499 
PLACE1005502 
PLACE100S513 
PLACE1005515 
PLACE1005519 
PLACE1005526 
PUCEt005528 
PLACE1005530 
PLACE1 005536 
PLACEI005539 
PLACE 1005543 
PLACE1 005544 
PLACET 005550 
PLACE 1005554 
PLACE1 005557 
PLACE 1005563 
PLACE 1005569 
PLACE 1005574 
PLACE 1005584 
PLACE 1005590 
PLACE1005595 
PLACE10O5601 
PLACE 1005603 
PLACE1005604 
PUCE1005611 
PLACE100S622 
PLACE1005623 
PLACE 10056 30 
PLACE1005639 
PUCE100S646 
PLACE 1005647 
PUCE1005648 
PLACE1005653 
PUCE1005656 
PLACE1005659 
PLACE1005660 
PLACE! 005664 
PLACE1005666 
PLACE1O05669 
PLACE1005682 
PLACE1 005698 
PLACE100S708 
PLACE1005725 
PLACE1005727 
PLACE1 005730 
PLACE1 005736 
PLACE1005739 
PLACE1005745 



11.0! 
9.89 
23.46 
9.18 
33.31 
11.7 
8.43 
8.8 
26.91 
20.34 
18.12 
42.25 
35.86 
4.98 
26.58 
23.49 
10.41 
10.87 
27.85 
29.21 
80.18 
14.81 
23.18 
11.31 
18.98 
8.92 
33.68 
30. 69 
9. 95 
8.17 
60.6 
17.8 
13.8 
28. 95 
16.03 
15.9 
10.5 
12.82 
23.43 
12.43 
14.08 
22.57 
7.18 
17.69 
9.73 
10.04 
13.44 
5.83 
7.01 
8.04 

PLACE1005752 128.36 
PLACE1005755 
PLACE1005756 
PLACE1 005760 
PLACE 1005763 
PLACE? 005768 
PLACE1005771 
PLACE1 005783 
PLACE 1005799 
PLACE 100 5802 
PLACE1 005803 
PLACE10058O4 
PUCE1005813 
PLACE1005815 



11.48 9.86 

9.26 8.02 

21.47 29.66 

6.48 6.37 

27.28 25. *9 

9.47 10.48 



6.62 

10.4 
22.55 
15. 73 
14.92 
35.31 
20.69 

5.73 
26.63 
15.23 

9.97 
11.46 



7.72 
11.16 
23.87 

21.3 
18.89 
35.69 
14. 02 

4. 38 
19.78 
16.27 
10.58 

9.72 
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4.26 
3.47 
10.05 
4. 29 



5. 38 
6.07 
19.6 
3.87 



9.46 
3.88 
2.77 
4.21 
10.17 



12.14 14.27 
3.17 

15.02 20.49 
11.25 
2.31 

16.15 16.36 
7.02 8.22 



7.45 
4.7 
2.81 
2.23 
9.81 
9.82 
3.13 
15.33 



17.24 16.24 
21.31 10.09 
66.17 69.3 

9.97 11.59 

18.25 21.16 
7.51 15.39 

21.86 14.52 

8. 05 5. 89 

22.2 29.76 
27. 64 23.31 

s.8 s.o: 

9. 56 9. 09 

66.64 49.38 

13.84 15.64 

11.09 12.5! 

31.24 20.78 

13.03 11.9 
11.93 10.98 

8.34 6.31 

10.45 9.32 

27.28 25.73 

11.64 13.67 

13.16 10.98 

20.73 18.81 

6.68 8.02 

17.02 22.05 

11.27 13.97 

8.34 11.08 

12.68 11.77 

5.5 7.74 

13.06 9.75 

6.14 6.43 

102.07 139.38 

9.22 14.54 

16.55 18.56 
5.71 8.64 
17.1 15.35 

21.05 13.08 
23.82 24.14 

4.13 7.26 

40.56 S7.S6 
15.75 12.71 
12.88 18.69 

18.06 21.67 
9.87 17.86 
19.5 18.51 



3.15 
4.64 
8.47 
12.87 



29.59 
9.47 
5. 66 

11.15 
5.52 



4.78 



7.4 11.67 
2.15 3.58 
16.32 
4.71 
2.55 
6.88 
6.39 
14.88 



3.37 
6.41 
8. $7 
15.06 

73.19 89. 15 68.42 
6.51 9.72 8.47 
12.01 10.55 
5.61 6.28 
8.39 9.87 
5 4.08 
11.8 16.07 
11.83 18.8 12.91 
2.69 3.21 2.46 
4.43 7.2 3.43 
36.73 29.78 
9.48 7.41 
5.78 5.71 
9.99 10.48 
4.03 
8.49 
4.01 
5. 95 
6.86 20.98 
7.79 10.52 
6.36 8.32 
7.71 10.55 
7.04 5.88 
11.44 15.51 
7.09 8.31 
6.79 10.76 
6.36 7.19 
3.15 14.38 
7.43 7.8 
4.26 4.82 
89.6 72.86 89.83 
4.95 6.97 3.84 
10.11 10.69 10.1 
9.33 6.58 7.47 
9.45 11.68 9.73 

10.64 11.47 13.73 
14.86 21.27 9.53 

3.95 3.94 
28.57 25.86 

10.65 14.22 
6.94 7.06 

10.66 
7.9 
7.94 



9.94 
8.37 
6.77 
4.67 
9. 26 



5.09 
3.82 
3.56 

19.65 
6.99 
3.2 
7.1 
4.02 
9.8 
6.27 

10. 55 
8.47 
1.73 
5.14 
5.89 



3.49 
15.96 
15.85 
7.31 
8.62 11.86 
9.25 7.77 
18 6.6| 



3.21 
19.08 
8.49 
5.93 
32.11 
9.96 
3.94 
11.17 
11.04 
4.57 
7.08 
9.6 
14.12 
53.92 
7.14 
19.07 
7.21 
12.21 
3.54 
20. 54 
22.33 
4. 37 
4. 75 
61. 43 
6.37 
6.46 
23.48 
8.65 
13.9 
4.61 
5.23 
21.23 
11.1 
8.01 
12.18 
4.11 
12.59 
4.4 
4.SS 
5.04 
4.63 
2.96 
4.13 
103.85 
5.58 
6.71 
2.74 
7.29 
6.13 
16.05 
3.16 
30.85 
21.48 
4.95 
4.49 
3.93 
9. 57 
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PLACE1 005828 
PLACE1005833 
PLACE1 005834 
PLACE1005835 
PUCE1005836 
PLACE1 005845 
PLACE I 005850 
PLACE10058S1 
PLACE 1005856 
PLACE100587S 
PUCE 1005876 
PLACEt005878 
PLACE 1005880 
PLACE1005884 
PLACE1005890 
PLACE1005898 
PLACE1005St3 
PLACE1005921 
PLACE1005923 
PLACE100S925 
PLACE1005927 
PLACE1005932 
PUCE1005934 
PLACE1005936 
PLACE1005939 
PLACE100S951 
PLACE1005953 
PLACE1005955 
PLACE1005968 
PLACE100596S 
PLACE1005975 
PLACE1005990 
PLACE1 005997 
PLACE 1006002 
PLACE1 006003 
PLACE1006011 
PLACE1006017 
PLACE1 006037 
PLACE1006040 
PLACE! 006063 
PLACE1 006071 
PLACE1006073 
PUCE1006074 
PLACE1006076 
PLACE] 006079 



7.2 
19.13 
14. 53 
17. 68 
19.S4 
21.73 
18.04 
24.45 
38. 01 
21.69 
6.98 
5.36 
17. 29 
6.66 
9.01 
11.8 
11.03 
34.11 
20.08 
22.74 
10.4 

PLACE10061S7 150.43 



PLACE10O6164 



PLACE100617Q 
PLACE1008181 
PLACE1006187 
PLACE1006195 
PLACE1006196 
PLACE1006197 



21.32 
19.04 
31.23 
8.38 
6. 34 
7.96 
7.12 
49.92 
9.13 
19.11 
6.84 
6.18 
10.13 
15.13 
14.12 
22.47 
11.08 
38.7 
35.55 
9. 28 
8. 32 
17. 99 
7.56 
8.91 
14. 59 
184.11 
4.12 
147.21 
21.58 
7.85 
6.58 
13.31 
11.27 



40.41 42.31 

4.15 8.95 

4.47 -7.11 

5. 73 10. 94 



14.49 13.88 
138.22 202.24 
2.98 5.89 
90. 51 163.74 
17.57 t8.88 
6.96 5.59 
6.62 
13.53 10.46 
8.34 8.61 
9.3 8.62 
15.27 13.68 



20.55 
4.88 
6.23 



12.04 
14.32 
23.98 
27.43 
14.88 
25.54 
12.15 
8. 36 
10.95 



Table 480 
18.38 28.15 
13.68 13.86 12.16 
19.53 15.14 12.45 
3.05 
2.55 



3.69 
2.95 
3.26 
4.89 



3.25 



4.7 



4.51 

28.76 36.45 21.25 

4.42 6.52 4.26 

10.98 11.89 11.34 

3. 52 3.77 

3. 65 4.35 

15.29 7.51 

4.99 6.58 

4.55 6.88 



3.26 



3.8 
4.S6 
13.1 
5.43 

14.95 20.53 13.93 
9.9 10.33 
6.79 
3.86 



8. 99 
4.22 
2.68 



3.62 
2.87 
7.85 
2.78 
2.78 
6.89 

63.95 124.2 100.53 
2.81 3.65 1.89 
157.35 162.66 147.78 
12.22 12.03 11 
3.12 



5.9 
3.34 
4.13 
6.84 

5.17 



2.3 



1.01 



5.06 



13.6S 



9.41 
8.37 
6.85 
9.69 
8.22 10.07 
15.12 25.84 15.72 

9.7 14.01 
16.58 19.75 14.04 
9.89 8.37 
4.98 6.58 
3.4 2.8 
1.48 8.91 
2.48 1.97 
2.75 
6.37 
3.54 



3.34 
8.91 
4.05 



13.95 17.22 16.38 



6.21 
5.42 
3.81 



10.58 
5.18 
2.98 



7. 39 
6.89 

105.79 82.45 55.54 

3.73 3.68 
6.23 



5.74 



4.42 

5. 92 
6. 66 

6.22 7.31 2.89 
11.8 19.78 16.24 



8.41 12.77 

11.62 13.97 

22.97 22.37 

2.72 13.93 

1.11 4.41 

3.2 4.47 

2. 96 4. 97 

9.27 9.06 

5.66 4.96 

7.25 9.07 

2.47 4.32 

2.1 7.39 

11.17 12.56 

5.03 3.76 



4.84 

10.14 
8.89 

14.46 
7.55 
4.36 
2.78 

11.54 
2.65 
2.64 
7.24 



163.66 124.76 
1.88 2.73 
83.65 73.22 
18.97 16.95 



4.05 
4.62 
S.04 



3.12 
3.49 
5. 28 1 



3. 44 

15. 52 
9.12 
12.74 
15.44 
20.88 
10. 34 
8.27 
2.82 
6.51 
3.15 
3.83 
6. 93 
5.37 
5.72 
9.26 
11.09 
4.98 



6.29 
18.37 
10.17 
4.66 
17.7 
5.11 
12.53 
4. 47 



10. 56 
6. 55 
3.24 
2.08 



2.91 
17.04 
6.16 
4. 93 

18.29 
3.17 
5 

4.13 



17.42 
12.02 
27.18 
4.26 
2.67 
3.62 
6.83 
15.36 
7.88 
9.2 
3 

4.67 
8. 92 
7.31 
10.58 
7.84 
5.55 
19.69 
9.16 
3.85 
4.5 
8. 07 
4.68 
2. 62 
6.85 
76.11 
1.8 
67.87 
19.33 
2.08 
2. 24 
5.08 
2. 65 
3.08 
15.21 
12.8 
5. 68 
11.65 
8.15 
9. 64 
16. 68 
14.52 
11.16 
12.4 
5.77 
7.24 

1. 
4.03 
9.52 
8.18 
8.1 
9.67 
9.93 
3.84 
93.5 
3.04 
4.76 
21.06 
5.89 
4. 37 
21.21 
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PLACE1006211 
PLACE1006219 
PLACE1006223 
PLACE100622S 
PLACE100523S 
PUCE1006239 
PLACE1O06245 
PLACE1O06246 
PLACE1006248 
PLACE1006262 
PLACE1006269 
PLACE100S27S 
PLACE100627? 
PLACE1006288 
PLACE1006290 
PLACE1O06298 
PLACE1006311 
PLACE1006318 
PLACE1006325 
PLACE1006331 
PLACE1O0633S 
PLACE10063S7 
PLACE1O0E36O 
PLACE10063S4 
PLACE1006385 
PLACE! 0OS368 
PLACE1006371 
PLACE1006373 
PUCEI0OS382 
PLACE1006385 
PLACE100S391 
PIACE1006412 
PLACE1006414 
PLACE1006419 
PLACE100S438 
PLACE1 006443 
PLACE1 008445 
PLACE1 006447 
PUCE1 006466 
PLACE1 006469 
PLACE1 006470 
PLACE 1 006472 
PLACE1 006478 
PLACE1 006482 
PLACE 1006488 
PLACE 1008492 
PLACE 1006506 
PLACE1006515 
PLACE1O06516 
PLACE1O06520 
PLACE1006S21 
PLACE1006529 
PLACE100S531 
PLACE10O6534 
PLACE1006S40 
PLACE1006549 
PUCEI006550 
PLACE1006552 
PLACE 1006557 
PLACE1006S63 
PLACE1006S79 
PIACE1006S94 
PLACE1006598 
PLACE1 006607 



18.15 19.46 15.85 
29.22 24.03 22.82 
33. 12 26.98 22.85 

9.38 7.86 

23.05 26. 18 25.58 
7.77 5.03 

11.97 10.97 10.73 

14.07 10.52 9.12 
10.3 9.17 8.56 

19.08 26.43 25.66 
6.36 4.8 5.62 
7.84 6.83 8.11 

18.16 15.2 14. IS 
23.16 25 24.73 

3.79 4.35 4.22 

31.99 33.57 40.35 

24.06 25.54 26.15 
23.92 22.31 22.74 
10.97 6.18 13.93 

322.49 249.29 312. 14 

6.01 6.97 9.42 

23.6 23.65 28.41 

39.03 55.89 60.83 

4.49 3.79 4.52 

8.87 13.33 7.94 
7.6 5 7.22 

12.84 8.89 13.13 

31.88 31.57 27.89 

15.81 18.11 17.64 

23.74 24.67 19.54 
7.09 8.24 10.32 

14.35 15.98 15.55 

30.64 63.89 32.69 

23.86 16.38 19.21 

16.88 12.75 13.77 
7.62 8.28 

53.01 52.47 6S.34 

16.45 17.73 17.35 
5.01 5.76 10.4 

9.97 6.93 12.7 
14.91 13.1 13.03 
32.56 24.9 52.53 
75.24 88.04 

19.52 14.87 22.77 

13.42 9.61 14.11 
53.41 60.91 65.09 

8.93 8.04 10.96 
6.57 6.17 10.41 
7.77 7.4 8.18 

85.74 60.72 84.5 
5.4 3.13 7.19 

21.37 16.93 24.45 

8.98 4.63 8.46 
11.34 12.38 19.26 

17.3 13.48 19.89 

57.43 76.29 59.13 
27.31 23.34 17.69 
41.43 35.42 38.21 
58.91 37.26 57.05 

12.53 9.16 14.73 
8. 16 5.5 6.78 
8.47 4.75 7.36 

14.33 13.22 15.98 

18.95 13.98 15.61 



Table 481 

7.8 6.56 8.15 
13.99 7.2 9.8 

14.69 11.86 8.81 

4.18 4.91 3.81 

13.5 14.02 10.31 

2.21 3.14 2.06 

4.72 5.26 4.25 

4.17 12.12 4.44 

6.54 7.06 2.85 

10.77 26.8 17.9 

2.78 2.48 2.42 

7.79 9.46 8.46 
12.95 19.65 15.77 
14.26 21 15.27 

I. 07 3.07 1.54 
21.62 22. 17 18.83 
17.19 20.35 18.67 

9.17 11.04 10.73 

5.64 6.43 6.48 
284.34 344.95 317.78 

6.43 10.77 6.27 
15.45 1 9.92 11.71 

32.56 29.33 36.42 
5.2 5.32 3.04 

4.35 7.31 4. 11 

4.35 3.51 2.72 

6.85 5.51 3.89 

11.44 15.9 12.05 

20.83 24.97 21.9 

18.57 28.47 23.59 
5.76 7.9 5.35 

14.85 16.87 8.6 
29.17 49.53 1 8.72 

8.34 10.82 5.22 

5.93 7.83 5.98 

4.32 3.07 4.42 
48.09 51.7 50.7 

9.64 12.61 9.03 
3.6 5.26 3.03 

4.45 5.94 2.99 

5.44 14.24 9.05 

14.86 22.47 15.58 
49.93 69.66 43.58 

7.46 8.75 
5.93 5.56 7.22 

29.78 38.14 28.4 
3.97 6.16 3.99 
2.69 4.8 3.13 

2.65 6.76 
67.76 73.09 68.07 

3. 67 3. 58 2. t3 

II. 55 12.23 11.32 
3.15 2.87 
6.83 8.12 

6 9.01 6.33 

33.67 55.25 39.07 

10.6 24.86 11.76 

18.37 17.9 12.42 

36.71 38.26 34.22 

7.21 10.95 7.06 
3.56 3.74 
2.29 3. 19 1.42 

9.86 13.18 9.6 

10. 13 11.36 9. 36 



10. 56 


8.16 


8. 98 


** 


tt 


23.91 


20.19 


22.03 


** 




23. 65 


22.74 


28.77 


** 




6.34 


5.77 


7.67 


* 




12.5 


8. 37 


11.47 


tt 


tt 


2.98 
5.6 


3.13 
4.62 


3.81 
4.52 


t 

tt 


tt 


10.44 


8.15 


11.64 






7.67 


4.65 


5.48 




t 


14.07 


10.91 


15. 08 




t 


4.23 


3.67 


2.13 


tt 


t 


5.82 


11.38 


4. 94 






6.69 


13.62 


7.81 






15.12 


19. 66 


20.01 


t 


t 


0.76 


2.83 


1.89 


t 


t 


30. 18 


26.42 


31.31 


tt 




6.49 


6.41 


12.35 


t* 


tr 


16.57 


17.39 


15.35 


tt 


tt 


6.34 


4.38 


3.68 






261.41 


376. 24 


67.86 






4.79 


4.63 


3.75 




t 


10. 11 


13.97 


13.07 


t 


tt 


18.81 


22.42 


24.3 




t 


3.31 


4.72 


3.85 






4. 93 


6.19 


6.08 






3. 12 


4.28 


3.68 


t 


t 


5.93 


6. 19 


7.36 


i 


t 


24.23 


17.9 


24.85 




* 


28.68 


49. 67 


48. 66 


t 


* 


6. 72 


12.92 


8.24 




tt 


7.26 


7.31 


6.16 






8.42 


8.73 


11.54 




tt 


7. 89 


13.37 


10.44 




t 


6.84 


8.36 


7.76 


t 


tt 


6.47 


9. 15 


5.41 




t 


2. 72 


3. 77 


2.68 


it 


tt 


24. 1 


26.92 


30.98 




tt 


5. 67 


7. 16 


5.82 




tt 


3! 62 


2.47 


3. 82 






6. 14 


5.96 


3.89 


t 




12.65 


15.12 


16.52 






27. 13 


60.66 


18.13 






73.04 


95.42 


77.62 


t 




9. 29 


24.88 


15.09 


tt 




5.43 


7.77 


6 


t 


* 


41.31 


52.42 


43.57 


** 


t 


2. 77 


5.01 


4.34 


* 




3.49 


3.57 


2.51 




t 


4.8 


4.81 


1.69 




t 


40.48 


30. 38 


37.31 




*t 


2.56 


2.69 


1.53 






13. 1 


15.15 


16.91 


t 




2.57 


4.69 


2.69 


t 




8.08 


5.98 


8.82 






5.04 


4.77 


5.56 


tt 


tt 


49. 85 


36.47 


56.34 






7.55 


11.98 


6.46 






28.67 


34.48 


34. 92 


tt 




31.47 


33.21 


28.65 




t 


5.43 


4.33 


7.28 




t 


2.74 


1.94 


3.28 


t 


tt 


2.51 


1.45 


1.95 


t 


t 


7.97 


4.5 


6.78 




t* 


8.88 


8.34 


9.06 


t 


tt 



1494 



EP 1 074 617 A2 



PLACE1 006610 
PLACE1006615 
PLACE1006617 
PUCE1006618 
PLACE1006626 
PLACE1006629 
PUCE 1006637 
PLACE10O6640 146, 
PLACE 1006644 
PLACE1006657 
PLACE1Q06673 
PUCE10O6678 
PLACE 1006682 
PLACE 10066M 
PUCE1006698 
PLACE100S704 
PLACE1006708 
PLACE1006711 
PLACE1006714 
PLACE1006716 
PLACE1006731 
PUCE10067S4 
PLACE1006750 
PLACE1O06779 
PUCE1006782 
PLACE 1006783 
PLACE1006786 
PUCE1006792 
PLACE1 006795 
PLACE100680O 
PLACE1006805 
PLACE1OO6809 
PLACEI006815 
PUCE1006819 
PLACE1Q06820 
PLACE 1006826 
PUCE100S829 
PLACE1006853 
PLACE10O68S0 
PUCE1006867 
PLACE1006875 
PLACE1006878 
PLACE100S883 
PLACE1005898 
PUCE100690I 
PLACE1006904 
PLACE1006917 
PUCE1006932 
PLACE1006935 
PLACE10069S6 
PLACE 1006958 
PLACE1 006959 
PLACE 1006961 
PLACE1006962 
PLACE1006966 



PLACE1006979 
PUCE1006989 



30.69 
9.85 
23.14 
14.41 
9.24 
56. 53 
65.54 
PLACE1007028I 8.5 



9.23 
5.13 
10.84 
16.8 



9.9 
97.87 
20.62 
.09 
10.36 
9.47 
128. 37 
13.14 
5.12 
8.48 
24.65 
10.75 
6.82 
7.97 
19.78 
21.34 
8.76 
12.83 
17.66 
14. 53 
13.34 
26.1 
16.5 
43 
6.46 
14.69 
297.4 
17.57 
36.78 
8.55 
11.34 
11.68 
8.66 
7.76 
13.3 
20. 52 
6.86 
5.96 
17.58 
34.11 
35.59 
283. 91 
8.87 
13.9 
5.15 



6.93 
7.74 
10.64 
17.66 
11.* 
62.9 



30.53 27. 31 
116.55 121.62 
13.76 11.01 
8.7 8.11 
101.12 117.47 
7.54 
3.88 
6. 37 
21.3 



12.26 14.82 

379. 55 330. 72 

15.02 14.01 

37.15 24.97 

8.96 
11.23 
10.21 

7.12 



7.82 
10.69 
8. 37 
6.95 



25.34 29.52 

237.86 265.1 

8.87 10.42 
19.05 15.16 

S.68 

65.43 79.54 

17.1 17.16 

6.88 7.06 
13.88 26.99 

8.5 7.71 10.43 



Table 482 
3.56 3.78 2.24 
4.24 
6.44 



9.99 12.65 
3.64 3. 15 



2.21 



3.64 
5.44 
12.4 
4.89 

75. 16 89.13 71.45 

15.03 24.3 12.77 
98.73 144.79 100.95 

6.08 7.62 8.85 

3. 37 3.88 

60.38 47.28 69.57 

3.78 6.24 6. 14 
2.14 
2.47 

6. 94 8.35 
7.04 
1.43 
5.12 
6.39 
5.39 
4.19 
6.83 

22.5 23.46 11.75 

6.82 4.21 

8.19 13.03 

18.8 23.33 1S.04 

10.81 6.14 7.77 

12. 14 32.07 

3.27 4.53 

7.42 7.86 

251.58 242.8 138.41 

6.89 5.54 5.55 

22.04 27.53 19.08 
3.54 3.27 



4.58 
5.44 



8.88 
2.37 
5.36 



7.26 
4. 26 
4. 95 
4.43 
7. 29 
7. 58 
1.69 
3.45 



7.6 
6.11 
4.5 
5.8 



7.57 
12.2 
3.65 
4.02 

11.43 14.88 
15.89 26.64 17.27 
17.57 24.59 23.14 
210.53 264.05 203.01 
4.77 9.67 4.27 
17.43 14.76 12.47 
4.25 5.6 
37.1 42.04 
7.75 10.57 
3.86 5.4 
7. 47 
54 



6.58 



30.7 
5.88 
27.05 
10.97 



9. 68 



3.94 

37.7 
5. 67 
3. OS 
€.43 
6.61 



31 25.61 
6.1 5.13 
47.4 17.28 



54 
6.04 

20.03 40.71 38.97 
57.55 60.7 57.93 

7.89 7.62 

4.19 6.33 

4.74 7.09 



6.26 
3.79 
4. 87 



3.21 
3.42 
8.05 
9.96 



1.79 
3.13 
7.55 
9.85 



3.8 3.9 
50.39 46.85 
12.77 11.41 
65.85 61.12 
6.47 3.27 
4.46 4.41 
78.35 78.65 

3.95 3.22 
2.5 

3.67 

7.31 

4.88 

4.44 

5.18 

4.46 
12.01 
3.4 

8.13 
21.46 

5.07 
10.87 
25.48 

7.76 
14.31 

5.98 
11.02 
164.1 
12.59 
12.45 

3.56 

5.72 
4 

3.73 

5.55 

7. 39 

8.89 

4.64 

4. 29 5. 32 

8.41 13.21 
29.81 38.71 

7.06 14.35 
176.62 324.88 

2.96 3.43 



9. 09 
81.72 
4.59 
6.15 
91.83 
3.7 
2.09 
2.03 
5.72 
3.52 
2.6 
3.42 
4.69 
13.28 
3.95 
6.6 
14. 39 
2.36 
6.98 
26.77 
8. 16 
11.6 
3. 55 
8.63 12. 
78.29 121.42 
5.57 
10.62 
2. 07 



2.97 
3.9 
2.24 
1.95 
4.48 
5.02 
9.74 
4.54 
4.13 
9.03 
3.29 
6.95 
18. 52 
8.87 
11.42 



5.42 
4.63 
3.81 
5. 43 



11.92 
3.59 
35.06 
14.42 



12. 23 
4.66 

45. 33 

10.62 
3.53 7.7 
7. 89 10. 93 
4.94 6 

17.51 20.36 
5.32 



2.05 
8.84 



14.81 
3.34 
7.48 
6.14 
3. 79 
3. 65 
7.17 
9. 57 
3.97 
7. 08 
13.16 
32.24 
10. 26 
215.9 
5.44 
6.34 
4.94 
47.75 
12.92 
6.81 
8.94 
6.79 
25.7 
6.47 
16.62 
8.22 
5.52 
27.88 
67.29 
3.91 
4.03 
6.98 
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15.78 
19.3 
9.31 
8.67 
18.55 
17. 03 
7.35 
41.38 
14.74 
9.52 
8.7 
5.03 
14.43 
9.93 
7.87 
24.26 
13.01 
7.28 
11.01 
8.1 
7.85 
21.25 
5.69 
9.72 
11.31 
14.96 
110. 77 
53.4 
22.01 
8.39 
51.6 
13.13 
10 
7.S 
4.51 
6.97 
11.57 
16.68 
14.64 
9.78 
8.02 
6.93 
57.3 
41.9 
S.67 
20.5 
41.26 
8.65 
12.55 
6.98 
12.07 
24.21 
16. 76 
9.51 
22.54 
14.67 
28.03 
6.82 
14.4 
49. 36 

PUC£1007460j 11.52 



PLACE1 007045 
PLACE1007048 
PLACE1007053 
PLACE1 007068 
PLACE1 007070 
PLACE1 007076 
PLACE1 007077 
PLACE1 007081 
PUCE 1007082 
PLACE 1007092 
PLACE1 007096 
PLACE 1007097 
PLACE1007099 
PLACE1007105 
PLACE1007108 
PLACE1007111 
PLACE1007I12 
PLACE1007130 
PLACE1007132 
PLACE1007140 
PLACE1007143 
PLACE1007169 
PLACE10O7178 
PLACE1007190 
PLACE10072Q! 
PLACE1007202 
PLACE1007226 
PLACE1007238 
PLACE1007239 
PLACE1007242 
PLACE1 007243 
PLACE1007247 
PLACE1007257 
PLACE1007274 
PLACE1007276 
PLACE1007282 
PUCE1007286 
PLACE1007296 
PUCE1007301 
PLACE1007314 
PLACE1O07317 
PLACE1007329 
PLACE10O7338 
PLACE1007342 
PLACE1O07345 
PLACE1007346 
PLACE1007359 
PLACE1007367 
PLACE1007375 
PLACE1007377 
PLACE1007386 
PUCE1O07392 
PLACE 1007402 
PLACE1007409 
PUCE1O07416 
PUCE1007420 
PLACE 1007431 
PLACE100745O 
PLACE1007452 
PLACE1007454 



PLACE1007478 12.6 
PLACE1007484 10.71 
PLACE1 007488 14.59 



21.85 
14.44 
5.29 
4,77 
13.15 
17.73 
10. 92 
35.79 
14.27 
6.79 
7.04 
2.47 
9.17 
9.89 
5.Z 
33.98 
15.69 
5.04 
5.03 
6.86 
4.78 
20.42 



S.23 
11.86 
9.93 
8.93 
93.69 
44.43 
21.57 
6.41 
47.43 
15.22 
9.05 
6.25 
6.36 
4.05 
9. 64 
11.68 
13.62 
10.14 
7.14 
6.45 
54.81 
26. 92 

4.07 
15.07 
41.58 

8.31 
10. 83 

4.2 
10. 56 
18.68 
19.32 

9.82 
28.88 
16.22 
25.86 

6.06 

7.71 
46.08 
10.93 
13. 38 

6.45 
14.99 



22.19 
24.23 
12.35 
10.34 
15.2-9-- 
24.8 
12.26 
51.18 
12. 93 
8.77 
11.33 
6.96 
8. 68 
19.72 
13.72 
33. 96 
10. 39 
7.51 
12. 54 
9.3S 
7.3 
20.37 
10.18 
11.22 



i. 97 
16.56 
99.41 
54.82 
16. 94 
6.58 
46.65 
14.84 
8.7S 
7.77 
6.4 
5.61 
10.32 
9.1 

12.24 
10.9 
6.45 
9.13 
50. 58 
32.51 
4. 44 
16.53 
38.73 
7.96 
9.7 
6.44 
14.15 
19.13 
15.87 
11.04 
22.62 
16.74 
21.18 
4.68 
4.99 
36.43 
12.45 
10.86 
6.68 
17.16 



Table 483 

13.09 30.39 13.83 

9.41 10.57 11.83 

5.07 3.06 4.56 

5.02 4.28 3.54 

11.03 10.78 10.43 
24.48 28.32 20.68 

4.54 5.11 

37.04 46.87 29.31 
7.51 10.12 

5.23 
6.35 
2.48 
6.07 
5. 46 
3. 64 
8.75 19.56 
7.41 17.53 
3.76 
8.23 
3.15 
4.42 



4. 99 
3.9 
1.99 
4.57 
4. 22 



3. 97 
6.14 
5. 74 
2.76 



5.83 
4.04 

2.61 



9.68 16.47 

2.7 4.22 

5. 23 6. 85 

4.82 6.82 



3.52 
8.01 
2.51 
7.11 
3.46 
4. 16 

39.5 91.72 72.21 
32.05 30.06 27.04 
9.88 9.77 7.42 
2.97 3.53 2.45 
38.48 53.48 36.76 
6.24 10.32 8.42 
2.44 7.1 
3.79 
2.72 
2.11 



4.39 
3.01 
2.64 
4.04 
4.46 
3.61 
5.59 
3. 78 



6.1 



2.97 



6.87 
5.07 
4.99 
5.35 
3.47 

25.62 27.62 24.63 

26.5 30. 18 25.56 

3.74 2.2 1.81 

8.68 6.27 3.82 

21. 16 26.14 23.96 

1.51 3.49 1.31 

1.39 5.63 1.68 
4.26 4.62 
4.68 4.55 



2.93 
5.21 
7.51 
7.34 
7.23 
6.16 
6.79 

15.73 16.55 11.3 
4.06 4.16 1.71 
5.04 6.12 
21. 1 38.54 20.65 
8.35 4.82 
8.16 7.05 

4 2. 
4.48 5.55 



5.11 5.51 
18.84 13.11 
8.73 9.19 



8.16 
4.17 
3.65 
7.24 



9.78 12.74 
9.91 12.06 
5.35 25. 19 
2.63 5.02 
6.96 7.21 

16.51 16.83 
i.43 5.8 

28.18 20.46 

13.51 10.86 
4.42 5.84 

4.31 10.62 
1.28 4.01 
4.7 5.17 
5.83 6.27 
1.96 5.82 

10.61 6.46 
9.51 4.37 
4.15 3.12 

4.79 4.84 
5.1 3.71 

3.05 2.29 

13.15 12.99 
2.33 2.04 
6.69 5.59 
5. 63 4. 72 
5.42 6.71 

82.39 66.08 

24.59 23.68 
7.13 6.76 



2,76 
30.03 
5.62 
4.72 
3.01 
2.35 
3.82 
5.17 
3.08 
5.09 
3.88 
2.6 
3.68 
49.58 
24.13 
1.89 
4.58 



1.3 
24.3 
3.59 
2.48 
2.85 
3. 34 



2.86 
2.16 
5.13 
2.3 
43.5 
20.5 
2.39 
„ 3. 48 
27.05 27.12 
3.83 1.42 
2.54 2.85 
3.59 4.11 
6.12 7.62 
28183 13.55 
11.49 10.03 
4.08 2.01 
9. 22 5. 36 
10. 55 5.47 
26.89 15.55 
5. ES 4. 38 



4. 23 
11.86 
9.8 



8.8 
16.68 
9.12 
4.59 
2.97 
3.67 



10.75 
15.93 
5.41 
2.74 
5. 68 
13.48 
5.66 
26.31 
10.42 
7.46 
7.33 
1.45 
7.04 
9.12 
6.69 
7.98 
5. 03 
4. 45 
3.32 
4. 08 



16.1 
7.11 
5.73 
68. 98 
27.03 
5. 92 
1.2 
28.99 
3.12 
2.64 
2.82 
6.03 
3.39 
3.72 
1.93 
3.16 
3.2 
4.46 
2. 77 
58.48 
25.41 
3.75 
4.29 
33.74 
3.11 
2.14 
3.58 
8.27 
12.42 
10. 79 
3.77 
7.49 
7.91 
26.27 
4.35 
6.06 
14.49 
12.38 
6.97 
5.47 
8.77 
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EP 1 074 617 A2 



PLACE1 007507 
PLACE1007S11 
PLACE 10075 13 
PLACE1 007524 
PLACE1007S25 
PLACE1 007537 
PLACE 1007544 
PLACE1007547 
PLACE 1007557 
PLACE1 007560 
PLACE1O07S65 
PLACE1007580 
PLACE1007583 
PLACE1007591 
PLACE1007598 
PLACE10O7610 
PLACE1007618 
PLACE1 007621 
PLACE1007626 
PLACE1007632 
PLACE1007635 
PLACE1007645 
PLACE1 007649 
PLACE1007659 
PLACE 1007669 
PLACE1 007677 
PLACE 1007688 
PLACE 1007690 
PLACE 1007697 
PLACEJ007702 
PLACE1007706 
PLACE1007725 
PLACE1007729 
PLACEIOO7730 
PLACE1007737 
PLACE1007743 
PLACE1007746 
PLACE1007753 
PLACE 1007769 
PLACE 1007780 
PLACE1 007791 
PLACE1 007807 
PLACE1007810 
PUCE1007814 
PLACE1007828 
PLACE1 007829 
PLACE1007841 
PLACE1007842 
PLACE1007843 



PUCE1007845 
PLACE1007846 



PLACE1007852 
PLACE1Q07858 



PLACE1007871 
PLACE1 007877 



16.63 14.22 

13.25 11.24 

4. 53 2. 47 

49.4 41.73 

7.48 5. 19 

8.42 7.3 

5.67 4.7 

16.52 13.81 

22.7 26.33 

25.9 29.34 

3.88 2.26 



4.59 
3.85 
5.53 
9.38 
3.93 
4.85 
20.28 



35.43 28.05 

8.18 6.61 

17.84 21.72 

29.46 44.32 

5.43 7.86 

23.48 33.01 

17.27 10.25 



15.06 
30.37 
IS. 29 
7.22 



15.22 
9.52 
14.54 
26. 23 
15.62 



9.51 
17.29 
16.04 



11.59 
2.24 
7.57 
6.68 
5.64 



23.92 18.73 

9.64 11.73 

21.85 26.65 

12.3 14.26 

7.29 tO. 66 
8.16 7.8 

14.45 11.07 

9.52 9.87 

PLACE1Q07848I 10.96 7.82 

38.45 42.72 

19.55 23.44 

PLACE1007866 106.06 120.7 

46.64 38.13 

11.11 8.45 

37. 18 35.47 
7. 08 8. 99 
13.54 9.97 

9.52 10.47 

27. 14 31.91 

13.27 17.29 
8.9 7.88 



3.63 
37.58 
4.7-3 
9.51 
5.81 
13.32 
16.93 
29.57 
3.15 
5. 83 
3.18 
10.65 
9 

11.32 
5.18 
15.56 
45.42 
8. 24 
22.91 
50.79 
6.7! 
29.15 
11.99 
15.01 
31.84 
13.94 

8.65 
14.18 

14.3 
11.32 

8.37 
13.82 
21.46 
17.86 
37.39 
15.85 
12.77 

6.02 
11.32 

8. 59 
13.76 
27.74 
14. 79 
22.58 
16. 38 
10. 16 

8.23 
14. 52 

9. 08 
17.21 
20.94 

22.4 
80.75 
36.79 
11.03 

41.1 

9.43 
IS. 34 
10.76 
21.03 
11.92 



Table 484 
6.49 10.52 5.63 
3.93 3.98 2.6 
3.11 1.64 1.97 
21.38 27.05 16.04 
2.29 4.06 1. 12 
5.72 
3. 36 
13.2 
13.6 



4.91 
1.28 
8. 64 
8.14 



2.9 
2.96 



6.97 
4.14 
4.26 

15.1 

4.32 11.34 

3.66 4.39 

6.24 12.9 
25.74 50.46 26.54 

5.02 13.18 12.74 
16.26 21.82 12.51 
23.79 28.69 29.97 

4.51 9.04 3.18 
18.02 23.66 

6.18 6.01 



8.53 
9.3 
8.07 
7.42 
8.71 
10. 72 
8.01 
5.72 



14.9 
5.07 
12.44 
9.6 6.97 
9.45 10.99 
10.69 12.34 
12.06 12.61 
14.81 6.93 
6.5 
9. 05 
10.92 
9. 58 
7.11 



6.7 



11.08 11.03 

12.32 15.98 

8.71 10.59 

28.78 37. 1 35.26 

13.55 30.64 24.37 

11.76 15.29 7.33 

2.59 3.98 

6.64 9.26 5.56 
5.19 10.28 4.84 
5.45 11.67 20.68 

15.47 17.03 

8.65 13.95 8.98 
10.61 17.88 12.23 

8. 52 14. 37 8. 97 

4.04 8.15 

4.71 8.29 

8.03 11 

6.82 5.35 

7.2! 6. 58 

14.02 16.83 14.13 

13.38 19.15 12.06 

100.84 136.45 101.33 

13.91 18.93 11.35 

7.02 8.84 

20.44 30.52 

6.21 6.72 

8.52 12.53 23.99 

6.15 8.22 8.75 

11.57 16.17 

8.56 15.72 12.01 

3.7 5.72 2.73 



4.63 
4.31 
7.42 
6. 

4.31 



8.93 
24.13 
5.42 



19.33 
3.01 
3.06 

48.44 

3. 74 
6.57 

4. 39 
11.36 
24. 98 
21.02 

1.98 
1.87 
2.02 
4.34 
2.92 
4.35 
3.62 
10.43 
38.37 
5.22 
7.83 
18.24 
4.73 

25 
11.02 
11.15 
5.43 
5.55 
4.08 
6.79 
5.13 
4.92 
5.49 
7.95 
13.89 
6.26 
16.78 
6.15 
6.11 
2.92 
5.87 
5.47 
5.72 
6.08 
3.79 
16.05 
13.64 
12.33 
4.49 
8.69 

5.9 
3.05 
8.86 
12.86 
115.22 
19.19 
6. 39 
17. 29 
3.38 
7.37 
3.33 
8.02 
8.76 
4.49 



11.77 17.21 

2.43 4.23 

2.87 2.04 

42.69 43.18 

3.09 4.25 

5. 7 5. 93 

1.96 2.74 

9.38 8.52 

15.24 20.74 

29.63 20.17 

2.22 2.43 



5.45 
2.49 
4.96 
7.29 
8.81 
3.16 
10.06 



1.54 
2.S 
5.37 
5.52 
6.31 
4.04 
.. . 8.81 

49.51 35.74 
7. 37 5. 53 

15.31 12.34 
19.23 26.32 
2.18 2.74 
27.47 23.31 
11.92 11.97 

10.52 8.69 



7.59 
6.43 
7.67 
7.15 
7.31 
7.04 
8.22 
12.03 



16.95 16.37 
11.61 4.77 



0.7 

10.27 
7.79 
4.75 
21.8 

15. 67 
5.81 

14.46 
6.99 
20.6 

10.06 
6.69 
6.71 



6.18 
8.42 
6.37 
9.78 
10.77 

114.23 135.63 

30.79 21.75 

7.32 5.13 

22.96 22.69 

3.24 2.37 



15.4 
7.82 
6. 57 
4.26 
5.42 
6.17 
5.21 
7.51 
9.71 
14.7 
9. 74 
8. 73 
2.94 
6.07 
7. 28 
4. 05 
9. 37 
11.27 



7.86 
3.79 
9.92 
6.61 

7.73 
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EP 1 074 617 A2 



PLACE10O7950 
PLACE! 007954 
PLACE] 0O7SS5 
PLACE! 007956 
PLAeE10O7«8 
PLACE100796S 
PLACE1 007969 
PUCE1007971 
PLACE1 007990 
PLACE 1008000 
PLACE1 008002 
PLACE1 008037 
PLACE 1008044 
PLACE1008046 
PLACE1008080 
PLACE1008092 
PLACE1 008095 
PLACE1008105 
PLACEJ008107 
PLACE1008111 
PLACE1008113 
PLACE1008122 
PUCE1008129 
PLACE 1008 132 
PLACE1008137 
PLACE 1008 174 
PLACE1008177 
PLACE1008181 
PLACE1008195 
PUCE1008198 
PLACE10O82O1 
PUCE1008209 
PLACE 1008226 
PLACE1008227 
PUCE1008231 
PLACE1008238 
PLACE 1008244 
PLACE1008249 
PUCE1008266 
PLACE 1008273 
PLACE1008275 
PUCE1008280 
PLACE 1008282 
PLACE1008297 
PLACE1008303 
PLACE 1008309 
PLACE100831S 
PLACE1008329 
PLACE 1008330 
PLACE1008331 
PLACE 1008351 
PLACE1008356 
PUCE1008359 
PLACE 1008368 
PLACE10083S9 
PLACE1008392 
PLACE1008394 
PLACE1O08398 
PLACE 1008401 
PLACE 1008402 
PLACE100840S 
PLACE1008409 



PLACE 1008420 4.6 
PLACE1008424} 8.77 



123 
8.61 
17. 64 
11.86 
9.03 
15.3 
24.54 
14.86 
13.72 
8.41 
8.38 
7.47 
23.79 
19.99 
15.75 
7.67 
16.14 
10.75 
6.1 
12.94 
48.12 
12.52 
12.19 
21.17 



99.57 90.18 

7.27 7.95 

15.71 13.66 

9.09 7.66 

7. 99 9. 04 

16.37 14.75 

27.08 14.83 

11.23 10.66 



7.91 
4.96 
10.22 
6.35 
15.95 
21.06 
26.6 
5.27 



10,4 
12.98 
5. 92 
12.18 
13.39 
12.57 
10.88 
10. 96 
27.87 
19.93 
7.21 
12. 79 
10. 53 
15.98 
102.69 
14.29 
5.26 
6.85 
12.89 
12.14 
11.47 
4.41 
19.59 
9.22 
11.04 
9 

12.84 
13.82 
10.61 
15.16 
3.81 
It. 15 
11.83 
23.83 
9.05 
8.61 
93.35 
9.15 



11.82 
5.71 
5.77 
4. 25 
12.5 
9. 24 
10.27 
5.41 
13.84 10.97 
13.42 9.63 
7.51 5.49, 
8.4 7.2V 
32.36 36.95 
11.61 10.25 

11.22 9.29 
14.41 14.91 

6.69 4.43 
8.11 S.85 
6. 91 4. 83 
13.31 12. 
9. 3 9. 62 

11.23 9.83 
8. 33 



9.72 
17.88 
14.99 
4.7 
18. 51 

9.75 
17.02 



4. 99 
6.62 
9.41 
13.11 



13.87 
8. 67 

18. 55 
2.08 
8.41 



18. 28 
16.44 
5.76 
16.33 
4. 52 
9.64 



11.72 1 
13. 91 
102. 54 
10.93 10.45 



5.58 
11.51 
6.57 
2.65 
7.93 
16.49 

4.6 
6.44 
4.66 
6.22 
2.21 
7.05 
5.88 
8.38 
3.04 
4.61 
5.46 

4.1 
4.85 
30. 18 
6. 59 
6.85 
9.14 
4.58 
5.98 
3.39 
4.81 
7.44 
6.75 
6.13 
4. 34 
12.29 
9. 05 
4. 59 
5.47 
4.31 
6.34 
88. 83 
6.95 
3.64 
4.72 
11.11 

7.3 
11.12 
6.98 
9.86 
5.09 
6.66 



73.07 58. S3 
7.49 5.54 
9.3 9.77 
9.2S 6.9 
4.9 3.85 

11.66 10.38 

16.9 27.64 
5.77 4.48 



6.58 
6.7 
6.73 
4. 95 
19.86 
14.67 
25.41 
5.53 
15.55 
13.95 
6. 68 
8. 37 



5.26 
7.01 
4. 55 
8.68 
7. 76 
6.36 
9.6S 
4.16 
14.5 
11.55 
4.49 



10.36 6.43 
113.4 78.29 
18.06 11.71 
10.8 
8.46 4.99 
18.66 13.55 
9.97 7.71 
14.28 7.92 
9.29 6:05 
9.1 7.96 
9.18 
5.74 



4.5 
11.79 
1.83 
4.52 
7.27 
11.94 
8.36 
7.29 
68.1 
7.65 
2.08 
4.05 



12.42 
7.9 
11.97 13.67 
13.2 12.68 
18.42 14.21 
6.41 
13. 53 
1.71 
7.73 
9.44 
10.53 
9.24 
15.86 
65.02 
10.56 



3.3 
4.03 



91.95 114.45 
3.77 4.03 



6. 99 
4.06 

2.65 
7.23 



6.02 6.86 

3. 52 3.67 

3. 28 5. 34 

2.35 1.88 

6.75 10 

6.52 7.55 

16.05 14.95 

4. 86 3. 3 

3. 99 9.83 
10.03 7.96 

2.94 

4. 56 
11.39 

4.17 



10.15 
21.53 
13.25 
5.49 



1.47 
9. 55 
3.46 
8.46 
8.33 
5. 99 
5.88 
1.53 
2.16 
3.44 
4.45 
5.05 
7.4 
17.31 
11.51 
4.08 
7.S7 
5. 37 
4.65 



3.54 
6.79 
11.9 
6.91 
6.87 
4.2 
8. 94 
5.48 



7.19 13.56 
4.88 7.64 



4.26 
4.74 

3.38 
4.87 

2.12 



7.63 11.47 

12. 55 9. 98 

18.05 34.01 

5. 59 6. 98 

4.08 3.77 

64.76 63.76 
S.13 6.5 

3.03 3.37 

4.27 11.48 



65.58 
2.97 
4.12 
3.44 
2.07 
5.87 
6.83 
6.63 
7.23 
3.05 
3.3 
2.58 
6.08 
2.12 
13.99 
3.17 
5.13 
6.35 
3.2 
2.41 
15.2 
4.27 
6.51 
8.23 
2.53 
5.58 
3.61 
4.62 
5.91 
5. 55 
9.18 
9.7 
27.74 
13.73 
3.39 
4.88 
5.5 
8.03 
80.68 
5. 42 
1.54 
2.98 
7.88 
7.< 
4.96 
4.65 
11.54 
5.2 
9.01 
5.55 
3. 26 
9.76 
3.83 
5.64 
3., 
6.48 
4.42 
14. 62 
7.72 
5.17 
63. 34 
6.16 
1.89 
5.37 



1498 
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PLACE1008426 
PLACE1 008429 
PLACE100S430 
PLACE1008437 
PLACE1 008453 
PLACE1O08454 
PLACE1008455 
PLACE1008457 
PLACE1O08465 
PLACE1 008469 
PLACE1008488 
PLACE1008519 
PLACE1008524 
PLACE1008S31 
PLACEI008532 
PUCE1008S33 
PLACE1O08542 
PLACE1008549 
PLACE1008560 
PLACE1 008567 
PLACE1 008568 
PLACE1 008569 
PLACE 1008584 
PLACE1008585 
PLACE1 008603 
PLACE1008621 
PLACE 1008625 
PLACE1 008626 
PUCE1008627 
PLACEI008629 
PLACE1008630 
PUCE1008643 
PUCE1008650 
PLACE1008657 
PLACE1 008664 
PUCE1O08693 
PLACE1008696 
PLACE1008715 
PUCE1008716 
PLACE1 008722 
PLACE1008738 
PLACE1 008742 
PLACE1 008744 
PLACE 1008748 
PUCE1008757 
PUCE1O08766 
PLACEI008785 10.19 
PLACE1008790 13.83 
PLACE1008798 38.55 
PLACE1008807 7.39 
PLACE1008808 14.69 
PLACE1008813 11.75 
PLACE1008836 10.67 
PLACE1008851 
PLACE10088S4 
PLACE1008864 19.27 
PLACE1008867 23.06 
PLACE1008876 176.15 
PLACE1 008887 10.24 
PLACE! 008902 
PLACE1008911 
PLACE1008917 
PLACE1 008920 



9. 02 
6.72 
14.21 
10.05 
9.93 
21.6 
34.62 
11.67 
7.78 
9. 74 
7.69 
13.67 
16.01 
10. 83 
31.22 
16.83 
11.05 
8. 08 

9.22 
12.46 
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